FNESERSYCRIIL  ERERFAL 2RERFDL ?  EPMEZEH S5 DER

F—HFAH— HRAEYWIES HHS

H BF:9H25H (K) 12:45 ~13:55

B\ PR 2BEK &Y (KFER—L)

B OE KBRS OuR), HRES GRKR), WHEAN CRIRAVK)
EFL—4— D MRIGERE (LK)

B & kIHER (RK)

MKIDAXRY MIHAFETHELE .

* This event will be presented in Japanese language.

BI ZE 19444, PEYFEIVTS - Ta
V=74 v h—Kid [HEda & idM2? (What
is Life?)] o<, Havk [#F 2P TR
THHE], ThbLENFNREMS (=
Fa =) IZhiv, HEEEERE RO VAT A
ELTHABE L. ZOHAIIBARDST-EY
ZORERHE L LI, EEOYINAYIZHE
HREVERT 272 & 5122003 4, &1
BRIEFEH [Eml i3] 28wt &mz
B WHOEAETIEIRL, [ZHENZET
HRRAL & Ak AR OB AL ] & L CHERIYIC
ERAL L7z, o CHERE - 5L - #bE 5K
—MIZHH T L AN, T TRES N
LA»L, B EARBIIFDOIIIIEHTES
Dhe MIT [FE] LiFMH», ZOHEFIELEIT
HBHDP. EHIT, EEOEBAEWFDOFREC
Xy, AT &7/l 22K 2-AMET LT, LM LIEOMEZDH DD
BLEODOH 5,

ZITERY YRV AT, YWY, BEETV, GRAEYF L Vo R L8 AD
5 [Hdy] [3E] OFREIHED . WNRFZORERANXDSIEEEWHOBEH, S, EMo
RIS A B X W%, WEKRFOWEMENKD [FEOHZEH (SANZ) | &w
I W%l L RO BRI ZIRIRT 5, 518, KRAVKRFOEHENKSE KA
WEOREMN S, NLAEGOWEZFEU4E40 EOTERIHD. NS DOFEEILf
A, LEEREOIMIGERBRO 77 05— 1r0d &, Edr& s, 3EE& T
», FLTEOBEREZVPICRZ ZREPELAMIHENT 5. EBDEREHEEL, X
HROEDYEZOMREMEVIUIRCFROBE LT, AUV RITAZHMHET %,
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—RAAEEABAREYDMEFS 5 13 [ Biophysics and Physicobiology X B R ERES
The 13" Award Seminar for outstanding Biophysics and Physicobiology paper

F—HF A —  HAREYYES4 Biophysics and Physicobiology i L ELEERE &
Organizers: Award committee for outstanding Biophysics and Physicobiology paper

B BE:9H24H (OK) 1510~ 18:10

FRi2BEK &% (RPA—V)

o 2

& &

2 13 [ Biophysics and Physicobiology a3 B ZH &
N

Keiichi Kojima

BATLIOR - At 7E Be e thi 38

Fac. Med. Dent. Pharm. Sci. Okayama Univ.

T=F vFrAna KTy 05 RE L R

Molecular characterization and engineering of anion channelrhodopsins

Microbial rhodopsins are a family of photoreceptive proteins containing retinal as a chromophore
and play crucial roles in the photoreception of microorganisms. Recently, they have become essen-
tial tools in optogenetics to regulate biological phenomena by light. In this symposium, we will in-
troduce recent studies on the molecular diversity and structure—function relationships of rhodopsins,
including anion channelrhodopsins, based on experimental and theoretical approaches, and discuss

future perspectives.

A ELA

Masaki Tsujimura

HLAIEZERT BRIt ZEmT

Pioneering Research Institute, RIKEN

T =K Y F X AT KT Y 05 1RO BT

Theoretical insights into the molecular mechanism of anion channelrhodopsins

BA A

Takashi Tsukamoto

Bl WNESYNE S T e g s o ) T AN €| N AR ot 4 SN )

Faculty of Advanced Life Science, Hokkaido University (Fac. Adv. Sci., Hokkaido Univ.)
T=F v Fravn BT Y OFEBRIED S Do 2B an T L

Unexpected Insights Gained from Experimental Studies of Anion Channelrhodopsins
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—RAEEABREDMIEFS 5 14 [ Biophysics and Physicobiology X B R EFES
The 14" Award Seminar for outstanding Biophysics and Physicobiology paper

F—HF A —  HAREYYES4 Biophysics and Physicobiology i L ELEERE &
Organizers: Award committee for outstanding Biophysics and Physicobiology paper

B BE:9H24H (OK) 1510~ 18:10

FRi2BEK &% (RPA—V)

o 2

& &

25 14 [ Biophysics and Physicobiology 33 B ZH ¥
B iR

Takeharu Sekiguchi

WHRARY: Tofbe BAE TR

Dept. of EEE, Sch. of Eng., Inst. of Sci. Tokyo

HHTF /) T4 X E Y FEHCIHIRNERRE 2 >~ 4

Fluorescent nanodiamonds as a robust temperature sensor inside a single cell

Diamond quantum sensors have been attracting great attention worldwide due to their potential
sensitivity and their wide range of applications. Nitrogen-vacancy centers are fluorescent
paramagnetic defects in diamond and serve as spin-based sensors to detect tiny signals such as
temperature and magnetic field. The sensing is based on monitoring the fluorescence intensity
from the diamond while applying microwave to cause electron paramagnetic resonance. Among
a variety of applications, we have reported in 2018 a temperature sensing inside a single cell by
using fluorescent nanodiamonds (FNDs). A single FND inside a single cell allowed temperature
sensing with 1°C accuracy with robustness against various cellular environmental factors such as
pH and viscosity. In the session, we’d also like to review further developments of diamond quantum
sensors in particular as a high-sensitivity magnetometer for medical and other applications by using
millimeter-scale diamonds. This work was supported by JSPS KAKEHNHI 26220602, by MEXT
KAKENHI 15H05931, by JSPS Grant-in-Aid for JSPS Research Fellow A18J002870, and by
MEXT Q-LEAP JPMXS0118067395.

W% B R

Yuji Hatano

BB AR LAk EXAET R

Dept. of EEE, Sch. of Eng., Inst. of Sci. Tokyo
IVA=PMVRT =NV TAYEY FRF L HOIEH

Applications of millimeter-scale diamond quantum sensor
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BLEHARSHE - EFXBERERLEY PRI T L4
BAHLX v UTEESD | PATITERETRRERES

F—HFAH—  HREDWH Y BIFRSW - AT 33RRER

Organizers: Promotion of Gender Equality and Young Researchers Committee
1926 H () 11:40 ~ 13:10

2P F A%

D AR

BB E BRI TRV LE T, 2L, BRI BB £5,
TRANVT A A Ay T a vy

DREART (RN R R

COABE—RE RRRHARY), WIRRE GRRIRY), BkEsE (=28 UFT F v
kR Et), SPIE@ GERRFAR AT EHEEARTR)

[30 mip p m

oS> B Wb BH S8 3R

\\

7

& ol
ot

Bl E I, TAHATFTIT CGEMmIE) L GEER) BRI RELSELLTwE
To ZLDRFETIFURA (VH—F - 7 FIZZA ML —%—) OGRS N, #EE
FHEIC X B ILEIRFEDIRER, KERRYF v —REOWNE o 2B E /RO NE L
W% F L7z, EH1T, REICBT2EL-IEEORMITEINENICSH D, KRANRE
PRABMIEEHRPHM T PN F =L LTRITANSBEDLIHZTVWET, ZOXHIZ, BF
72 B/E - ANME VS RERAMETT &7 I 7 L REOEMIMKL 5 H T, M5O
BENEE D, ZHEF Y ) T RADOWEENIAS>TETVWET, T TERY VRY Y
AT, THATFITEREONHORETEREGEEILETL LT, BMEOESTIEY
DF vV TEIRYVEY, FROFX VT Ty TEEZL LR ERBE L nEER
TWwWE 7,

K VRIT LTI, RESPHEFETOMIE, XUFr—FrEF), URA R ESHEL T Y
VT ERSENS, BRA IR - BHIOBEBEOR S FICHERERMEL T EE, SR
FAADy varvEifnEd, ENFNONLTORBRES LAY vy b FRXY v
Pz 8o EHAEES TV RRERDES, TRNOOHMRZREAGL, 7THTFIT A
ZOHBE BRI Z2REDOF v ) THRBICOWTELTVELWE BT T, BRI,
UTD3208EZ2HONIIEREREBTATFETT,

MMARTEE5E-2H? EFARENOEHB : 7HTI7 vs £F
2] KEMAETHRETE D | KERNFv—1EDOER
BI7ATITXEEDKRRER Chho5kDO5NBEDEIEF?

ARy VRY T LTI, LEDO3O0BIEZHC, NAVTFA A Ay vavERTESTE
HICHERZREOTVELZVEEZ TVET, THTFITROEOREICHML2VwEBE
ZOWMFREDH 2B AA, SHOF ¥ ) TIEIZOWTE ZIHD TV 5 22E RS T
REOEZTOTEML LIV HA A LET T AT I T EREOEMEEN L 25,
HAMHELOF Y ) 7KL —#HICEZTHWEEL L),
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F v U 7EHHAS

\

F—HFAH—  HREY WSS BRI SH - G FRERS
H BF:9H24H (K) 11:50 ~ 12:40

& B2 GaEY

¥ KX:vrvraresr—MEy ) 7THES

MIDAXRY MIHARGETHBELE I,

* This event will be presented in Japanese language.

Bl B ETFRERFEOSHOT Y ) THREO-BLRD X512, 5FED (1)
TIAEHEE] RRMEL 5. MHEORBEE 2 TARIERIE, W@TﬁU?#%%%%
MR TREBEARKA N N7 & — T ORBESARESH I F—2FEiEL T3, 72, WEE
B & AR A AR EE S RIS v ) T HIR AR 2 FERW 72 LETOT, RIESTTHMLC LS v, &
THERFOT A ) AT EMICEZL T |

EE O70—Jb

i B8 (hahbh ELHZX)

AR KRB A et B E o+ (%) 2HUS#%, MR KT
2018 4E 10 H X W MR AHT AU 7 I2HE LT 4, W38 2 KIS B AT 9E = 231
L7 BB E B & L CoOWNB 2 eI B, RFEBEZIRO & T 5MEIHET LA
OFx)THR, FXYVTHATVR, T=20ayvTiiToTC0nET, MigsETF v
V7ORMBLERSL, WIARKEZIYVRSTHIEDHETT,

THYIIZOWT

MRXEHT7 7Y 713 THEOREOREL] Z# HIEL TWAEETT, RKEREFETEE
N ERLEND S, RAFZZELOETET AT ITOMREEDHOF ¥ ) 7%
R, kA SNLHFOFR—-1+%2LTWFET, 72, Cloud LaTeX DHHFEE R, Va7
TIEgEA v 7 — > Yy TOERE, X ) THAF A, FD I F—%%E 0 CRFERE
EHROLTHMEEDOF YV THRLIVRVD DL L2 2HIBL, KHEFEZEMLT
B EF, FELML TR, KFREORE, ¥ELOBBRETIVEVIDOIILTVE
JnwEEZTWET,
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TOT 7 L BRK BRI PR O - RIS oW, TEMA sk | < [T AR
DML ZTBIE LWL ET,

[Part 1] 11:50 ~ 12:15 IBRAZR4E (ELEFE, ELERE) OREEESHX S 21—
WAL DRI O ZEALIZZE L, RFEBREDFNTIEH Y A S 2 TIIHIEDEIHESR -
THTITOMGEAT ¥V a—)b, EHEREOREORBEERERICOVWTIHHLE T,
F72, THV I THAEKLTWDT 7 — MRAEZIIIC, BRORFERELEOFE A
DWT T L E T,

[Part 2] 12:15 ~ 12:30 PD LIEOFDEDRESEGHOFS =
HEAMIEEOTRARN L E L CHEKRE L TETVwET, — 5 TPDUKOHTORM
BEBBFFEIHEVAONTTF LA, RETIE, BRGESHOBY R4 I VT, TH
T I T RMAENOERFH Z TRHNL E 3,

[Part3] 12:30 ~12:40 +S>RXT7 75 TIVAFXILE [EMSEEE] 255

T AT I T CTHIZHE T 72HM R E B M AR, RET100%G»E5 2 L1d%<i1Ed
DEVATHTFITTOWNHZ S VA7 75 TVAFVORTMHLY S & T, k4
T COMBIREENRZ TEET, REHTIE, IREFHTHELNDE NS VAT 757
WAF N, EBEOBEMIVEBRFFFEICOVTERE LWL E T,

&3 % v ) 7H#E

BERIGEY - F v ) T B IMARAL 2 [ THRC 23 v ARETIR, Bl (K
AL — -« RERRERY) TOMMAEZREVAZL I, G/ 77 R eETOMRBIRZ
E b RnI ERPHIEE S K BRALZEI v,

[7—Z2F—7 > r5HE]
9/24 (/K) 10:00-18:00
9/25 (K) 10:00-18:00
9/26 (%) 10:00-15:00

KEH 7 —ALZBBLT SV Z0TWAEFRTCIRNTE I, BRAG-TWDS
Baid, BTFRTTPRMZ 2T THEBBRLT S v,
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MEMRBBIRERICOVT
Reorganization of KAKENHI: Current Activities of JSPS

HEEA BB (BARHATEERRE 0T RHAEERT, HAPRHRIE &AW S 2 7 L0
Jet vy —HMER)

Organizer : Shuji Akiyama (Institute for Molecular Science, NINS; Program Officer, Research

Center for Science Systems, JSPS)

B Br:9fd20H (&) 11:40 ~ 12:40

= B2l GaY

¥ KX:7vEry7—vav

KIDANY MIHAFETHEL L3

* This event will be presented in Japanese language.

Bl E 45 AARMIRICHZ - THB LSRR 2 FRB A A Ui, R oHh
THAEREZ R TEX D22 MbhTwE S, 29 Lo, B #ME#EEICB v T,
FMEANOBURNEGF & LT, [Pkt - otk - mat - BEERtE] ooz,
W HEORARLEIRS ST Lze ThEBT 2, GRS T TRHFRGED
EhiHs] #RE L, FUIEOMERE - BMAORE LREEY AT 20RBEL ([#
VAT AW 2018]) HATbN, T30 EERIIE CERL 2949 ARSE) 1BV,
Wl BEVAT AL DHEEZFERL T Lz 40N, BHIFEHIEE ORI o 3 70 48 55
BHULZ, FIEORERTELZ M- 72 M5OV T, THHEZ W& T,
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EFBIFHEE Early Research in Biophysics Award Candidate Presentation Symposium

18BH (9B 248 (k) /Day1 (Sep.24 Wed.)

9:00~11:30
K &35 (RFH—JV, Room K (Tempyo Hall)
YK  BREYYEFSEFEHERES
Early Research in Biophysics Award Candidate Presentations

F—AF MY - BLHARSE EFXERES

Organizer: Promotion of Gender Equality and Young Researchers Committee

Biophysical Society of Japan (BSJ) grants “Early Career Award in Biophysics” and “Early Career Presentation Award”
to young BSJ members for their excellent presentations that show great potential to contribute to the progress of
biophysics. In this 21th year, we received 44 highly qualified applications. After the first round of competitive screening
based on submitted documents, the following ten applicants were selected as candidates for Early Career Award in
Biophysics. In this symposium, each speaker will give a 10-minute presentation followed by a 3-minute discussion as
the second round of screening. Up to five awardees of the Early Career Award in Biophysics will be selected. The best
presenter will also be awarded ITUPAB award from International Union of Pure and Applied Biophysics. The Early
Career Presentation Award will be given to the rest of the excellent invited speakers. We welcome all the BSJ members
to attend this symposium to foresee the future of biophysics in Japan through the speakers and their research.

09:00 Subhan Hadi Kusuma 2Pos144
1YKO0900 Autonomous Multicolor Bioluminescence Imaging in Bacteria, Mammalian, and Plant Hosts
Subhan Hadi Kusuma (SANKEN, The University of Osaka)

09:15 Yusuke Himeoka 2Pos192

1YK0915  [HEfISE] DOIEFH
Theoretical Basis for Cell Death
O A1, Y 1B 23, /kk fitis 13 (1 ERUR AR5 BE B2 R A 78R A W 3% 3 PEATE FE AR,
2 ERREE T AR FET,  RRUREE A BRI JERT)
Yusuke Himeoka!, Shuhei A. Horiguchi?3, Tetsuya J. Kobayashi'® (Universal Biology Institute, The
University of Tokyo, *Nano Life Science Institute, Kanazawa University, *Institute of Industrial Science,
The University of Tokyo)

09:30 Yoshiko Nakagawa 1Pos214

1YK0930  —RFEEA X -T2 TERVESFY v NAVICE S 7 I 01 FEHRERIED A 5 = X LDEEH
Amyloid conformation-dependent disaggregation of chaperone revealed by single molecule
fluorescent imaging
Ol i 1, B B4R | BPA ik |, ol B 2, mep oo | (1 BRET - R E T S v
& — 2GR KR F 7 AR e
Yoshiko Nakagawa', Shingo Tamai', Takashi Nomura!, Takahiro Nakayama?, Motomasa Tanaka!
('RIKEN, CBS, >WPI Nano Life Science Institute, Kanazawa University)
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09:45
1YK0945

10:00
1YK1000

10:15
1YK1015

10:30
1YK1030

Katsuhiko  Minami 2P0s062

HEURTFIIE X b HE# (Repli-Histo i) £AVTHS 193, k& MEMamn1—-0
YFL o ATAZATFDLBEL

Replication-dependent histone (Repli-Histo) labeling dissects the physical properties of
euchromatin/heterochromatin in living human cells

O 5Z 12, ML AET 12, 63 802 Jipdt — 3 34, 3 e— 25, A fEJn 7 1, B e,

G E— 3, R B S, W — 12 (CBABRE - 7 AT A X 7 AT, 2 RIEK - el
B, 3 BF BDR « N4+ 2 Ea—F 4 ¥ FRF— o, 4 BRIt > 5 — - Mg I =
L—3a YRV — 7, S AR - 7 ZEALBESER, ¢ BARHE - s/ I 2 AR v 4 —)
Katsuhiko Minami'2, Kako Nakazato!, Satoru Ide'2, Kazunari Kaizu>*, Koichi Higashi>?,

Sachiko Tamura!, Atsushi Toyoda®, Koichi Takahashi’, Ken Kurokawa>>, Kazuhiro Maeshima'?
(‘Genome Dynamics Laboratory, NIG, 2SOKENDAI, *Laboratory for Biologically Inspired Computing,
RIKEN BDR, *Cell Modeling and Simulation Group, ExCELLS, >Genome Evolution Laboratory, NIG,
®Comparative Genomics Laboratory, NIG)

Takuya Ohmura 1Pos201

WRFEERENEFZRAL 23 RTNITYTNAF T 4 IVLAD Invivo ¥4 VAL ABT —§HEI
In vivo microrheological measurement for 3D bacterial biofilm with machine learning image
analysis

Takuya Ohmura!, Dominic J. Skinner?, Konstantin Neuhaus>#, Gary P.T. Choi®, Jorn Dunkel®,

Knut Drescher® (\RIES, Hokkaido Univ., 2Cent. Comput. Biol., Flatiron Instit., 3Biozentrum, Univ. of
Basel, *“Dept. Phys., Univ. of Marburg, >Dept. Math., Chinese Univ. of Hong Kong, °Dept. Math., MIT)

Tomohiro Nobeyama 2Pos214

HEDR 4R F /T & AW ERRESBREOERERTET 7/ 0Y —

Regulatory nanotechnology of liquid-liquid phase separated condensates formation/
deformation dynamics by using gold nano-butteflies

ORI HBA Y, BRI S, A b3 I 3 — 2, R BERRR 2 (VUK m S e Re, 2 S0k
KRB R B o, 3 B R AL R R e LA i 7e )

Tomohiro Nobeyama!, Koji Takata’, Tatsuya Murakami?, Yoichi Yamada?, Kentaro Shiraki® (‘Institute
for Advanced Study iCeMS, Kyoto University, 2Pure and Applied Physics, University of Tsukuba,
3Graduate School of Engineering, Toyama Prefectural University)

Naito Ishimoto 2Pos005

PEMEE H-Pilus DREEDEAS 5L 7 TrhA pilin DIRIRIE

Structural basis of the conjugation H-pilus reveals the cyclic nature of the TrhA pilin

OFA e+ 123 Wong Joshua?, Heb Shan, Shirranc Sally*, Paramio Olivia2?, Seddon Chloe??,
Singha Nanki??, Balsalobred Carlos’, Sonanie Ravi®, Clements Abigail’, Egelman Edward®,

Frankel Gad?, Beis Konstantinos®® (! #{iEmik « B ERL 24 v RY 7NV - ALy Y- ay Fv
GRS, 3 N— 2 V) —F AT Ly I A FF7+—F7 v IV L4 b -
TYR)2—ARFENAFATAAN - HF ALV R - YH—F - AV TL Y IR IAANRY
FEX M) =& TUTH I T A0V ;R BB, 0 N — T 27 R AL R
#H)

Naito Ishimoto!>3, Joshua Wong?, Shan Heb?, Sally Shirranc*, Olivia Paramio?, Chloe Seddon??,

Nanki Singha®3, Carlos Balsalobred®, Ravi Sonanie®, Abigail Clements?, Edward Egelman®,

Gad Frankel?, Konstantinos Beis>* (!Grad. Sch. Life Sci., Yokohama City Univ., >Department of Life
Sciences, Imperial College London, >Rutherford Appleton Laboratory, Research Complex at Harwell,
4Biomedical Sciences Research Complex Mass Spectrometry & Proteomics Facility, University of St
Andrews, *Department de Genética, Universitat de Barcelona, ®°Department of Biochemistry and
Molecular Genetics, University of Virginia)
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10:45
1YK1045

11:00
1YK1100

11:15
1YK1115

Rieko Sumiyoshi 1Pos077

TH—DHREICLDX XD -1 E—F— FA 12 DEKIEEEIEDREEA
Tether-dependent regulation reveals core motility mechanism of the kinesin-1 motor domain
Ofisf BT 1R AEE 12, KR E—AB 123 (VHOK - a0l 2 0K - SGHERHADT, 3 30K -
A% S A

Rieko Sumiyoshi', Masahiko Yamagishi'2, Junichiro Yajima'->? (\Grad. Arts & Sci., Univ. Tokyo,
2Komaba Inst. Sci., Univ. Tokyo, >RCCSB, UBI, Univ. Tokyo)

Masahito Tanaka 1Pos094

NHRICE T 2 B EROYRELEBETD/N - FOIRE

Changes in the physical properties of early embryonic nuclei promote a transcriptional burst
Oy BA~ ! 35 1 B2, R 558 2, 511 35 3, Y38 15 !, Chen Yu-Chia®, Suzuki Aussie?,
AR E2, BAR BN (VESEEAIIZET WA A AR, 2R R
TN R A 4 R Y Y RFERT A Y VR SRR, R a— )
Masahito Tanaka', Rin Sakanoue?, Atsushi Takasu?, Yasuki Miyagawa®, Naoko Watanabe!,

Yu-Chia Chen*, Aussie Suzuki, Kei Miyamoto??, Yuta Shimamoto!” ('Laboratory of Physics and Cell
Biology, National Institute of Genetics., >*Graduate School of Biology-Oriented Science and Technology,
Kindai University, *Faculty of Agriculture, Kyushu University, *McArdle Laboratory for Cancer
Research, Department of Oncology, University of Wisconsin-Madison, >Department of Genetics,
Sokendai University)

Yuhei Hosokawa 2P0s133

BIEVEBZ T — IV CORSERRBERITICLUVAS PICE>AT7U T N 7OLDY TFI
{GEHE

Cryptochrome signal transduction mechanism revealed by time-resolved crystallography across
broad timescales

Yuhei Hosokawa'234 Po-Hsun Wang??, Nicolas Caramello®, Mai Nakamura?, Sylvain Engilberge®,
Antoine Royant®, Lars-Oliver Essen®, Ming-Daw Tsai?, Junpei Yamamoto?, Manuel Maestre-Reyna!-?
('Dept. Chem., National Taiwan Univ., *Inst. Biol. Chem., Academia Sinica, *Grad. Sch. Eng. Sci., Osaka
Univ., *PRI, RIKEN, >Dept. Chem., Philipps Univ. Marburg, SESRF)
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S RI 9L Symposium

1HH (9B 24H (K)) Day1 (Sep.24 Wed.)

1SAA EBE - HFPIal—Y a3l - ERHMZOREICL 33 FEEFHRIL
Molecular motions visualized by integration of experiments, simulation, and informatics

F—HFAP— BOKE BEEBASY), FLAAB GHAS)

Organizers: Tomotaka Oroguchi (Keio Univ.), Rintaro Inoue (Kyoto Univ.)

09:00~11:30
<15 (R#%E 101+102) Room A (Meeting Room 101+102)

Many molecules, including proteins, utilize molecular motions to express their functions, hence visualization of such
motions is essential for understanding the mechanisms underlying their functionality. While integrating experimental
data with molecular simulations offers a promising approach for such visualization, a gap remains: the difficulty of
reproducing experimental data through simulations. This gap reduces the effectiveness of such integration. To address
this issue, informatics approaches are gaining traction as powerful tools for bridging the gap. In this symposium, we
present various integration strategies leveraging informatics, such as information geometry and machine learning, and
discuss their potential for visualizing molecular motions.

i3IS
Opening Remarks

1SAA-1 Visualization of domain motion in multi-domain protein as studied by neutron scattering and
molecular dynamics simulation
Rintaro Inoue (Institute for Integrated Radiation and Nuclear Science, Kyoto University)

1SAA-2 BEHRRARICLZIERT -2 & MD OFE: ERERET > TIUAHEADER
Visualization of protein conformational ensembles by integrating experiments and MD via
information geometry
O Kk (BEMEK - BUL - W8)
Tomotaka Oroguchi (Dept. Phys., Keio Univ.)

1SAA-3 ERETFENBEMET —2EPF 2L —2aOECEPEKRPTFOBEFTI1FIVR
DT — 2 FEML#ER
Data assimilation analysis of structural dynamics of biomolecules by combining HS-AFM data
and molecular simulations
O L AHIRRR 1 #AG 56 2, Ik 12, Ak B 3, i 52— 4 (VUK - 38, 2 BIRFF - BDR, ® ¥k
Bt - BT 4 S5OKKE - B)
Sotaro Fuchigami!, Toru Niina?, Suguru Kato?, Yasuhiro Matsunaga®, Shoji Takada* ('Sch. Pharm. Sci.,
Univ. Shizuoka, >RIKEN BDR, 3Grad. Sch. Sci. & Eng., Saitama Univ., *Grad. Sch. Sci., Kyoto Univ.)

1SAA-4 54 AT EFEMBEERFESGD, SO 3D EFNVEBHEFEICLDZNIEYLFIAL T4 A —
> a VIRREDAEER
Uncovering Multiple Conformational States of Protein via Direct 3D Models Estimation from
CryoEM single-particle images
O i (FIRF BRI > 5 —)
Atsushi Tokuhisa (RIKEN Center for Computational Science)
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1SAA-5

SAXS/SANS EMD ¥ R 2L —2 3> ERVERFFEEFORENBEET VT
Integrative structural modeling of macromolecular complexes using SAXS/SANS and MD
simulations

OfA & G RHABATIT ZE P IEMEME - 1A ay R~ e )

Atsushi Matsumoto (iQLS, OST)

bW
Closing Remarks

1SBA  AIPHEEBFTEEALEMYE -2 I1L -2 a3 HROER

Exploring Biophysics and Simulation Research Using Al and Machine Learning

F—HFAAH¥— BT Wiz ERKF), KZEFEE (AR
Organizers: Naoyuki Miyashita (Kindai Univ.), Yasushige Yonezawa (Kindai Univ.)

09:00~11:30
<15 (£#% 103+104) Room B (Meeting Room 103+104)

Recently, the application of Al and machine learning to life sciences has advanced significantly, with examples such as
AlphaFold. This symposium will discuss the use of AI and machine learning in addressing various issues in biophysics,
as well as their application to analytical simulation techniques and the development of new methodologies. In particular,
the symposium will focus on how AI and machine learning can be utilized to analyze and understand the dynamics of
bimolecular simulations.

1SBA-1

1SBA-2

1SBA-3

1SBA-4

BN EBETD AIN—RE—T 1 > J EWES 1 F IV XD Transformer fEHT
Al-based Morphing of Protein Structural Changes and Transformer-based Analysis of
Conformational Dynamics

OB Wz V2 Bl AR 2, S B L RPN 0K 2, S 2, TR sek 2 (aok - AR
T2 ek - B - AR

Naoyuki Miyashita'?, Yoshihiro Kashiyama?, Rin Hirasawa!, Shota Shimogochi?, Yuma Shiota?,

Ryota Kiyooka? (\BOST, KINDAI Univ., >Grad. Sch. BOST, KINDAI Univ.)

CGBack : KB ET I EAWENY IY v EL JICKBBBES > NIEY IaL—2arhs
DEFLANIVBEORRIEEREE

CGBack: Large Scale Reconstruction of Atomistic Detail from Coarse-Grained Protein
Structures with a Diffusion Model

Ov#Hnvy 7 bPLF4xI LF b LEHAERY ('RIKEN R-CCS, 2RIKEN PRI)

Diego Renato Ugarte La Torre!, Yuji Sugita'?> ('RIKEN R-CCS, 2RIKEN PRI)

Deciphering allosteric regulation in disease-associated proteins with MD simulation and deep
learning
Yuko Tsuchiya (4/RC, AIST)

BREZEAVELONIEIAF IV ARHRI(F I ADRTBHET — &R
Machine Learning-Based Dimensionality Reduction and Data Generation for Protein and
Cellular Dynamics

Ol 501 (HEEKR)

Hiroshi Fujisaki (Nippon Med. Sch.)
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1SBA-5

1SBA-6

1SBA-7

1SBA-8

EHEMD Y32l —2 3 T—20BNERE L 2 ORBKEMEBZICEREET 2HR
WRFEE

A novel machine learning method for the simultaneous and accurate extraction of dynamic
features and time dependence from MD simulations

OXiEE Begs GIaRY: SomBatrit G enT)

Yasushige Yonezawa (Kindai University Institute of Advanced Technology)

BRFBFEEAVEALZ N BEICE T BEIEEHAEHEB O/

Analysis of sequence-structure-function relationships in heme proteins by using machine
learning methods

Ol Ey (JdeRLIK)

Hiroko X. Kondo (Kitami Inst. Tech.)

KBREDFEHFEHE - BT THIOE - BEFEEHELALTH—RICH T 2 DEE=
DIRERFiE

Integration of large-scale MD calculation, dynamic MC method, and machine learning to study
mass transport in heterogeneous systems

Ok TR L HNAZHI 2, BN se8 2, R4 352 3, Wik 4 (O fRRRF AR, 2 ks
S H R YBZERT, 3 b 3 5 BB RS, ¢ BRI LR EMS T 2 Y A T ARETER)
Tetsuro Nagai!, Nobuaki Kikkawa?, Ryosuke Jinnouchi?, Masayuki Kimura®, Susumu Okazaki*
('Department of Chemistry, Faculty of Science, Fukuoka University, *Toyota Central R&D Labs., Inc.,
3Toyota Motor Corporation, *Graduate School of Nanobioscience, Yokohama City University)

REOEHRMEEERT 5 - BRAEOLHOT — 2RHNT7 IO0—F

Decoding Disease Complexity: Integrative Data-Driven Approaches for Rare Disease Drug
Discovery

OHEH R L 12 (R - HHE - SRERIIZEIT, 2 SRS o Sm7ET)

Yayoi Natsume-Kitatani'? (! National Institutes of Biomedical Innovation, Health and Nutrition,
2[nstitute of Advanced Medical Sciences, Tokushima University)

EEbWIC
Closing Remarks

1SCA

KOBIEMEIEL X TIVPERFOLEE | BIBEL E AUV - EDYEFNOH - LB
Revolution of Chiral Materials Science using Helical Light Fields: New Challenges in Biophysics
using Helical Light Fields

IO s mEma (A) [ 5 0enErE]

F—HFA Y- #ll T (KERAIALKXF), BR X (TEXF)
Organizers: Chie Hosokawa (Osaka Metro. Univ.), Takashige Omatsu (Chiba Univ.)

09:00~11:30
C &5 (&% 105+106) Room C (Meeting Room 105+106)

Chirality, in which objects cannot be superimposed on their mirror images, is very universal in biological sciences: for
instance, the homochirality of biomolecules and cell chirality. Helical light fields, such as optical vortices possessing a
helical wavefront, have demonstrated chiral crystallizations, and microfabrication of chiral materials through wavefront-
sensitive light matter interactions. These demonstrations will offer potentially a new avenue in biophysics towards

advanced tissue engineering with multiple helical fibers and light-induced chiral swarming of active matters. In this

symposium, researchers in optics, materials science, and biophysics discuss the prospects of new challenges using
helical light fields in biophysics.
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1SCA-1

1SCA-2

1SCA-3

1SCA-4

1SCA-5

1SCA-6

1SCA-7

1SCA-8

LI
Opening Remarks

EYWIBED -8 D Structured Light
Structured light for biophysics
ORMA 7% (THEX)

Takashige Omatsu (Chiba University)

5HADHEBTIZORIR

Development of Helical Tissue Engineering
Ol gk CRBURS: - R BELFRFFERE
Michiya Matsusaki (The University of Osaka)

MIAPUREETE - EEMET / MtE AUV IR EE DR

Intracellular thermometry: Probing cell function with fluorescent nanomaterials
OB B (KIEKFE 2 —< ¥ - A ¥ 3— 2B EHFFELL)

Yoshie Harada (PRIMe, The University of Osaka)

FREE AFM BERE TR OB 2 FTH1ET 2

High-speed AFM combined with optical vortex visualizes optical helicity
OB #HZz (BkkL)

Takayuki Umakoshi (Dept. Appl. Phys., Univ. Osaka)

BESLOT7 IO FRHRICED Z N VEORBIRI(FIVX

Optical trapping dynamics of protein assembly into condensates and amyloid fibrils

O #2811, Ml 4 12, Chien Yi-Sian?, BJE 722 (VAAK - BBl 2 B ELNZBPIZEE A - Bl
ki)

Eri Chatani!, Keisuke Yuzu'?, Yi-Sian Chien?, Hiroshi Masuhara? ('Grad. Sch. Sci., Kobe Univ., >Dept.
Appl. Chem., National Yang Ming Chiao Tung Univ.)

RIVGICH T DT NI EEEFTFOBERA
Synchrotron radiation chiral spectroscopy in ultraviolet region and structural characterization
of biomolecules

ORJE — (B - IRBKRY)
Koichi Matsuo (Res. Inst. Synchrotron Rad. Sci., Hiroshima Univ.)

EXT 1L MDRBL —Y—IC L3 E—EERORHK

Single-neuron stimulation with a focused femtosecond optical vortex laser
ORI F#z (BRAK - Be)

Chie Hosokawa (Grad. Sch. Sci., Osaka Metropolitan Univ.)

YR/ = FAEBESEROmME 2B TEAMERET S

Immotile cilia mechanically sense the direction of fluid flow for left-right determination
Ol 45 (0K - Beke)

Takanobu Katoh (Grad. Sch. Med., The Univ. of Tokyo)

bWIC
Closing Remarks
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1SDA

BNEREEDEYYIEY: SHAA S HIEE T

Biophysics of dynamic supramolecular assemblies: measurement, investigation, and design
JST &2/ [HIOBINE RHsER]

F—HFAH¥— R ER (KFRXA%), FH&E®E GUEKXSE)

Organizers: Mao Oide (The Univ. of Osaka), Hirofumi Toda (Univ. of Tsukuba)

09:00~11:30
D &5 (2% 107+108) ~Room D (Meeting Room 107+108)

Cells are composed of multiscale assemblies such as protein complexes, RNA-protein complexes, liquid droplets, and
organelles. Tons of biomolecules orchestrate these structured components, dynamic supramolecular assemblies, to
regulate pivotal functions in diverse biological processes. To understand the rich behaviors of cells based on the

spatiotemporal dynamics of each supramolecular assembly, not only investigating such assemblies, but it is also
important to develop measurement techniques and/or to design controllable systems. In this symposium, we will invite
talented researchers from various relevant research fields and discuss cutting-edge research approaching to the dynamic

function of supramolecular assemblies.

1SDA-1

1SDA-2

1SDA-3

1SDA-4

1SDA-5

1SDA-6

FU®HIC
Opening Remarks

WM TRE & > ¥ 8 < B—la D3 i BEsE)

Unique thermal behaviors of single cells revealed by microfabricated thermometer
Ol A GRALRSY:)

Naoki Inomata (Tohoku University)

RAEMS NV EOREERET BEIIV—ILOEESR

Decoding Sequence Rules for Condensation of Disordered Proteins

O 3¢ 2 )0 & E 23 (VFAF iTHEMS, 2 BT PRY, ® BUORUK BA2RAF5ERE Mo W B2 5E
tyy—)

Kyosuke Adachil?, Kyogo Kawaguchi>® (\RIKEN iTHEMS, *RIKEN PRI, *IPI, Grad. Sch. Sci., Univ.
Tokyo)

The cellular basis of long-term memory: L-LTP-dependent extension of endoplasmic reticulum
into spines via septin 3
Natsumi Ageta-Ishihara (Fac. Sci., Toho Univ.)

How does the nucleus move within 'super crowded' plant cells?
Hirotomo Takatsuka'-2, Toshiki Amari® ('Dept. Biol. Sci.,, NWU, 2JST - Presto, *Div. Biol. Sci. Tech.,
Kanazawa Univ.)

TIGR-Tas(# 14 H—-B2ZX):Nop KAAL LA NI EHICLKDETD 25— LB RNAFEMI X T L
TIGR-Tas: Modular RNA-guided systems with Nop domain-containing proteins

O 7 (B - BIIBFZET @i > o =7 ¥ 78 ECL if%F— &)

Makoto Saito (RIKEN PRI Biophenomena Engineering RIKEN ECL Research Team)

RV - LBREEFENETIHRRABENTFF

A Novel Antimicrobial Peptide that Targets Liquid Ribosomal Condensates
OF H %8R GAMRY: RS A I IR E R~ 7eikRsE)

Hirofumi Toda (/IS, University of Tsukuba)

b
Closing Remarks
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1SEA

a3 F O E T OFIE
Chromatin structure: physical properties and regulation

PRELERHR A [5/ LEFYT 1]

F—HFAY— 58— (ELEEEHREH), ELBPF FEHAR)
Organizers: Kazuhiro Maeshima (NIG), Tomoko Nishiyama (Kyoto Univ.)

09:00~11:30
E £ (&% 201) RoomE (Meeting Room 201)

Recent technology developments in imaging and genome sequencing have uncovered higher-order chromatin structures
in the cell. However, their physical properties and regulation remain unclear. This symposium will explore the chromatin
structure, its dynamics and regulations with cellular functions and diseases. It will also provide an interdisciplinary

discussion of the chromatin structure from multiple viewpoints, including mathematics, biochemistry, cell biology, and
bioinformatics.

1SEA-1

1SEA-2

1SEA-3

1SEA-4

1SEA-5

1SEA-6

[ 46¥]
Opening Remarks

AbE—Y 2 HEATH71Zy FIDROVAYFCEREEERICH T IEEH

Impact of IDR in the HEAT repeat protein STAG in building higher-order chromatin structure
O ¥ Ok - BEEis)

Tomoko Nishiyama (Grad. Sch. Sci., Kyoto Univ.)

Repli-Histo 1Z#IC & > THAS AICT 3 EMBICE T 31— /O F L EATOVOATF > DYH
Replication-dependent histone labeling dissects the physical properties of euchromatin and
heterochromatin in living human cells

Oni i —18 12 (! ESLEIRFIGEAT, 2 #FR)

Kazuhiro Maeshima'? (' National Institute of Genetics, 2SSOKENDAI)

Physical modeling of chromatin dynamics
Soya Shinkai (RIKEN BDR)

BT OYF 2R REREDBE

Tracking the Process of Sperm Chromatin Condensation

OFFH HA 1, FIH Br] !, B FAm 02 37 8 2 (O lniky R RHAirgenT, 2 ALIRE A
Wibe,} T Aty b2 =y )

Yuki Okada', Masashi Hada!, Yoshinori Makino!~, Satoru Kaneko!? (!Institute for Quantitative

Biosciences, The University of Tokyo, 2Sapporo Kosei Hospital, 3SSET clinic)

Target-DNA searching process of a light-regulated transcription factor, Photozipper, observed
by high-speed atomic force microscopy

Akihiro Tsuji!, Hayato Yamashita', Osamu Hisatomi?, Masayuki Abe' ('Grad. Sch. Eng. Sci., UOsaka,
2Grad. Sch. Sci., UOsaka)

BAMFICH 5 DNA ZES HABEDZENFIE A H =X A

Mechano-regulation of DNA duplex structure in a nucleolus

O Zy— BB 1234 18T 3P 13, 20E 28R 1234 (UR S - R A28, 2 sk - Be L
53 GURRRAE - BedE b, 4 TR - BEBRAE)

Koichiro Maki'»**, Jumpei Fukute!?, Taiji Adachi!?3* (\nstitute for Life and Medical Sciences, Kyoto
University, *Grad. Sch. Eng., Kyoto University, *Grad. Sch. Biostudies, Kyoto University, *Grad. Sch.
Med., Kyoto University)

-S52 -



bW
Closing Remarks

1SFA  Hifast iz EE & U EROERE CREY —IVRRE

Unveiling life by the function and modification of extracellular vesicles
JST CREST [#fifa% .5

F—HF A H¥— KR FEB (ERERRZRMAZRKS),
#BAk g— (REXZ EIrAMEL>2-)
Organizers: Shiro Suetsugu (NAIST), Ken-ichi GN Suzuki (Gifu Univ. /NCC)

09:00~11:30
F 15 (2% 202) RoomF (Meeting Room 202)

Extracellular vesicles (EVs) are abundantly secreted from almost all types of cells. However, the role and function of
EVs have not been clarified yet. There are two major sources of EVs: the plasma membrane and the endosomes. The
tiny and long plasma membrane protrusions are the direct source of the EVs. The intraluminal vesicles of the endosomes
are also the source of the EVs. With the modification and engineering of these EVs, as well as artificial nanoparticles, a
new concept of understanding life is emerging.

FUBHIC
Opening Remarks

1SFA-1 MiAERR QMM E N L RN 2 N BInE
Efficient protein transfer through the protrusion-derived extracellular vesicles
OV Bhr, KK ERE (FRREWK - N1 4)
Tamako Nishimura, Shiro Suetsugu (NAIST)

1SFA-2 10BN & BRMRIRMSEEREIC L 2l NaDKES - B AHLEIEOREA
Mechanisms of extracellular vesicle binding and internalization uncovered by single-particle
tracking and super-resolution microscopy
OfiA fE— 12 (VIERK - AR 2 70, 2 ENLSA )
Kenichi G. N. Suzuki'? ('Gifu Univ. + iGCORE,>NCCRI)

1SFA-3 KBEEEMR,LSDA L TUIAND VAR : "M FRII—BEP "5lEL"
Controllable secretion of membrane vesicles (MVs) from viable Escherichia coli triggered by
intracellular polymer accumulation
O A%, HIOKE— (EIMK - ARG HHE)
Sangho Koh, Seiichi Taguchi (Inst. ARG, Shinshu Univ.)

1SFA-4 RS NADOMERERBORER &L EMEREANDICHA
Analysis of intracellular trafficking of extracellular vesicles for drug delivery applications
OmE 1B CRBCRY:  EEERHAIFSERT)
Masaharu Somiya (SANKEN, The University of Osaka)

1SFA-5 EYHRTF /IO -2 ILE BT/ ARERE
Genome Editing Delivery by Biomaterial Nanomachines
O¥E | Bk (5UK - CiRA)
Akitsu Hotta (CiRA, Kyoto University)
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1SFA-6 N—IO— Ntikast ez &R L 7 fikast a0 HER
Barcoded Extracellular Vesicles for Next-generation Extracellular-vesicle Research
O/l B CRETRY: RFBEER R TR
Ryosuke Kojima (Graduate School of Medicine, The University of Tokyo)

FbUIC
Closing Remarks

1SGA ACNVHEDEF—HEATOLAFREERNT A IS X 2FRMEREM & >NV ERR
Integration of Quantum-Classical Mechanisms and Generative Design for the Development of
Novel Functional Proteins
EID #wEEmumn (A) [BaEfsiEsn] XHryd - 2RESRENN TR 7055 A
[TIWFRy—IVEBF-—HBERA > FI—T 1 —ZAHRIA V-2 T 4]

F—HFAH¥— 1 FEEz— REXF), AR (RERILIXF)
Organizers: Keiichi Inoue (The Univ. of Tokyo), Minoru Kubo (Univ. of Hyogo)

09:00~11:30
G215 (4% 203) Room G (Meeting Room 203)

Proteins have a wide range of highly efficient biological functions. However, their molecular mechanisms remain poorly
understood, which makes the artificial design of new functional molecular tools challenging. In this symposium, cutting-
edge research addressing this difficulty will be highlighted. A particular focus will be the fundamental studies on the
functional mechanisms of photoreceptive proteins to understand the interface between the quantum mechanical light-
associated events and the classical, macroscopic functional processes, paving the way for advancements in next-
generation optogenetics. Additionally, innovative generative design approaches for creating novel functional molecular
tools will be presented.

oI
Opening Remarks

1SGA-1 AISRE L2 NV EBEICHEEEZEDADHA
Embedding Functional Sites in De Novo Designed Protein Structures
Oui# 156 12 (VIR - & EWF, 2ExCELLS, HAARHEZEiM)
Nobuyasu Koga'? ({ASPiRE, IPR, Univ. Osaka, >ExCELLS, NINS)

1SGA-2 Toward generative design of circadian clock modulators: Chemical and structural analyses of
mammalian CRY
Tsuyoshi Hirota (/7TbM, Nagoya Univ.)

1SGA-3 DNA DRfEE : B FEREX DX LES
Light-Driven DNA Repair: Mechanistic Insights and Molecular Evolution
OAPR B (LB - BEsl)
Minoru Kubo (Grad. Sch. Sci., Univ. Hyogo)

1SGA-4 A xBEBENOANTY P EAVREEEY —IVORREFR
Exploration and development of optogenetic tools based on novel ion-transporting microbial
rhodopsins
Ok F— GECRFWIERSERT)
Keiichi Inoue (ISSP, Univ. Tokyo)
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1SGA-5

1SGA-6

1SGA-7

SREETLEIBZAL TRENEOPFA DX LA
Exploring Photobiology via High-Precision Quantum Chemistry
OBEA f1%: (%K - ITbM)

Kazuhiro Fujimoto (I7bM, Nagoya Univ.)

FxZIORTI L ORBEICHT 3EREREN77O0—F

A new model of light sensitivity in Channelrhodopsins

OMIE S 12 (M Bl B LSRR THFER, 2 4 7 PN+ 77 Ju Y —Hfjet v 4 —)
Shoko Hososhima'? (! Graduate School of Engineering, Nagoya Institute of Technology, >Opto Bio
Technology Research Center, Nagoya Institute of Technology)

SNV EOHBENBEHEEZEEAFM TES 23

Visualizing Classical Functional Dynamics of Proteins by High-Speed AFM
O Hz (BB RF)

Takayuki Uchihashi (Nagoya University)

FbWIC
Closing Remarks

1SHA  #HIRROBRR EBRROX Y 25 —IVGRERL S HREE « SEimSRMRERHTIC & 2 #EA

Mesoscale cooperative formation and function of cellular membranes and cytoskeleton revealed
by advanced microscopy

Ciai| MR T 4+ — 5 A

F—HFA Y- @R A (FERERTAERAS), WK £NF (FEPKF)
Organizers: Akihiro Kusumi (OIST), Sawako Yamashiro (Kyoto Univ.)

09:00~11:30
H£15 (237 204) RoomH (Meeting Room 204)

Recently, various mesoscale (30-300 nm) structures in cellular membranes and the cytoskeleton have been identified as
functional units. These mesoscale structures often cooperatively form and play essential roles in integrating diverse
cellular functions and delicately tuning cell behavior. For example, neuronal synapses likely comprise distinct mesoscale

subdomains that are cooperatively formed through liquid-liquid phase separation of multiple constituent proteins,

interfacing with both the cytoskeleton and various membrane systems. Advanced biophysical microscopy techniques
have immensely contributed to unveiling such mesoscale structures and their functions. This symposium will highlight
the latest advances in this emerging field and discuss future perspectives.

1SHA-1

1SHA-2

1SHA-3

Force Transmission and Mechanical Memory at Integrin-Based Adhesions Revealed by Live-
Cell Single-Molecule Imaging

Sawako Yamashiro!?, Ying Liu', David Rutkowski?, Dimitrios Vavylonis?, Naoki Watanabe!* ('Grad.
Sch. Biostudies, Kyoto Univ., >Grad. Sch. Medicine, Kyoto Univ., *Dept. Physics, Lehigh Univ.)

Kindlin converts the talineintegrin slip bond under mechanical load to an ideal bond
Reinhard Faessler (Max Planck Institute, Martinsried, Germany)

Deciphering the mechano-sensitive properties of the membrane periodic skeleton in neurons
Gregory Giannone!, Zhou Xuesi', Théo Dudon!, Jean-Baptiste Trebbia?, Anna Brachet!,
Brahim Lounis? ('University Bordeaux, CNRS, Interdisciplinary Institute for Neuroscience, UMR 5297,

Bordeaux, France, *Laboratoire Photonique Numerique et Nanosciences (LP2N), Institut d'Optique
Graduate School and CNRS, UMR 5298, Talence, France)
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1SHA-4

1SHA-5

SuperPAINT 24 75U — 1 1 R FBRBEBED-OICRRNNCTH AL LEEF T2 NI HEE
HWEVH L FOXT

SuperPAINT Library: Systematically designed pairs of tag proteins and fluorescent ligands for
single-molecule super-resolution imaging

ORg 11, /1L #7135 1, Shinozaki Ryuto!, Aladag Amine', R Az 2, fg i BAGA T (1 oA
RHEEM R BER S, 2 m Wi eke W - Mgk a > A 7 A0 5RE:)

Bo Tang!, Taka A. Tsunoyama!, Maoji Wang!, Ryuto Shinozaki', Amine Aladag',

Takahiro K. Fujiwara?, Akihiro Kusumi' (' Okinawa Institute of Science and Technology, *Institute for
Advanced Study, Institute for Integrated Cell-Material Sciences, Kyoto University)

iR L TR BERYRTERE T /BRI FIVEET Sy M7+ —L HITRVZICE D
7V EEDRE

Metastable nano-liquid signal integration hub on the plasma membrane, iTRVZ, which
enhances cancer development

O WIsL G RL A5l KB R a)

Akihiro Kusumi (Okinawa Institute of Science and Technology Graduate University (OIST))

1SIA

RE, 2k, FECHTIHBREBROIAFIVX
Cytoskeletal dynamics in development, aging and disease

F—HFA Y- B EX (ELEEFHER), S HA ELFEHER)
Organizers: Yuta Shimamoto (NIG), Makito Miyazaki (RIKEN)

09:00~11:30
| &15 (2% 205) Room | (Meeting Room 205)

The cytoskeleton, a dynamic network of protein filaments, mediates diverse intracellular motility and plays essential
roles in cell physiology and genome stability. Cytoskeletal malfunctions are associated with diseases, congenital

disorders and aging, with mechanisms that remain to be fully understood. This symposium highlights the frontiers of
cytoskeletal research by bringing together leading experts in cell and developmental biology. Through interactions with
biophysics, we aim to foster new ideas and explore novel approaches. We also encourage students and postdocs to

present their work and engage with the forefront of this ever-evolving field.

1SIA-1

1SIA-2

i3IS
Opening Remarks

Lamins regulating nuclear stiffness, genome dynamics and early embryonic development
Yuta Shimamoto (Nat'l Inst Genetics)

R EREICE T 3= 21— 0O REREE OIS

The cellular mechanism and lifeling impact of neuronal migration in confined brain tissue
ORE: BT 12 pi% 155 1, IR §57 2, Grenci Gianluca®, Canela Andres* (! 5U#HEK - 714 € 4 R,
2R - BetE @Rk, 3 ¥ v MR — VK - MBL 4 5O - BUERT)

Mineko Kengaku!?, Naotaka Nakazawa!, Zhejing Zhang?, Gianluca Grenci®, Andres Canela* (! WPI-
iCeMS, Kyoto Univ., >Grad. Sch. Biostudies, Kyoto Univ., 3Mechanobiol. Inst., Natl. Univ. Singapore,
4Rad. Biol. Cent., Kyoto Univ.)
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1SIA-3 WNEICKDA D/ 4 IAHN7AR = P ERBEOHTEMZ HIEHT 5
Mechano-chemical crosstalk induced by microtubules in directed cell migration
OVWH HET 1, Gl el |, Pk BOC2 Fi S0, B GRA) &l 4, I HeRE 350,
B 2 Bk g (VALK - I, 2 BRI ALK - B 3 BT - BDR, 4 ALK - KOBERE, S UK -
B OHK - [R)
Yukako Nishimura!, Tatsuki Kondo', Ryota Orii?, Taketoshi Kambara?®, Kaori Kuribayashi-Shigetomi®,
Yasushi Okada>>¢, Hirokazu Tanimoto?, Fumio Motegi' (\Inst. Gen. Med., Hokkaido Univ., *Dept. Sci.,
Yokohama City Univ., *BDR, Riken, *Inst. Adv. Grad. Edu., Hokkaido Univ.,, >Grad. Sch. Sci., Tokyo
Univ., °Grad. Sch. Med., Tokyo Univ.)

1SI1A-4 MEICEDH LS MFOREFHEEDOHRENFNEIER
Cell biological mechanisms of age-associated egg aneuploidy
Ode s &l (BML-iFJe i A drb e Rt i se £ > 4 —)
Tomoya Kitajima (RIKEN Biosystems Dynamics Research)

1SIA-5 ¥) A Metaphase Il SIO#HERAREZ MBEREB L SF57 7 F L BiE
Cytoplasmic Flow—Resistant Spindle Positioning by Actin Structures in Mouse Metaphase Il
Oocytes
OXAS Folll, SFHE HERE (ROK - BE - AR Rb i g)
Miho Ohsugi, Kotoku Terai (Dept. Biol. Sci., Grad. Sch. Sci., Univ. of Tokyo)

1SIA-6 HEEROI XX —BE | 77 F U RHEEED S5 S HA
Energetics of the Cytoskeleton: From F-actin Architecture to Cell Division
OA BRI, < LV <A 723 (1 ipefiffgele - WEE 2 4 = — vk - AARETL, 3 £ = — v
K - )
Ryota Sakamoto'-2, Michael Murrell?? ('Inst. Phys., Academia Sinica, >Dept. Biomed. Engr., Yale Univ.,
3Dept. Phys., Yale Univ.)

1SIA-7 77 F O EADRBETR 2 BEKFN S HREREOREERE
Optogenetic control of actin network assembly reveals density-dependent functions of actin
binding proteins
O B 123 (VBAF - IMS, 2 B4 - BDR, > f3HK - B G IEH To7)
Makito Miyazaki»>? (\RIKEN IMS, 2RIKEN BDR, 3Grad. Sch. Med., Sci., & Tech., Shinshu Univ.)

18IA 2N EREGORE KE, HEEZOECHRAOHER

New frontiers in research linking structure, pathology, and computation of protein aggregates

F—HFA Y- Bep TH GRELFHRER), PlEER (&RXF)
Organizers: Motomasa Tanaka (RIKEN), Takahiro Nakayama (Kanazawa Univ.)

09:00~11:30
J &5 (£#%F 206) ~RoomJ (Meeting Room 206)

Protein aggregates are involved in the pathogenesis of various human diseases, including Alzheimer's disease.

Therefore, it is necessary to integrate structural, pathological, and computational analyses of protein aggregates to gain a
deeper understanding of the nature of protein aggregates. In this symposium, we will have talks by leading researchers

who are working to understand the structure, pathology, and computation of protein aggregates individually while also
linking these findings. This research is expected to lead to the development of novel biophysical technologies and
understanding of a wide range of biological phenomena.
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1SJA-1

1SJA-2

1SJA-3

1SJA-4

1SJA-5

1SJA-6

LI
Opening Remarks

NNEEBBEMEICH T B2 NVEOEITTHEERETPRES/ V5 —18E

A nanocluster mesh on ER membranes facilitates protein retrotranslocation in ERAD

OFFH TeAfi 12, Mg A— 3, frE I AS 1 < 403 3 i Sl 2 (O SOERE K - G IEJekE, 2 B
B - BARRERLAE, 3 SRR - 2 edwhlar)

Keisuke Mochida'2, Kenichi Umeda?®, Hitoshi Nakatogawa!, Noriyuki Kodera’, Motomasa Tanaka®
(IR, Science Tokyo, >*CBS, Riken, *NanoLSI, Kanazawa Univ.)

ERAFMICE B 7 I04 K22 N EORESEE & RERBORER

High-speed AFM visualization of structural dynamics and aggregation mechanisms in
amyloidogenic proteins

Ol B (SIRK%F -/ AR 5ET)

Takahiro Watanabe-Nakayama (WPI-Nano Life Science Institute, Kanazawa University)

aY XA/ NF—DFREBEINA A7 —H— (seed amplification assay)

Pathology and Biomarkers of Alpha-Synucleinopathies: Focus on Seed Amplification Assays
OBUAE 3035 QIR R AFEHRE A L)

Ayami Okuzumi (Juntendo University, Department of Neurology)

7304 FlERET7 I/ BERELNIVOBBRI XV — EDHERE

Amyloid Fibril Formation Correlates with Residue-Level Free Energy Profiles

OMEIR R, BR Be—BR 2, 0 A5 1, 8 AU L A Rl 3 (BRI - SRR, 2 40 1-hT,
3IUK - AR

Daisuke Fujinami!, Seiichiro Hayashi?, An Ito', Sohei Ito', Daisuke Kohda® (\Grad. Sch. Integr. Pharm.
Nutr: Sci., Univ. of Shizuoka, >NINS, Institute for Molecular Science, *MIB, Kyushu Univ.)

Unveiling Protein Dynamics through Data Integration Simulations
Osamu Miyashita (RIKEN Center for Computational Science)

TUF U HREBEOBES LS FEBOER

Structural and mechanistic basis for prion strain diversity

O et (EISZWF7ER s NB L2 7emT bRt 2mise £ > 5 —)
Motomasa Tanaka (RKEN Center for Brain Science)

2HH (9B 258 (X)) “Day2 (Sep.25Thu.)

2SAA

EMZ EERHMEOMEICLIRBET — 205 DERFFEEROBERT

Inferring Biomolecular Complex Structures Using Experimental Data
BEERRAMMETOSSL [£63FS 32L— 2RI UAXRERRD X7 AOBR LR
F—HFr4H¥— 1 FEE REERKZE), TamaFlorence (ZHEKXZ)

Organizers: Takaharu Mori (Tokyo Unive. of Science), Florence Tama (Nagoya Univ.)

09:00~11:30
A S5 (8% 101+102) Room A (Meeting Room 101+102)
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This symposium focuses on cutting-edge methods for predicting the three-dimensional structures of biomolecular
complexes using experimental data, including cryo-EM, high-speed AFM, and other advanced techniques. It aims to
address challenges in integrating diverse datasets to develop accurate and reliable structural models. Researchers will
present progress in computational approaches and their applications in understanding biomolecular mechanisms,
fostering collaboration between experimental and computational fields. By bridging these disciplines, the symposium
seeks to accelerate advancements in structural biology and contribute to a deeper understanding of complex biological

systems, paving the way for novel scientific discoveries.

2SAA-1

25AA-2

2SAA-3

25AA-4

2SAA-5

2SAA-6

2SAA-7

FL&IC
Opening Remarks

Integrative Structure Modeling of Protein Complexes Using Experimental Data with Errors and
Noise
Takaharu Mori (Tokyo University of Science)

FILRFETICTICH T HMENSREFE
An Integrative Multi-Scale Approach to Genome Molecular Modeling
Giovanni Bruno Brandani (Department of Biophysics, Graduate School of Science, Kyoto University)

Investigation of conformational landscape from single-particle cryoEM data via reference based
approach
Mao Oide', Yuji Sugita>? (\IPR, Osaka Univ, >’CPR, RIKEN, *R-CCS, RIKEN)

D FOREHRED - DERFEFEHBRBHEENE ICE D BEROBE

Theoretical considerations based on high-speed atomic force microscopy movies to estimate
biomolecular functions

Okt a2 (VUK - R Aigest, 2 &R0k - 7 AarFhE i gein)

Takashi Sumikama'? (!Grad. Sch. Biostudies, Kyoto Univ., *Nano Life Sci. Inst., Kanazawa Univ.)

AFMEGE T A > T—>a BEBILXSTNIT 1y T 42 TIC&BF— b7 7T —BEXRR
FHEOEBEOHR

Inferring autophagy-related intrinsically disordered protein structures using AFM image
segmentation guided flexible fitting

ORFEE B2, RER 52 AR S5 ETE BOK 3, =8 35 4, dol) fise S, fuk Hefti 1o (1 B
K- BEBLL, 2 WK - WRZEHI, 3 WK - Bededi B, 4 45K - WPI-NanoLSL ° WK - ¥ G530, © 2
#if - R-CCS)

Naoyuki Karasawa!, Tsuyoshi Ishizone?, Sakura Homma!, Ryota Maejima®, Noriyuki Kodera®*,
Kazuyuki Nakamura®, Yasuhiro Matsunaga'® ('Grad. Sch. Sci. Eng., Saitama Univ., 2Organ. Strateg.
Coord. Res. Intellect. Prop., Meiji Univ., *Grad. Sch. Adv. Math. Sci., Meiji Univ., *WPI-NanoLSI,
Kanazawa Univ., 3Sch. Interdiscip. Math. Sci., Meiji Univ., °R-CCS, RIKEN)

Development of high performance coarse-grained molecular dynamics for large-scale
biomolecular simulations
Jaewoon Jung'2, Cheng Tan!, Yuji Sugita'? ('"RIKEN R-CCS, *RIKEN PRI)

Integrative modeling approaches to characterize the dynamics of biomolecules
Florence Tama'? ('Grad. Sch. Sci., Nagoya University, >RIKEN Center for Computational Science)

EEbWIC
Closing Remarks
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2SBA ANV BENULED TFHIVERE
Signal transduction through membrane proteins

F—#F 14— : Tran Duy Phuoc (REFFKXZE), 2F BB (BHEXD)

Organizers: Duy Phuoc Tran (Science Tokyo), Tomohiro Doura (Nagoya Univ.)

09:00~11:30
<15 (£#% 103+104) Room B (Meeting Room 103+104)

Signal transduction through membrane proteins is a cornerstone of cellular communication, playing a critical role in
regulating physiological processes across all living organisms. This symposium aims to explore the intricate
mechanisms by which membrane proteins sense, transmit, and amplify signals in response to environmental or
intracellular cues. Bringing together experts from structural biology, biochemistry, and computational modeling, we will
discuss recent breakthroughs in understanding receptor activation, ion channel dynamics, and downstream signaling
pathways. Emphasis will also be placed on emerging experimental techniques and advanced simulations, highlighting
their impact on drug discovery and therapeutic interventions targeting membrane proteins.

i3IS
Opening Remarks

2SBA-1 Understanding Activation Mechanisms in GPCRs - 1) Biophysical studies 2) Computational
Validation, and 3) Drug discovery strategies
Robert Scott Prosser!, Akio Kitao?, Duy Phuoc Tran Tran?, Adnan Sljoka®, David Young* (' Chemistry
& Biochemistry Departments, University of Toronto, Toronto, Ontario, Canada, *School of Life Science
and Technology, Tokyo Institute of Technology, Tokyo, Japan, >RIKEN Center for Advanced Intelligence
Project, Tokyo, Japan, *KisoJi Biotechnology, Canada)

2SBA-2 7O7 7 - EEHESFGOFELRE L G 22 /N ERREOBENER
Structural Basis of Activation Mechanism and G Protein Coupling in Protease-Activated
Receptors
OikH 753, #k B, RA7 3k UERSE REFBEERENIERL)
Hidetsugu Asada, Dohyun Im, Makoto Adachi (Kyoto University Graduate school of Medicine)

2SBA-3 AR DOBEZELICE S { GPCR L& RZFAIHIH
Chemogenetic regulation of GPCRs based on structural changes upon activation
Ol A (&K - BEL)
Tomohiro Doura (Grad. Sch. Eng., Nagoya Uni.)

2SBA4 GAYINTENITAYHLFIZ&BE b GPR84 D T FIVGERE
Mechanism of human GPR84 signaling by G-protein biased ligands
Shota Suzuki!, Duy Phuoc Tran?, Koki Nishikawa?, Akio Kitao?, Yoshinori Fujiyoshi' (14dv. Res. Init.,
Science Tokyo, 2Sch. of Life Sci. and Tech., Science Tokyo, 3Joint Res. Crs. Adv. Biomol. Character.,
TUAC)

2SBA-5 G 2Ny EHBEISEEEMR - FEMEX DX LD 22U ORR
In silico investigation of the activation and inactivation mechanisms of G protein-coupled
receptors
Odele 8 CRER KA G B L)
AKio Kitao (Sch. Life Sci. Tech, Science Tokyo)

2SBA-6 Probing Allosteric and biased signaling with rigidity theory, NMR, and geometric Monte-Carlo
simulations in GPCRs
Adnan Sljoka (RIKEN)
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2SCA FHESHME  RREFHEEZHET IEGHTAROH - LER
Forecasting Biosynthesis: A New Frontier in Biosynthesis Research that Integrates Experiment
and Computation

B swzsmame (A [Tasantis)

F—HF4 Y- 5 g REMZEXE), EF X (REXF)
Organizers: Yoshitaka Moriwaki (Science Tokyo), Hajime Sato (The Univ. of Tokyo)

09:00~11:30
=15 (2% 105+106) ' Room C (Meeting Room 105+106)

Recent advances in computational technology have made it possible not only to predict the function of biosynthetic
genes, which serve as the blueprint for natural product chemistry, but also to artificially create them. In this session, we
will report the latest research on extracting unknown useful information from the continuously accumulating genomic
data and creating new substances using biosynthesis and chemical synthesis methods by integrating experiment and
computation. We will also discuss the new developments in the relationship between recent advances in bioinformatics
and biosynthesis research.

i3IS
Opening Remarks

2SCA-1 3 RITIALGIEE % AV - BERMEEDFEl : FUJISAN DB &It
Predicting enzyme functions using 3D Structures: Development and application of FUJISAN
O 5, SFH & (BK - BEk)
Suguru Fujita, Tohru Terada (Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo)

2SCA-2 FEMZEERICE BRI L ZBRT — I N— ZADRR
Database Mining-driven Enzyme Discovery for Abiotic Chemical Transformations
Ol e (KK - BETL)
Shunsuke Kato (Grad. Sch. Eng., UOsaka)

2SCA-3 BHEEET VL 2HRBBERICH PLP (kFEBRORKR
Machine learning-guided discovery of novel oxygen and PLP-dependent enzymes
OB 5L L2 )N 258 1 35k # 2 (VALEUREE - ARk L%, 2 BT - SRS IR i 7e & >~
5 —)
Tomohiro Noguchi!?, Takayoshi Awakawa!, Yutaka Saito? (' Graduate School of Frontier Engineering,
Kitasato Univ, >?CSRS, RIKEN)

2SCA-4 Transformer BB ET N E AV EXREEVESRBEF I 7 A4 —OFRIEHEHICATT
A transformer-based platform for the prediction and design of biosynthetic gene clusters
OMEpS 7 (RULEOK - Be)
Maiko Umemura (4Appl. Biol., Kyoto Inst. Tech.)

2SCA5 ATLHE 2 NV EEFIA U TR B R R S R
Engineering by Proxy: A Novel Strategy for Enzyme Function Redesign Using Synthetic
Designer Proteins
OHp #— (RUERRF LR - B fr e dl )
Shun-ichi Tanaka (Grad. Sch. Life and Environ. Sci., Kyoto Pref. Univ.)
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2SCA-6

BRRCOERNFAESKR

Computational prediction and improvement of enzymatic reactions
O #= 12 (VHOK - AL - ARarBREE, 2 HoK - B - W)
Munehito Arai'? (\Dept. Life Sci., Univ. Tokyo, 2Dept. Phys., Univ. Tokyo)

bW
Closing Remarks

2SDA ERICL2MBERHROY) 77— 1 ~FREOBSIRICK 2 EHTHROIEX

A marriage of cells with “another world” produced by chemistry — Augmentation of the world of life
through the innovative concept of interface

F—HFA Y- EH BLE (WKE), 2R % (RRBEXE)
Organizers: Akihiro Kishimura (Kyushu Univ.), Kazushi Kinbara (Science Tokyo)

09:00~11:30
D &5 (2% 107+108) ~Room D (Meeting Room 107+108)

To pioneer the next generation of biophysics, it is essential to expand our concept of the world of life. Therefore, in this
symposium, we will focus on the cellular-level world and discuss the possibility of augmenting the world surrounding
cells through innovative technologies based on chemistry and materials science. We invite up-and-coming chemists and
material scientists who are developing innovative interfaces, particularly to measure and manipulate living cells, to
propose new concepts of artificial cells, and to develop new approaches using synthetic molecules. We hope everyone
will join the discussion, using their imagination to consider how cells might behave in ‘another world.’

2SDA-1

2SDA-2

2SDA-3

LI
Opening Remarks

AR - HaORMEDEE

Fluid Scaffolds: An Encounter with the Unknown for Cells
Ol & (WE - MEFZErRHE)

Jun Nakanishi (N/MS)

Design of non-sticking microdroplets toward single cell analysis
Mizuki Tenjimbayashi (National Institute for Materials Science)

P TFESFOREBEELE FERTEREFORE

Supramolecular Hierarchical Assembly Involving Peptides and Oligonucleotides Forming Non-
Spherical Biomolecular Condensates

OB M CERFEK - REHTER)

Hiroka Sugai (/IR, Science Tokyo)
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2SDA-4 ESFAT LI N— FORK & ASRREPRELICH T 2EEBEOZE
Impact of Molecular Structure on Low-Molecular-Weight Coacervates: Formation, Internal
Environments, and Functionalization
OR /AINEE 123, BRAS TERHE 4, B s — [ 56, Gl fER 78, 3 1 Al 7, SR fl— 50,
WH A 2345 (VIEEK - S AERFZERE, 2 K - B AN, 3 K - COMIT, * IRK - F?‘EEIW?#»
BN, S WK+ iGCORE, ¢ FISLASAMF « NA + A4 A= ¥ 7 T ZlRK - Belfles, s 5K
fmHt)
Sayuri Higashi'?3, Ryutaro Fujimoto*, Koichiro Hirosawa®%, Kodai Kanemaru”#, Norio Yoshida’,
Kenichi Suzuki®®, Masato Ikeda®**> (‘Inst. Adv. Study, Gifu Univ., >Grad. Sch. Drug Disc. & Med. Info.
Sci., Gifu Univ., 3COMIT, Gifu Univ., *Dept. Life Sci. & Chem., Grad. Sch. Nat. Sci. & Technol., Gifu
Univ., 5iGCORE, Gifu Univ., °Div. Adv. Bioimaging, NCCRI, "Dept. Complex Syst. Sci., Grad. Sch.
Informatics, Nagoya Univ., 8FIFC, Kyoto Univ.)

2SDA-5 A7 EIAN— ML BEHNEFSD FRE
Innovative Delivery of Biomacromolecules via Coacervates
O #EIE (URALHP)
Yoshimasa Kawaguchi (/nst. Chem. Res)
EEbWIC
Closing Remarks

2SEA  KEl - REEFNEGHRER & TOFHRIE

Compartment- and Region-Dependent Biological Phenomena and Visualization

F—HF4H¥— HLE RE GEELEHRR), XK ETE (BXEXF)
Organizers: Shunsuke Tagami (RIKEN), Kohei Otomo (Juntendo Ujniv.)

09:00~11:30
E &5 (£3% 201) RoomE (Meeting Room 201)

This symposium will explore the spatial organization of biological systems and the visualization techniques that reveal

their complexity. Topics will include molecular assemblies, organelles, membrane fusion, multicellular pattern

formation, and large-scale imaging techniques for live and fixed samples. By integrating insights from biophysics, cell

biology, and imaging technologies, we aim to uncover the fundamental principles governing compartmentalized

biological processes. The symposium will provide a platform for discussing the latest advancements and future

directions in understanding how spatial organization influences cellular and tissue functions.

2SEA-1

2SEA-2

FL&IC
Opening Remarks

EWHOER : XTFFESEF - KEICEL S RNA SR OE [

The origin of life: Enhancement of RNA synthesis by peptide aggregates and compartments
OH.L &l (BALZAFSERT IMS)

Shunsuke Tagami (RIKEN IMS)

RNA &< DO & WHIBaNXE DR © 2 DS & 5 FRivEmRg

RNA-Guided Formation of Membraneless Intracellular Compartments: Mechanisms and
Molecular Insights

Ol 254 (BUK - B arbkag)

Tomohiro Yamazaki (Front. Biosci., The University of Osaka)
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2SEA-3

2SEA-4

2SEA-5

2SEA-6

ATHRERICEZSHMBA/NT—> DT 1>

Programming multicellular patterns with synthetic cell-cell communication
OF B CRBUK - &AW

Satoshi Toda (IPR, Univ. Osaka)

EYMICHFEETEI A M FaVI3HRED 7 BERD ?

Cyst nematodes: Destroyers or Architects? ~Insights from the 3D structure of host plant tissues~
OREE F4t (FREILHK - N4 )
Mina Ohtsu (NAIST, Bio.)

FATA A= 2 T DI1-DDFEALAEDRR

Minimally invasive optical clearing media for live cell imaging ex vivo and in vivo
Ofifie i LR BEAIZERD)

Shigenori Inagaki (Grad. Sch. Med. Sci., Kyushu Univ)

X - SHREKIFRIEGRR & FR1L T % 3D #ABEMBEDRRE

Novel 3D Fluorescence Microscopy to Visualize Compartment- and Region-Dependent
Biological Phenomena

OKXK BeP 123 (VIHRHK - B, 2 FARFL AT FORE - A BI0T, > B ARFL2AHFek8HE - ExCELLS)
Kohei Otomo'2? ('Sch. Med., Juntendo Univ., *NIPS, NINS, 3ExCELLS, NINS)

bW
Closing Remarks

2SFA  NEDPEAETERKFE

Self-transformation of living systems induced by mechanical forces
FMEERREHR (A [EERFHZE]

F—HFA Y- HN A (REKRE), HEX (EIFEWRER
Organizers: Shige H. Yoshimura (Kyoto Univ.), Tatsuo Shibata (RIKEN)

09:00~11:30
F &5 (8% 202) RoomF (Meeting Room 202)

An embryo produces cells with specific fates, forms, and functions during development. These cells are self-organized
into an ordered pattern through collective interactions of biomolecules and mechanical forces at various spatio-temporal

scales. We aim at developing new paradigms of the fundamental design principles of biological systems through holistic

understanding of how mechanical forces elicit self-organizing feedback leading to progressive self-tuning
transformation of multicellular systems. In this symposium, recent advances in this field, as well as cutting-edge

technologies needed to interrogate the mechanical processes and establish a unique model for multi-disciplinary research

that harnesses expertise from biomedical sciences, engineering, mathematics, physics, and chemistry will be introduced.

2SFA-1

SIS
Opening Remarks

In vitro (Z 3 1T % i/ VB OBERAYELS
Mechanical adaptation of in vitro microtubules
Otk KA OukBt - 2#10)

Daisuke Inoue (Fac. Des., Kyushu Univ.)
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2SFA-2 CD44 /M L -MIREHRONZE R v b7 — 7 B L EMEE
CD44-Mediated Mechanical Network Sensing within Cell Populations and Collective Cell
Migration
OZEH HRHI 1 R T-WUH 1 838 2, Sk 3008 2 kA |AE 1 (VAR - Bl pdisr, 2 1l
K - R
Keitaro Shibata', Chihori Asano', Koki Ishida?, Takuto Horii, Shigenobu Yonemura' ('Grad. Sch.
Biomed. Sci., Tokushima Univ., >*Med. Faculty, Tokushima Univ.)

2SFA-3 ANV T IV TLEREBOHDFEELEHET S
Kalman force inference for epithelial deformation: a force inference method for time-lapse
movies
OFKH Zod: !, =hF BAE 2, 581 %% 1 (Y BT - BDR, 2 36 - R-CCS)
Goshi Ogita', Takemasa Miyoshi?, Tatsuo Shibata' ('BDR, RIKEN, *R-CCS, RIKEN)

2SFA-4 Mechanical Instability Induces Transition in Epithelial Layer Structure via Nucleation and Growth
Shuya Fukamachi!, Datta Razib!, Makiko Arai', Rei Yagasaki?, Shuhei Horiguchi?, Satoru Okuda?
('Grad. Sch. NanoLS., Kanazawa Univ, *WPI-NanoLSI, Kanazawa Univ.)

2SFA-5 R REMROKEET VL 5E 3, SEERREREE
Modeling Collective Dynamics in Densely Packed Deformable Cells
OF M fe IRRK - wadd)
Nen Saito (Grad. Sch. Integr. Sci. Life, Hiroshima Univ.)

2SFA-6 AH/ARICEB Wt BIVT #4520/ A ZBRED AT LISHEB/ N2 — R OEEME XA 5
“Mechano-gradients” drive morphogen-noise correction to ensure robust patterning
OfA i, A4 K ORBEK - b - A i)
Kana Aoki, Tohru Ishitani (Dept. of Homeostatic regulation, RIMD, Univ. Osaka)

2SFA-7 BEHEON T LR E N L TERER K & HEHT 2 H%5
Mechanical stress field regulating bone morphogenesis through chondrocyte column formation
ORI BEAE |, BB HEE 2, ZHIR T 3, B D — B8 34, 2058 4896 34 (P BORHE K - BEGAT, 2 200
TR - 42,3 jOK - BRAEDE, 4 30K - L57)
Yuka Yokoyama!, Yoshitaka Kameo?, Junko Sunaga®, Koichiro Maki*#, Taiji Adachi®* ('Med. Res.
Lab., Science Tokyo, *Col. Eng., Shibaura Inst. Tech., 3Inst. Life Med. Sci., Kyoto Univ., *Grad. Sch. Eng.,
Kyoto Univ.)

2SGA BHMEEAA—T P U THRBNAAAT AT F X —DFRE

Exploring the reality of biological clusters through information science and advanced imaging
FWEEERHR (A [75 25—k

F—HFrAH¥— B (eEERR), AL EE (EEHILIKE)
Organizers: Akira Kitamura (Hokkaido Univ.), Masashi Tachikawa (Yokohama City Univ.)

09:00~11:30
G £15 (£3% 203) ~Room G (Meeting Room 203)
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Complex structures formed by the high-order assembly of multiple biomolecules play a role in biological functions.
Although these protein complexes are traditionally called ‘aggregates’ or ‘phase-separated biomolecular condensates’,
highly ordered and non-phase-separated supramolecular complexes are involved in various biological functions and
show different biophysical properties from those of aggregates and condensates: we call the supramolecular complexes
with biological significance in cells as ‘biological cluster’. However, the formation of biophysical characteristics of
biological clusters remains elusive. In this symposium, we discuss cutting-edge information science and advanced
imaging techniques to clarify their formation and functional characteristics.

2SGA-1

2SGA-2

2SGA-3

FLBIC
Opening Remarks

EERHENXMEEIEICIVASH EE > NV BRERRICE T B EHBEME TDP-25
Scanning fluorescence correlation spectroscopy reveals slowly mobile TDP-25 within protein
aggregates

O L, Abhd 812 ek - Beddwflar, 2 bk - Beotomd:ar)

Yuta Hamada!, Akira Kitamura? (!Grad. Sch. Sci. of Life Sci., Hokkaido Univ., *Fac. of Adv. Life Sci.,
Hokkaido Univ.)

THESLOEFERGICHTZ7 IO N BREEDFFENE IaL—Ya >

Molecular dynamics simulation of amyloid-B aggregation under equilibrium and nonequilibrium
conditions

OULH Ak 123 (1EGRIRIRT® > 5 — 2 50 FRHEBIER, ° A Br R Bk o)

Hisashi Okumura'?3 (' Exploratory Research Center on Life and Living Systems, *Institute for
Molecular Science, >SSOKENDAI)

BEMWD FTAMEORIEHEE - 7/ TS —RETO SynGAP RIRERAER E ThIAFEET
% PSD95 L ZRBEBDT LT -

Initiation of excitatory synapse formation: SynGAP LLPS at nanomolar concentrations induces
PSD95 and receptor oligomer recruitment

Saahil Acharya!, Taka A. Tsunoyama!, Christian Hoffmann?, Perez Gerard Aguilar?,

Irina Meshcheryakova'!, Aya Nakamura-Norimoto!, Tara Mastro’, Ward G. Walkup 1V3,

Takahiro Fujiwara*, Mary B. Kennedy?, Dragomir Milovanovic?, Akihiro Kusumi'# (\Membrane
Cooperativity Unit, Okinawa Institute of Science and Technology Graduate University, Okinawa, Japan,
2Laboratory of Molecular Neuroscience, German Center for Neurodegenerative Diseases (DZNE),
Berlin, Germany, 3Division of Biology and Biological Engineering, California Institute of Technology,
Pasadena, California, U.S.A., *Institute for Integrated Cell-Material Sciences (WPI-iCeMS), Kyoto
University, Kyoto, Japan.)
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2SGA-4

2SGA-5

2SGA-6

PRIV T M= LB LVEGBNICEIREROEEIO-_—OBEF[ I OT7 71U T
Multimodal Spatiotemporal Profiling of Bacillus subtilis Swarm Development via Integrated
Transcriptomics and Microscopy

OMIFE —#¥ 123, Jeckel Hannah?, Neuhaus Konstantin®, Hastewell Alasdair?, Skinner Dominic?,

Saha Dibya?, Netter Niklas?®, Paczia Nicole’, Dunkel Jorn*, Drescher Knut® (! EUK2: KB 2k
G RHARE SR IS A dy LI, 2 HORURY: R A ) R— 3 g VR sk, 3 N — €
WRFENAF LY I = 42 FF 21—ty YV IRRFE B, S~y 7 AT 7 v 7 BAEREDY:
HFZERT)

Kazuki Nosho!">3, Hannah Jeckel®, Konstantin Neuhaus?, Alasdair Hastewell*, Dominic Skinner?,
Dibya Saha®, Niklas Netter’, Nicole Paczia®, Jorn Dunkel*, Knut Drescher® (! Department of
Biotechnology, Graduate School of Agricultural and Life Sciences, The University of Tokyo,
2Collaborative Research Institute for Innovative Microbiology, The University of Tokyo, *Biozentrum,
University of Basel, *Department of Mathematics, Massachusetts Institute of Technology, >Max Planck
Institute for Terrestrial Microbiology)

LROMBEEEETRERICETE41FIVX
Dynamic processes of cell-cell adhesion in epithelial cells
O/NH #&FF GUiREE)

Yukako Oda (Kyoto University)

754 FREFHBEERRORRE EREDRR

Development and Current Status of Cryogenic Correlative Light and Electron Microscopy
OMEJ5 Wt (Science Tokyo W¥E)

Satoru Fujiyoshi (Dept. Phys., Science Tokyo)

U
Closing Remarks

2SHA  SRIREDOEK  BIh20H, B> TEVDY, B> TESITHDH?

Mirror-Life Synthesis: Its Possibility, Potential, and Problems
AHABES BEXPAFETHREETROD O VEHEE [SEIHEROBED SEFBTILFN—2
U)ol

F—HF1Y—  BEE (BEKZBXY), XM (KRXF)
Organizers: Kei Fujiwara (Keio Univ.), Wataru Aoki (The Univ. of Osaka)

09:00~11:30
H &5 (R¥%F 204) RoomH (Meeting Room 204)

Recent technological advances in synthetic biology and enantiomeric synthesis of biomolecules (L-DNA/RNA, and D-
proteins) have paved the way for the synthesis of mirror-image life that will be self-replicated entirely using enantiomer
of the molecules in present living organisms. However, the ethical implications of such research have become

increasingly prominent, as claimed by a recent opinion article in Science that warns the potential threats by the synthesis
of mirror-life. This symposium brings together experts in synthetic biology, bioengineering, evolutionary biology, chiral
biopolymer synthesis, ethics, and policy to discuss the feasibility, advantages, and evolutionary potential of creating

mirror-image life.
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2SHA-1

2SHA-2

2SHA-3

2SHA-4

2SHA-5

LI
Opening Remarks

HRENBEN LY PSR TIAOHE & SERESICHET BE

Challenges to realizing in vitro autonomous central dogma and prospects for mirror life
FA M ORBURA)

Wataru Aoki (The University of Osaka)

BIRY 27 L S5 EZ DHREDBIRANDEE

Toward Mirror-Image Life: Insights from Translation Systems
Ok &7 (4 BDR)

Yoshihiro Shimizu (RIKEN, BDR)

BN GFEERE Invito EL 72 a LK BEGRRAEIAT 1 v VDEIR

Mirror-image Antibody Mimetic Generated via Chemical Protein Synthesis and mRNA Display
OM HIA- (&K - BT

Gosuke Hayashi (Grad. Sch. Eng., Nagoya Univ.)

Perspective on the Evolution of Mirror-Life Based on Microbial Experimental Evolution
Chikara Furusawa'? ('"BDR, RIKEN, 2Univ. Biol. Inst., Univ. Tokyo)

HERMICE T2 [BEEHIARAI/N—23> (RR)] OHWHEEZZD

Navigating the Future of Emerging Technologies: Responsible Research and Innovation (RRI)
OB FARTF GRK - AFBOR)

Makiko Matsuo (Grad. Sch. Public Policy, Univ. Tokyo)

bW
Closing Remarks

2SIA

EBER-RBDBEDET & HlE

Design and control of liquid—liquid phase separation of proteins
F—AFA Y- tEEN (BLXF), S EA KEXF)
Organizers: Keisuke Ikeda (Univ. of Toyama), Kiyoto Kamagata (Gifu Univ.)

09:00~11:30
| &5 (&= 205) Room | (Meeting Room 205)

Intracellular proteins form condensed droplets by liquid-liquid phase separation via intermolecular interactions. It has
become clear that these droplet formations play an important role in diverse biological processes as well as in diseases
involving protein aggregation and amyloid formation. Therefore, exploring molecules that promote or inhibit protein
phase separation, designing artificial systems that form phase-separated droplets, and developing technologies that
control the droplets are required not only for elucidation of the mechanisms underlying the phase separation
phenomenon, but also for drug discovery targeting droplet formation and protein aggregation. In the proposed
symposium, five researchers working on the above issues will give lectures.

2SIA-1

ATR-BEPENTF FOTH 1 > EHitHlE

Design and control of physicochemical properties of artificial liquid-liquid phase-separating
peptides

OitbH A (B - )

Keisuke Ikeda (Fac. Pharm. Sci., Univ. Toyama)
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2SIA-2 NTFRNILED a-2 X7 LA > ORE-HBSBEFEE & iETE
Peptide-Mediated Modulation of a-Synuclein Liquid-Liquid Phase Separation and Its
Biophysical Properties
Oz I E8% CRBOK - EEHT)
Tatsuya Ikenoue (/PR, Univ. Osaka)

2SIA-3 BR7U A Sup3s ERSIBRODTH A L 2NV EE AV -R-RESBICHEERIFTT I/
BR DR
Analysis of amino acids affecting liquid-liquid phase separation using a design protein based
on the yeast prion Sup35 sequence
ORMG T, w2, 138 12 (VB4R - iFgeke - Millat > & —, 2 BhEk - AR Bl L)
Yumiko Ohhashi!, Haru Takabatake?, Hideki Taguchi'-? (\CBC, IIR, Science Tokyo, 2Sch. of Life Sci.
Tech, Science Tokyo)

2SIA-4 ALS BBE FUS ZERFDEEBICH T 2 EH - BES JVRFIFOE
Effects of pressure, temperature, and small molecules on phase behavior of amyotrophic lateral
sclerosis-linked FUS variants
Odulst 56 12 (U SZawfiik - 38,2 VanfER - Bedf)
Ryo Kitahara'? (!Coll. Pharm. Sci., Ritsumeikan Univ., >Grad. Sch. Pharm., Ritsumeikan Univ.)

2SIA-5 ANy EREERY, BY, 813
Watching, manipulating, and creating protein droplets
O#E A (BEK - T2 - b A4 T
Kiyoto Kamagata (Fac. Eng. & Grad. Sch. Eng., Gifu Univ.)

2SIA  HLTHLVLAOR T Y D HAERTTR

Cutting Edge of Rhodopsin Research ~Where Tradition Meets Innovation~

F—HFA¥— FILHK (BHBEIEKRS), M XA (REXF)
Organizers: Kota Katayama (Nagoya Inst. of Tech.), Hideaki Kato (The Univ. of Tokyo)

09:00~11:30
J &5 (£H%E 206) RoomJ (Meeting Room 206)

Optogenetics, a revolutionary technique using light to control cellular and physiological functions, has become a vital
tool in neuroscience and cell biology. At its core is rhodopsin, a molecule of significant interest due to its central role in

vision, sensing, and energy conversion. First identified in animals in the 19th century and in microbes in 1971,

rhodopsins have also served as testing ground for cutting-edge experimental methods. This symposium will revisit

fundamental and applied rhodopsin research, examining their functions, novel techniques, and potential applications

while fostering discussions to drive future breakthroughs in rhodopsin-based technologies.

2SJA-1

FL®IC
Opening Remarks

WEHOARN T BT 570 b BEDIERER

Theoretical investigation of proton transfer in microbial rhodopsins

OatAS Bl 12, 7 258 |, Ade et (V0K - BEL, 2 BB - BHSEIEZERT)

Masaki Tsujimura'2, Keisuke Saito!, Hiroshi Ishikita! ('Grad. Sch. Eng., Univ. Tokyo, >PRI, RIKEN)
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28JA-2

28JA-3

2SJA-4

28JA-5

REBEH IO RTARTD O OF 58S TAOM BEX DI LEZDOHREME
New Insights into Light-Driven Proton Pump Rhodopsins: Proton Transfer Mechanism and
Directionality

O 43¢ (BoKBERL)

Taito Urui (Grad. Sch. Sci., Univ. Osaka)

JALIVZAAYFARTS 2 V2HeR3 D7 O b U EEX H =X L

Mechanism of Proton Transport in the Viral Heliorhodopsin V2HeR3

Ok 1, Nuemket Nipawan??, Fangjia Luo?, #l & &7 15, D'Ascenzi Jacopo?, Oliveira Leonardo?,
KAG W 1, F51E E 1, Palombo Riccardo®, £ H& 15, 4y #idi 1, Béja OdedS,

Olivucci Massimo*7, B #% I 38, Fr il ok 15, L 7548 15 (1 44 0K - B L, 2 Sl B 22 00F
et v & —, 3 B - SPring-8, *Univ. Siena, 5 %4 T.K « %+ 7 I /N4 7, ®Technion-Israel Inst. Tech.,
"Bowling Green State Univ., 8 BALK - £ oW AR =R 2E0T)

Ritsu Mizutori', Nipawan Nuemket??, Luo Fangjia’, Shoko Hososhima'~*, Jacopo D'Ascenzi®,
Leonardo Oliveira*, Sayaka Ohashi', Rei Abe-Yoshizumi', Riccardo Palombo®, Satoshi Tsunoda'-,

Yuji Furutani'®, Oded Béja®, Massimo Olivucci*’, Eriko Nango®*®, Kota Katayama'-*, Hideki Kandori'"
('Grad. Sch. Eng., Nagoya Inst. Tech., *2Japan Synchrotron Radiation Research. Inst., *RIKEN SPring-8,
4Univ. Siena, >OptoBioTechnology Research Cent., *Technion-Israel Inst. Tech., ’Bowling Green State
Univ., 8Institute of Multidisciplinary Research for Advanced Materials, Tohoku Univ.)

FICE MR (C K B EHHOHIE & BRBEH{EE DELRER

Light-modulated neural control of sphincter regulation in the evolution of through-gut

Junko Yaguchi!, Kazumi Sakai?, Atsushi Horiuchi?, Takashi Yamamoto?, Takahiro Yamashita?,
Shunsuke Yaguchi! (\SMRC, Univ. Tsukuba, *Grad. Sch. Sci., Univ. Kyoto, 3Genom. Edit. Innov. Cent.,
Hiroshima Univ.)

ALATRBETEFICRRAT 2AZEBPENBRZRCL > TEFLEREFIVE OFRE
FEIT

A Photoreceptor Expressed in Pituitary Endocrine Cells Mediates UV-Induced Hormone
Release That Enhances Pigmentation in Medaka

O FCR] 1, F R 3E 12, ol BOK 3 ( BGUR R SO PERT e, 2 JEBE A M 2= JE T iR AT B)
SRFFETRM, 3 B LRS- 8 ki SR A S PSR L)

Sinji Kanda', Ayaka Fukuda'?, Keita Sato® (' Atmosphere and Ocean Research Institute, The University
of Tokyo, 2Division of Behavioral Neurobiology, National Institute for Basic Biology, >Faculty of
Medicine, Dentistry, and Pharmaceutical Sciences, Okayama University)

bW
Closing Remarks

28KA

BE_EM>S > RIIL: KT 2 AREMYERRO7AL T 7
Korea-Japan Bilateral Symposium: Expanding Frontiers of Biophysics in Two Countries

F—HFA Y- EBFE B (RILXZH), Young-Ho Lee (Korea Basic Sci. Inst.)
Organizers: Satoshi Takahashi (Tohoku Univ.), Young-Ho Lee (Korea Basic Sci. Inst.)

09:00~11:30
K45 (R¥FHR—IV) RoomK (Tempyo Hall)
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The 2026 annual meeting of the Biophysical Society of Japan will be held in Busan, Korea as the joint meeting with the
Federation of Korean Societies for Biomolecular and Biophysical Sciences. This bilateral symposium, which is the pre-
event of the 2026 meeting, aims to promote collaboration among scientists in both countries by facilitating the exchange
of the latest research in various fields of biophysics. We invite scientists to share their expectations for the future of
Korea-Japan collaboration.

2SKA-1

2SKA-2

25KA-3

25KA-4

28KA-5

2SKA-6

[ 46%5]
Opening Remarks

Assessing druggability based on the structural features of human leucyl-tRNA synthetase 2
Seonha Park!, Byeongmin Shin', Ingyo Park', Kyuhyeon Bang!, Sulhee Kim', Ina Yoon?,

Kwang Yeon Hwang! (' Departrment of Biotechnology, Korea University, >College of Pharmarcy, Yonsei
University)

I A FAETFHEMBEERAVARREREE - VI F UOREOER E ARG

Advancements in Therapeutic and Vaccine Development for Infectious Diseases Using Cryo-
EM: A Potential Japan-Korea Collaboration

Katsumi Maenakal*? (\Facult. Pharm. Sci., Hokkaido Univ., >Facult. Pharm. Sci., Kyushu University)

Accurate Conformational Ensembles of Intrinsically Disordered Proteins using Reweighting

based on NMR Chemical Shift

Juhyeong Jeon!, Wonjin Yang!, Jin Hae Kim?, Young-Ho Lee®, Wookyung Yu! (! Department of Brain
Sciences, DGIST, Deagu, Republic of Korea, >Department of New Biology, DGIST, Daegu, Republic of

Korea, 3Research Center for Bioconvergence Analysis, Korea Basic Science Institute, Republic of Korea)

NMR 2FIA L 2RRAZTM S NV EEEZENE U RIEADOHE

Challenges and perspectives in drug discovery and design against intrinsically disordered
proteins by NMR

Hidekazu Hiroaki*? (\Grad. Sch. Pharm. Sci., Nagoya Univ., ?BeCellBar, LLC.,3COMIT, Nagoya
Univ.)

Cellular Mechanobiology in Phagocytosis

Min Chanhyuk!, Cho Hyeokjin?, Yu Jeongmin!, Park Daeho?, Lee Gwangrog' (' Department of
Biological Sciences, Korea Advanced Institute of Science and Technology (KAIST), 2School of Life
Sciences, Gwangju Institute of Science and Technology (GIST))

Direct Visualization of Dynamics in Prokaryotic Motility Machinery
Takayuki Nishizaka!, Masaki Mizutani', Daisuke Nakane? (' Gakushuin Univ., >Univ. Electro-
Communications)

FbUIC
Closing Remarks
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2SAP

IEF/ TV T 7O FUBERRICETBITES / LOREE ZORBURBOSTF -
MR R 4 — VIS B B

EpigenoBridge: Toward Understanding the Epigenome's Role in Chromatin Structure Formation
and Replication Mechanisms from the Molecular to the Cellular Scale

FWELEEEAHE B) [TES/ TUv T

F—HFA Y- AEEF (QST), FIE (FEHXF)
Organizers: Tomoko Sunami (QST), Tsuyoshi Terakawa (Kyoto Univ.)

16:15~18:45
AR (REE 101+102) Room A (Meeting Room 101+102)

Eukaryotic genomic DNA is intricately packaged into nucleosomes, forming a dynamic beads-on-a-string structure.

Various chemical modifications of histones define the “epigenome,” guiding chromatin structure and thus determining
gene expression and cell function. Despite their importance, the precise mechanisms by which the epigenome regulates
chromatin architecture and influences cell function remain elusive. Moreover, how these epigenetic marks are

maintained and transmitted across cell generations through DNA replication is still poorly understood. This symposium
brings together leading experts to explore cutting-edge research on epigenome-mediated chromatin formation, its
interplay with DNA replication, and potential approaches for its artificial manipulation.

2SAP-1

2SAP-2

2SAP-3

2SAP-4

FUBIC
Opening Remarks

IO FUBEDAZNEN  FFRELIES / LBEOFFREBOERFICHRTT
Mechanical Analysis of Chromatin by Optical Tweezers: Molecular Crowding and Inheritance
of Epigenome

O %1 !, Kumar Amarjeet!, H &k Y& 2, i k2 13 (1QST - ®m L4y, 2 i EEREHK - B4
i - O gERERR, > FRERRE - TSRl vy —)

Tomoko Sunami', Amarjeet Kumar!, Kohji Hizume?, Hidetoshi Kono!* (\iQLS, OST, 2BRC, Med,
Saitama Med U, *cQUEST, Chiba U)

Structure and dynamics of reconstituted chromatin with defined histone modification patterns
Yohsuke T Fukai', Kyogo Kawaguchi»? ('\RIKEN PRI, *Institute for Physics of Intelligence, Department
of Physics, The University of Tokyo)

Cryo-EM analysis of basic chromatin architectures isolated from cells

Yoshimasa Takizawa'?2, Haotong Zhuang'?, Takuro Shioi'3, Suguru Hatazawa', Yuki Kobayashi',
Mitsuo Ogasawara!, Yasuyuki Ohkawa®*, Hitoshi Kurumizaka'=*# (\IQB, Univ. Tokyo, *Grad. Sch. Fro.
Sci., Univ.Tokyo, 3Grad. Sch. Sci., Univ. Tokyo, *MIB, Kyushu Univ.)

E2MRIC L B TES /) LARERIMTORRE

Development of epigenome modification technology by chemical catalysis

OINE Bt OREURFRFBERE - RIFTERL)

Shigehiro Kawashima (Graduate School of Pharmaceutical Sciences, The University of Tokyo)
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2SAP-5

HEURTFIIE X b HE# (Repli-Histo i) #AVTHS T3, k& MEMamn1—-0
YFL ATAZATFDLBEL

Replication-dependent histone (Repli-Histo) labeling dissects the physical properties of
euchromatin/heterochromatin in living human cells

O 5Z 12, ML AET 12, 63 82 02§t — i 34, 36— 25, A fEJn 7 1, B e,

G E— 3, R B S, W — 12 (CBABRE - 7 AT A I 7 AR, 2 RIEK - el
B, BF BDR - NA A 2 Ea—F 4 ¥ FRF— o, 4 BRIt > 5 — - Mg I =
L—3a YRV — 7, S AR - 7 ZEALBESER, ¢ AR - s/ I 2 AR v 4 —)
Katsuhiko Minami'-?, Kako Nakazato'?, Satoru Ide'2, Kazunari Kaizu>*, Koichi Higashi>?,

Sachiko Tamura!, Atsushi Toyoda®, Koichi Takahashi’, Ken Kurokawa>>, Kazuhiro Maeshima'?
(‘Genome Dynamics Laboratory, NIG, 2SOKENDAI, ?Laboratory for Biologically Inspired Computing,
RIKEN BDR, *Cell Modeling and Simulation Group, ExCELLS, >Genome Evolution Laboratory, NIG,
®Comparative Genomics Laboratory, NIG)

FbWIC
Closing Remarks

2SBP EIMBSRIREOE = H S < £5D FRERE

Understanding Biomolecular Condensation from the Perspective of Dynamic Solution
Environments

F—AF4H¥— FlLEZ (FRPXZ), $H FH (FHXF)
Organizers: Naotaka Sekiyama (Kyoto Univ.), Hideki Nakamura (Kyoto Univ.)

16:15~18:45
B &5 (2% 103+104) Room B (Meeting Room 103+104)

Solution environments in living cells fluctuate spatiotemporally, influencing the formation of biomolecular condensates.

This symposium will explore how dynamic changes in solution environments regulate liquid-liquid phase separation and
amyloid fibril formation by modulating intermolecular interactions, as well as the subsequent effects on physiological
functions and the formation of pathological aggregates. By integrating experimental, computational and theoretical
approaches, we aim to uncover the intricate mechanisms underlying biomolecular condensate formation across scales,

from microscopic molecular interactions to macroscopic biological outcomes.

2SBP-1

28BP-2

2SBP-3

DFTRAEREZCNVED) DRLICL 2BRRBES LUREFESNOHE  FFIaL—
2 a Itk B35

Effects of phosphorylation of postsynaptic density proteins on condensates and receptor
assembly studied by molecular simulations

O #¥, mH #= (UK - 8- LWE)

Risa Yamada, Shoji Takada (Dept. Biophys., Grad. Sch. Sci., Kyoto Univ.)

Single-Molecule Studies of how Mug20-Rec25-Rec27 (MRR) Complex Mediates DNA
Conformational Change and Biomolecular Condensates Formation

Hung-Wen Li', Chieh-Yu Tsai!, Feng-Yu Wang?, Ya-Ching Yang?, Ya-Chen Gong?, Shyh-Chyang Luo?,
Peter Chi? ('Dept. Chemistry, National Taiwan Univ., *Inst. Biochem. Sci., National Taiwan Univ., 3Dept.
Materials Sci. Eng., National Taiwan Univ.)

BAOESLTEAEREAVE 4RENRTF N T —EN—XDHEE

A Comprehensive Tetrapeptide Database Using Integral Equation Theory of Liquid
O& A HR V2 HH AE? (PR - fadkt, 24K - BEEH)

Kodai Kanemaru'2, Norio Yoshida® ('FIFC, Kyoto Univ., 2Dept. Complex Syst. Sci., Grad. Sch.
Informatics, Nagoya Univ.)
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2SBP-4

2SBP-5

2SBP-6

7IOARSBREZOHEA D=L

Amyloid polymorphism and formation mechanisms
Oz 1B, Hil dete (5K - Befd)

Masatomo So, Kenji Sugase (Grad. Sch. Agric., Kyoto Univ.)

BRBARIREICS TS T7IOANRNBEICNIEORFES

Molecular assembly of amyloid-B proteins in dynamic solution environments

O%A BREL2 (V20K - Bk, 2 AR APt - A dr Rl Rt &)

Maho Yagi-Utsumi'? (Grad. Sch. Pharm. Sci., Nagoya City Univ., *2ExCELLS, Natl. Inst. Nat. Sci.)

ERVRRIRIE (CH (T 28BN T I 04 RO FTREM ORE

Investigating Neuronal Amyloid Fibrils with Potential Functional Roles in a Dynamic Intracellular
Environment

OMIL &, /N 2R 2 (RO L5 R A, 2 TRHA R F)

Atsushi Sugie!, Jiro Osaka? ('Kyoto Institute of Technology, *Institute of Science Tokyo)

28CP

ENSICH T 2 EROBDELEE MREEI(FIVRI[FAF 42D | hEBEBHESD
QOL #E 7 5~ HCHBIL - 2F> v X0 - Hippo R - AL & BRAVEE)

Adaptive Evolutionary Strategy of Life in a Gravitational Field "Cytoskeletal

Dynamics" ,"Mechanical Homeostasis” for Quality of Life in a Super-aging Society - Self-
organization, Molecular Chaperones, Hippo Pathway, Visualization and Conscious Activity

F—HAF4H¥— BRIEF FRKXZ), FLE XN (AMKE)
Organizers: Yoriko Atomi (Teikyo Univ.), Daisuke Inoue (Kyushu Univ.)

16:15~18:45
C &5 (&= 105+106) Room C (Meeting Room 105+106)

Only intelligent human beings can apply the principles of life to their own existence and life to science themselves and

present scientific strategies to revitalize the super-aging society. In this symposium, we aim to gain insight into the

essence of "cytoskeletal dynamics" and "mechanical homeostasis" from key factors such as self-organization, molecular

chaperones, Hippo pathways, visual understanding, and conscious activity, and to create a new field of biophysics
through discussions that link the two horizontally and vertically.

2SCP-1

28CP-2

28CP-3

FL®IC
Opening Remarks

WNEFAFIVvIALRFIE YT 1 3.1 BRESRUBII G715 L LB EERBEEORER
Microtubule Dynamic Instability 3.1: From Imaging to Insight into Hidden Functions

OifR ET (BWERIRSY: W8 A drE AR FET 70 B2 A5 )

Yuko Mimori-Kiyosue (Department of Molecular Genetics, Institute of Biomedical Science, Kansai
Medical University)

The Timing of the Acquisition of Eukaryotic Traits during Eukaryogenesis
Robert Charles Robinson (Vidyasirimedhi Institute of Science and Technology (VISTEC) Thailand)

aB-7UREY Y, Fa—TULHNEDAH/ D vROY : BENECHEBILE & MIRME
SER L 7= QOL #iR&

aB-Crystallin, mechanochaperon for tubulin/microtubule: A QOL strategy that utilizes
hierarchical self-organization and human specificity

ORI (R RURESE#E A 7ehshE)

Yoriko Atomi (7eikyo University, ACRO)
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2SCP-4 BERBEE MR- 74— T 2 TEH AT LERALLEERBTIF o DEERICHT
BRERT v T O
A Reconstituted Human Translation/Folding Coupled System Defines the Defective Step in the
Biogenesis of Mutated B-Actin Proteins
O H sEXR (EERSK - BEL - S HeE)
Kodai Machida (Dept. of Appl. Chem., Grad. Sch. of Eng., Univ. of Hyogo)

2SCP-5 BFFY MM AT THRIMRREAOT IO N B RE - &
Visualization of amyloid 3 aggregation and deposition on cell surface using quantum dot imaging
OBRYF IE5A, M8 % (FTK - K1)
Masahiro Kuragano, Kiyotaka Tokuraku (Grad. Sch. Eng., Muroran Inst. Tech.)

2SCP-6 HRasHIREE % BT % Hippo ¥ J FIVIEEREEOEE
Roles of the Hippo signaling pathway sensing the extracellular environment
Of-FF 5 GRERHARS)
Hiroshi Nishina (Institute of Science Tokyo)

2SCP-7 The expression of the collagen chaperone Hsp47 is regulated by mechanical loading through
the YAP/TEAD pathway
Ayano Kasai'2, Shinya Ito?, Ryo Ushioda'2, Kazuhiro Nagata'->* (\Fac. Life Sci., Kyoto Sangyo Univ.,
2[nst. Protein Dynamics, Kyoto Sangyo Univ., *Ctr. Mol. Biol., Heidelberg Univ., *JT Biohistory Research
Hall)

BEbWIC
Closing Remarks

2SDP  %Z#ifaYOMBERICHEG T  HERN CTHROFHEIRA-00FEE77O—-F
Towards the elucidation of multicellular organisms: Diverse approaches to capturing the
characteristics of cells within tissues

F—HFAY¥— ek E EREEHRR), @8 EF REREXE)
Organizers: Nozomi Hojo (RIKEN), Mako Kamiya (Science Tokyo)

16:15~18:45
D &5 (2% 107+108) ~Room D (Meeting Room 107+108)

Recent advances in single-cell analysis technologies have revealed that multicellular organisms are composed of diverse
cell types, which work in coordination to regulate tissues. Unraveling the detailed mechanisms requires not only the
identification of cell types but also the integrated analysis of information such as the spatial location, morphology, and
functional activity of cells within three-dimensional biological tissues. This symposium aims to focus on research that
captures the characteristics of cells within tissues using various methods, with the goal of achieving a comprehensive
understanding of multicellular organisms. We hope to have active discussion on this topic with participants.

EL®IC
Opening Remarks

2SDP-1 — M 3 RTZEB NS X7 U T b~ LENEERT 2 A M HEE
A novel single-cell isolation method enables single-cell 3D spatial transcriptomics
Odbfk 2, 30 52 (B4 - BDR)
Nozomi Hojo, Katsuyuki Shiroguchi (BDR, Riken)
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2SDP-2

2SDP-3

2SDP-4

2SDP-5

RO LRBEENETR &BInF RIER

Whole brain activity measurement and gene expression analysis of neurons in Caenorhabditis
elegans

OB A 12 U HE— 1, 8 BERE? (30K - BeBL - AEWRbA, 2 0K - e - 2 7 1 2 vk
)

Yu Toyoshima'-2, Yuichi lino!, Xiaoxiong Yang? (Grad. Sch. of Sci., Univ. of Tokyo, >Grad. Sch. of
Front. Sci., Univ. of Tokyo)

Unraveling the Mechanisms of Collective Cell Migration in Epithelial Morphogenesis
Erina Kuranaga'? (!Grad Sch Pharmaceu Sci, Kyoto Univ, *Grad Sch Life Sci, Tohoku Univ)

& Z 12BN TIER GPCR Z MIRRER RN ICHIEH T 2B EFHT7ITO—F
Chemogenetic strategy for controlling target GPCRs in a cell-type-specific manner in vivo
Oifrp % (4K - BEL)

Shigeki Kiyonaka (Grad. Sch. Eng., Nagoya Univ.)

Functional Raman probes for multiplexed vibrational imaging
Mako Kamiya (CLS, Science Tokyo)

bWIC
Closing Remarks

2SEP

EMYBDPSDT I T 4TI E—NOTTO—F
Approaching Active Matter from Biophysics Perspective

F—AFAH— NI ER (FPXF), Bl #z (FRIZMWHERT)
Organizers: Ibuki Kawamata (Kyoto Univ.), Masayuki Hayakawa (Kyoto Institute of Technology)

16:15~18:45
<15 (88% 201) Room E (Meeting Room 201)

This symposium will focus on Active Matter, where the mechanism of active motion of a component is addressed, and

further the interaction among them is of interest. Each component can be materialized in a variety of manners from

natural organisms to artificially synthesized molecules. In the symposium, Active Matter will be discussed from a wide

range of Biophysics, covering experimental research on cells, microorganism, droplets, molecular motors, colloids, and
so on. Through the discussion of Active Matter, our symposium will provide insights into the origin and evolution of

life, as well as the essence of emergence resulting from autonomy and complexity.

2SEP-1

2SEP-2

TIT4TIHWETIEFPFI—V > beTAT I LS DNALERERZY NT—9D
e

Actively Gliding Biomolecular Agents Integrated with Programmed DNA Chemical Reaction
Network

ONBC AR GR#EBR)

Ibuki Kawamata (Kyoto University)

KEBHTHEE SIS DNARBICL 2ERNLE X

Life-like motion of active DNA fluid driven by photo-irradiation

Ol Fa4 1, WA ML B—RR 2, 3 b B3 T (U SO R TRBL LR, 2 b R Kb
TR R T 4 7 ARH)

Hirotake Udono!, M. Shin-ichiro Nomura?, Takinoue Masahiro! (!Dept. Comp. Sci., Institute of Science
Tokyo, 2Dept. Robotics, Sch. Eng., Tohoku University)
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2SEP-3 T2 KB —HEMD-HD DNA ALHFE— 2 —DBEERE
Geometry engineering of DNA artificial molecular motor for perfect unidirectionality
OB G312, Gy 58k 12 (0 FREEITZERT, 2 AR ZE R B R)
Takanori Harashima'?, Ryota Iino'? (M nstitute for Molecular Science, >Graduate Institute for
Advanced Studies, SOKENDAI)

2SEP-4 FEYHRRDF> AT LOEENERENREN T 5 EH
"Life" Actuated by Autonoumous Recursion of Non-Biological Molecular Systems
O FAL 12 (VRRBKSE, 2 HEKRY)
Muneyuki Matsuo'? (' Hiroshima University, >The University of Tokyo)

2SEP-5 TIT14TIE—HRELTORBEOENEYF
Gravitational biology of unicellular organisms as active matter research
OBEE &7 (BWLHEKRY)
Azusa Kage (Muroran Institute of Technology)

2SEP-6 W5 S & B8R/ T U 7 EB OB R 4
Magnetically controlled self-organization of swimming bacteria
Kazusa Beppu!, Joakim Stenhammar?, Jaakko V. I. Timonen? ('Dept. of Chem. Eng., Kyoto Univ., *Div.
of Phys. Chem., Lund Univ., *Dept. of Appl. Phys., Aalto Univ. Sch. of Sci.)

2SEP-7 EiERE EVOMREEICA S5 h 2 EHES
Self-organized collective dynamics in Dictyostelium cells lacking chemotaxis
ORIl #2212, Bhattacherjee Biplab?, 25111 75— 3, 450 3£ 2 (! RUAR T 25MRAE RS - BRI T 245,
IR - ARG RERERN TS v & —, 3 IR - AEREREER)
Masayuki Hayakawa'?2, Biplab Bhattacherjee?, Hidekazu Kuwayama?, Tatsuo Shibata? (' Dept. of Mech.
Eng., Kyoto Institute of Technology, >RIKEN BDR, 3Life Environ. Sci., Univ. Tsukuba)

2SFP  Z—/N—OaYEa1—% [EE] CLIRRLERDBE

Advancing drug discovery and healthcare through supercomputer Fugaku
(B8] REAEMETOS 5L [[BE] CEHETY Ial—a> - AlBBERHKER - 413

F=HFA¥— TR LM (REKXFE), FUB EETILXF)
Organizers: Mitsugu Araki (Kyoto Univ.), Kei Terayama (Yokohama City Univ.)

16:15~18:45
F 25 (R#=E 202) RoomF (Meeting Room 202)

Drug discovery and medical technologies are being innovated by development of high performance computing (HPC).
Large-scale molecular simulations performed on supercomputer Fugaku enable atomic-level observation of protein

recognition processes of small-molecule ligands, peptides, antigens, and proteins, providing deeper insight into
understanding pathogenesis mechanisms of many unexplained diseases and exploring drugs to control them. In this
symposium, we will discuss about the forefront of next-generation molecular simulation and artificial intelligence (AI)
techniques for drug discovery and medical treatment.
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2SFP-1

2SFP-2

2SFP-3

2SFP-4

2SFP-5

2SFP-6

28FP-7

LI
Opening Remarks

AKHEMD ¥ 2 2L —2 32043 DHFR FEESIM M X h = X L OMREIRET

Molecular Dynamics Simulation Unveils Multiple-Site Binding of Inhibitors with Reduced Activity
on the Surface of Dihydrofolate Reductase

OFeA i, BB A58 (UK - BEE)

Mitsugu Araki, Yasushi Okuno (Grad. Sch. Med., Kyoto Univ.)

EEERAVEARELTUAZ]RMD > 3ab—2aritksd, X7FRBHICEST 370
TARF—EOBET 1 IV ZADEH

Massive Replica-Exchange MD Simulations on Fugaku Reveal Conformational Features of
Protein Kinases Relevant to Peptide Recognition

OfFk & (RBCKRE)

Ai Shinobu (Osaka University)

In Silico Design of Inhibitors Targeting SARS-CoV-2 Non-Structural Proteins
Duy Tran, Akio Kitao (School of Life Science and Technology, Institute of Science Tokyo)

ANAVICKBYIWFRT—IVERTA ML Y FT I T4 N=2 3 P DEEIE RBOTNL /-
BILEEDENEMHMATS

Supercomputer-based multiscale analysis reveals why stretch activation is necessary for
beating the heart and insects' wings

OER 7512, AH =W ! ("UT-Heart AFZERT, 2 HHUKSE)

Takumi Washio'-2, Toshiaki Hisada' ('UT-Heart Inc., *University of Tokyo)

BEBEHRI XNV —FHECEI X F—EHEFROOH A 4 > F v RIVEEEEDFA
Prediction of cardiac ion channel inhibitory activities of kinase inhibitors based on binding free
energy calculation

OBLE B, SPH & (GREK - BeiR)

Tatsuki Negami, Tohru Terada (Grad. Sch. Agri. and Life Sci., Univ. Tokyo)

Enhancing Antibody Engineering with Automated Molecular Interaction Descriptors and
Structure Modeling

Shuntaro Chiba', Tsutomu Yamane!, Yasushi Okuno!~, Mitsunori Ikeguchi'-, Masateru Ohta' ('R-CCS,
RIKEN, 2Grad. Sch. Med., Kyoto Univ., >Grad. Sch. Med. Life Sci., YCU)

DFERA EX 2L -2 aOREICK DRIESTFERET

Integrating Molecular Generative Al and Simulation for Drug Discovery
OSFIl & BETik - BeddnEFE)

Kei Terayama (Grad.Sch.Med.Life.Sci, Yokohama City Univ.)

FbUIC
Closing Remarks
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2SGP  H5WBMKIRIETHEREFIREE T B BSFIEEHIH
Supramolecular Complexes and Their Regulations to Enable Photosynthesis All Around the
Globe

FWMELEEHE (A [HERIEXT 1]

F—HF4H¥— B ER REKXF), aF 8 (RENMFXF)
Organizers: Keisuke Saito (The Univ. of Tokyo), Tsuyoshi Shirai (Nagahama Inst. of Bio-Sci. Tech.)

16:15~18:45
215 (2% 203) Room G (Meeting Room 203)

Photosynthetic organisms convert water and carbon dioxide into organic compounds using solar energy. They have
adapted to diverse environments, sustaining life on Earth. The structure and function of the photosynthetic apparatus
dynamically respond to environmental changes. The research project Photosynthetic Ubiquity, supported by a Grant-in-
Aid for Transformative Research Areas (A) from JSPS, explores how supramolecular complexes regulate physiological
functions based on spatiotemporal structural information. In this symposium, project members from structural biology,
plant physiology, biochemistry, and bioinformatics will discuss molecular mechanisms underlying the adaptation of
photosynthetic supramolecular complexes to various environments.

oI
Opening Remarks

2SGP-1 BB RBEZGETOI T/ N 7T ORINEL
Microevolution of cyanobacteria in the dark heterotrophic conditions
OMH #i— (BEEK - Bedidn i)
Yuichi Fujita (Grad. Sch. Bioagricultural Sci., Nagoya Univ.)

2SGP-2 REBEME TR 2P > ETNEIERLZAEN © TORISEE EAENESR
Anaerobic non-photochemical quenching of photosynthetic green sulfur bacteria: Its reaction
mechanism and physiological significance
OFI IR (g - BT
Chihiro Azai (Fac. Sci. & Eng., Chuo Univ.)

2SGP-3 BRI BEEADHEICL DREGRER-2 2 /N EEEFOREEREA
Functions of photosynthetic pigment-protein complexes, revealed by time-resolved
fluorescence spectroscopy
OBA & (FK - Bet)
Seiji Akimoto (Grad. Sch. Sci., Kobe Univ.)

2SGP-4 REREZ N EOFFEE L ERIBEE D& CHRBE
Linkage of the molecular and theoretical structures of photosynthetic proteins using magnetic
spin configurations
OZ=W k3 (BB - Bl
Hiroyuki Mino (Grad. Sch. Sci., Nagoya Univ.)

2SGP-5 RHEESFOBECE DV EFEMARBEEOHIAZIINAOT/ A FICL 2REREIRD
BFEXAHZX L
Mechanism of green light absorption by carbonyl carotenoids of marine macroalgae based on
the structure of light-harvesting complexes
O AT 12 (P KBASKRF AN TAE RIS~ 7 —, 2 RIA T KRS FHM L B 20
Ritsuko Fujii'? ('Research Center for Artificial Photosynthesis, Osaka Metropolitan University,
2Department of Chemistry, Graduate School of Science, Osaka Metropolitan University)
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2SGP-6 KERT > TFOTFH A& BHIEL T @ invitro BERXEERT > 7 OEERNT
Toward the design of photosynthetic antennas: structural determination of in vitro reconstituted
light-harvesting complex
OB JHE—RE 1 A SR 12, B A0 34, Bl % — 34, eIk A7 5, S0 5 124 (VBROK -
BF, 2 BUK + OTRL, 2 Bk - A:dbkng, 4 BOK - H AT ¥ YOKOGUSHI Wik, 5 B AR - ATE
WilfgE L~ 5 —)
Soichiro Seki!, Akihiro Kawamoto'-2, Tomoko Miyata®*, Keiichi Namba#, Ritsuko Fujii’,
Genji Kurisu!?* (\IPR, Osaka Univ., > OTRI, Osaka Univ., 3Grad. Sch. Frontier Biosci., Osaka Univ.,
4JEOL YOKOGUSHI Res. Alliance Labs., Osaka Univ., ReCAP, Osaka Metropol. Univ.)

2SGP-7 KoY -4 NV BERcE ILHTD [KFEBEDT I/ ET4—] £BUI 2
Deprotonated Lysine Serving as a “H-bond acceptor” in the Photoreceptor Protein RcaE
O=8 IEH OREHERK - 34%)
Masaki Misima (Sch. Pharm., Tokyo Univ. Pharm. and Life Sci.)

2SGP-8 AlphaFold E MD ¥ 2 2L —2 3> &FERAL 4 — 7 7 2 —EREIHEE DO REER
Elucidating the mechanism of autophagy utilizing AlphaFold prediction and MD simulations
OFH 12 (MK - i, 2 fabir)
Nobuo N. Noda'? (\IGM, Hokkaido Univ., *Inst. Microbial Chem.)

bWIC
Closing Remarks

2SHP X VEMF OB C| T -5 ERZ L XBRBFEOMEN T 7O —F
Towards the Elucidation of Structure of Meso-entangled Bodies through the Integration of
Computational and Experimental Approaches

FWEEEAHR (A [VORRT—LFHEW2]

F—HFA Y- EBHEE (TEXF), EREA (KERXZ)
Organizers: Noritaka Nishida (Chiba Univ.), Kento Kasahara (The Univ. of Osaka)

16:15~18:45
H£15 (237 204) RoomH (Meeting Room 204)

In cells, specific proteins form spatiotemporally regulated complexes, which we refer to as meso-entangled bodies,
playing a vital role in maintaining normal cellular functions. To elucidate the structures of these protein complexes,
cutting-edge experimental techniques such as cryo-EM, NMR, and X-ray crystallography, along with computational
approaches like molecular dynamics simulations and Al-driven structure prediction, have made significant
contributions. This symposium will present research that integrates these experimental and computational methods to
deepen our understanding of the structural basis and biological functions of meso-entangled bodies.

2SHP-1 FUS DR « BFETED in-cell NMR #F4T
Structural insights into liquid-liquid phase separation (LLPS) mechanism of FUS using in-cell
NMR

OVEH AH (FFEX - bedk)
Noritaka Nishida (Grad Sch Pharm Sci, Chiba Univ)
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2SHP-2 FANEBIEBEBTTIRAZ ¥y RXO 07 + —ILT 1 > THIEIC BT 2 RERVEHE
Kinetic Insights into Chaperone-Mediated Protein Folding from Integrative, Dynamic Structural
Biology
ORER ZREL 1, AKH 82 2, g8 9 1 (10K - BERAN, 2 JLK - JevmiEdy)
Munehiro Kumashiro!, Hiroyuki Kumeta?, Tomohide Saio' (!Inst. Adv. Med. Sci., Tokushima Univ.,
2Fac. Adv. Life Sci., Hokkaido Univ.)

2SHP-3 Modulation of Structure and Dynamics in Biomolecular Condensates Revealed by Large-Scale
Molecular Dynamics Simulations
Cheng Tan, Yuji Sugita (RIKEN Center for Computational Science)

2SHP-4 PROTAC-induced Protein Structural Dynamics in Targeted Protein Degradation
Chia-en Chang, Kingsley Wu, Ta I David Tang (University of California, Riverside)

2SHP-5 Elucidation of the regulation of the Rac1/Cdc42 guanine nucleotide exchange factor DOCK6
Mutsuko Kukimoto-Niino (RIKEN, Yokohama)

2SHP-6 H—IREA ERGIC-53 (L& B2 —THED Y T 1 + BEEHEFT
Cryo-EM analysis of cargo transport and release by a cargo receptor ERGIC-53
OUEFB I, AR B3, fiss Fk Ouk - A2 BEHF)
Satoshi Watanabe, Emi Honjo, Kenji Inaba (MIB, Kyushu Univ)

2SHP-7 EEAFM & cryo-EM IZ& B, CAMSAP2 IZ& > THEEI M/ MNES LUV T7 X 2 —BETK R
ROEREE
Direct observation of CAMSAP2-induced microtubule and aster formation processes using
high-speed AFM and cryo-EM
Tsuyoshi Imasaki!, Ayhan Yurtsever?, Ryota Kitano', Kien Xuan Ngo?, Takaaki Kato!, Hanjin Liu',
Hideki Shigematsu?, Takeshi Fukuma?, Ryo Nitta! (\Kobe University Graduate School of Medicine,
2WPI-NanoLSI, 3.JASRI)
bW
Closing Remarks

2SIP G LMREEEEBREXBEL T ¢ A H =X LR EEHTER

Deciphering complex cellular functions: Mechanistic insights and technological innovations

F—HFA¥ - HOBER (KRX¥), KFRIE (AMXE)
Organizers: Shinji Deguchi (The Univ. of Osaka), Satoru Kidoaki (Kyushu Univ.)

16:15~18:45
| &5 (&= 205) Room | (Meeting Room 205)

Cells exhibit a variety of complex functions that are vital for life, yet deciphering the mechanisms driving these
processes remains a significant scientific challenge. This symposium will focus on recent progress in exploring cellular
mechanisms, highlighting the connections between molecular interactions and cellular functions. The discussions will
also focus on innovative methods, including advanced imaging and computational tools, that provide new perspectives
on cell biology. By presenting these findings, the symposium aims to enhance our understanding of cellular processes
and inspire further developments that integrate biological research with technological advancements.
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LI
Opening Remarks

2SIP-1 3R AERE—F—F N EOMETEICE T ASRTIO—F
Functional Assessment of Missense Mutations in Motor Proteins via Force Measurements
Ok AFET (HK - Pyt
Kumiko Hayashi (ISSP, Univ. Tokyo)

2SIP-2 Mechanisms of intracellular force transmission revealed by coiled-coil mechano-sensors
Takumi Saito (Grad. Sch. of Engineering Science, The University of Osaka)

2SIP-3 Alternative Force Transmission Mechanisms at Adherens Junctions with Potential Roles in
Cancer Progression
Cristina Bertocchi'? (' Pontificia Universidad Catélica de Chile, *The University of Osaka)

28IP-4 A molecular basis for neuronal migration in confined spaces
Naotaka Nakazawa (Kindai University)

2SIP-5 REFEKICL DHRHEFE7-5F T U+ — < OBEHEM
Migratory polarity emerges from protrusion-mediated force imbalance in glioma cells
OFERT fi— 12, I 2% 2, A8 KA 3, BER 90T 23, ARt 1B 2, 6 ki3 (U ek -
DSC, 2 Z RABUK - JouiBhasel, 3 RIKESR £ > 5 —)
Yuichi Sakumura'?, Haruna Tagawa?, Daisuke Kanematsu®, Asako Katsuma®3, Naoyuki Inagaki?,
Yonehiro Kanemura?® (‘Data Science Center, Nara Inst. of Sci. and Tech., *Grad. Sch. Sci. and Tech.,
Nara Inst. of Sci. and Tech., *NHO Osaka National Hospital)

2SIP-6 EET 2MBEOEHO 5 ERMEEEHR
Dynamic Control and Analysis of Intracellular Stress Fluctuations during Cell Migration
ORFH At ULk - SE380T)
Satoru Kidoaki (/MCE, Kyushu Univ.)

28IP-7 HEROFEZ 5 —IVICE T 30 5 KRB DEEMHFRT
Probing mesoscale physical forces in cells
OmIT ER 12, 1 H ML (PR - EFET 2 RK - EBRELE#t 5 —)
Shinji Deguchi'?, Yuika Ueda' (!Grad Sch Eng Sci, Univ Osaka, *MEI-Center, Univ Osaka)

EEbWIC
Closing Remarks

2SJP  HBRABZEMY RI 7L EFESBRZICLZREREFHOHEH (EEEFRZRTERS
DRI L)
Japan-Australia-Taiwan Trilateral Symposium: New Frontiers in Biological Measurement Enabled
by Quantum Life Science (International Quantum Science and Technology Year Commemorative
Symposium)

A—HF4H—: G B (QST), David Simpson (The Univ. of Melbourne)
Organizers: Hitoshi Ishiwata (QST), David Simpson (The Univ. of Melbourne)

16:15~18:45
J &5 (£3%F 206) ~RoomJ (Meeting Room 206)
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Quantum life science is an emerging interdisciplinary field at the intersection of quantum physics and biology, focused
on exploring fundamental life processes at the molecular level. By applying principles of quantum measurement and
quantum bioengineering, this field aims to develop advanced techniques for quantifying intracellular nanoscale
environments, including temperature, pH, diffusion, and redox activities. This innovative approach has the potential to
transform our understanding of biological systems and drive significant advancements in genetics, molecular biology,
medicine, and bioengineering.

SIS
Opening Remarks

2SJP-1 Sub-micron imaging of neuronal action potentials by defect charge-state conversion in diamond
Daniel McCloskey'2, Kathryn Munro®, Nikolai Dontschuk!, David Simpson'? (!Sch. of Phys., Univ.
Melbourne, >’ARC CoE in Quantum Biotechnology, 3Dept. Anatomy & Physiology., Univ. Melbourne)

2SJP-2 Computational 4D imaging for understanding pain-processing neural circuit
Takuma Sugi (Grad. Sch. Integ. Sci. for Life, Hiroshima Univ.)

2SJP-3 Quantum Sensing in Healthcare: Spin-Enhanced Immunoassays with Fluorescent
Nanodiamonds
Huan-Cheng Chang (Academia Sinica, Taiwan)

2SJP-4 Diamond quantum sensors for iron load quantification of ferritin proteins
A. Simpson David (School of Physics, University of Melbourne)

2SJP-5 Interferometric Scattering Microscopy: Where Light Scatters and Life Reveals
Chia-Lung Hsieh (/nstitute of Atomic and Molecular Sciences (IAMS), Academia Sinica)

2SJP-6 F/ BF YAV RO R TE BRI
Next-Generation Quantification of Cellular Functions Enabled by Nanoscale Quantum Sensors
Oy 412 (V5 TRAPAIT e F e, & T EaRAIZenT, 2 T8RS TRl Ea
try—)
Hitoshi Ishiwatal? (\iQLS, OST, 2Chiba Univ. cQUEST)

2SKP  AI#ifaZ L TESm—FFEGDER
Atrtificial cell and boundary between living and non-living matters

JSTCREST [4°/ L&H]

F—HFAY¥ - FH BT (REXE), B A— REXZ)
Organizers: Hiroyuki Noji (The Univ. of Tokyo), Norikazu Ichihashi (The Univ. of Tokyo)

16:15~18:45
K £t (R¥FHR—JV) RoomK (Tempyo Hall)

In recent years, the field of bottom-up construction of artificial cells as autonomously functioning molecular systems has
advanced rapidly, bringing the realization of "living molecular systems" closer to reality. However, the boundary
conditions that discriminate "living matters (life)" from "non-living matters (non-life)" remain unclear. This symposium
aims to explore the factors that define the boundary between living- and non-living matters by integrating insights from
cutting-edge artificial cell research with perspectives from researchers studying this boundary from different viewpoints.
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Opening Remarks

2SKP-1 NEWT ) LR OBENHI S RDIEDEFEGDER
The Boundary Between Life and Non-Life Seen in Microorganisms with Small Genomes
O$3R EW (FROF - BARIFSERT)
Shino Suzuki (PRI, RIKEN)

2SKP-2 XILFYA P TAINZIFADERT A IV RICL ZREEMBICHTEBRVS LS5 hBEICONT
Giant viruses of the Phylum Nucleocytoviricota induce unexpected behaviors in infected host
cells
OM Bk, < Y7 ¥ GREEAK - BE)
Masaharu Takemura, Jiwan Bae (Grad. Sch. Sci., Tokyo Univ. Sci.)

2SKP-3 Artificial cells with dissipative structures
Sakura Takada, Kei Fujiwara (Dept. of Biosci. and Info., Keio Univ.)

2SKP-4 LLPS ALy bRV BEREREATIHMRET IV
Artificial protocell models based on LLPS droplet
Ot 84T, ¥ BERE ORRKS)
Hiroyuki Noji, Yoshihiro Minagawa (University of Tokyo)

2SKP-5 EMH-VICECHBEETEIAI AT LEMEY 20 BRREEE
Toward a self-regenerative in vitro central dogma; progress and future
Offiff fa— GRK#EL)
Norikazu Ichihashi (Grad. Sch. Arts Sci. Univ. Tokyo)

2SKP-6 EjpY & ATHABI D 7= D DB N— X DRI & B E 5
Nucleic Acid-based Smart Condensates for Dynamic Atrtificial Cells
Oifg 7 b IER 123 (VHERFAR - L, 2 HOR K - AR B L 3 RO EK - BfEY AT
LMEEIZEE v 5 —)
Masahiro Takinoue'>? (!Sch. Computing, Science Tokyo, 2Sch. Life Sci. Tech., Science Tokyo, *ASMat,
IIR, Science Tokyo)

2SKP-7 HEASEDE R E [REICHREET BELFEI T L] OBLE
A theory of cell death and the rarity of stably functioning biochemical systems
Otk BEA OREUR R BB R S8R A W 358 VR SE AR )
Yusuke Himeoka (Universal Biology Institute, The University of Tokyo)
bW
Closing Remarks

3HEB (9B 268 (£)) ~“Day3 (Sep. 26 Fri.)
3SAA /vy — - BAROZEBY PRI I L

Norway-Japan Bi-lateral Symposium

F—HFA¥— Hith X (FFHREHER)
Organizers: Yoshihiko Furuike (IMS)

09:00~11:30
A2 (R¥E 101+102) Room A (Meeting Room 101+102)
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What are the significances of sequence diversity and conformational polymorphism of proteins for biological

phenomena? We will introduce cutting-edge research results from Norway and Japan to promote research exchange and
future collaboration between the two countries.

3SAA-1 ZMLRT A NERIELSIZEITRERE S 7 MY 1 FOERFEE
Cell body rotation by sequential linear contraction of stress fibers in a fish epidermal keratocyte
O T8 (LK - 2
Chika Okimura (Dept. Biol., Yamaguchi Univ.)

3SAA-2 Nanoscale motion tracing of spermatozoa
Jean-Claude Tinguely', Sunil Bhatt?, Ankit Butola', Mona Nystadq®*, Dalip Singh Mehta?,
Krishna Agarwal' (' Institute of Physics and Technology, UiT The Arctic University of Norway, Tromso,
Norway, *Department of Physics, Indian Institute of Technology Delhi, New Delhi, India, > Department of
Clinical Medicine, UiT The Arctic University of Norway, Tromsa, Norway, *Department of Obstetrics and
Gynecology, University Hospital of North Norway, Tromsa, Norway)

3SAA-3 Statistical Physics Meets AlphaFold: Universal Folding—Function Scaling and Evolutionary
Trends
Qianyuan Tang', Zecheng Zhang', Weitong Ren?, Jun Wang? (' Hong Kong Baptist University, HKSAR,
China, >Wenzhou Institute, Univ. Chin. Acad. Sci., China, *Nanjing Univ, China)

3SAA-4 Fluorescence and label-free microscopy to study keratocytes from Atlantic salmon
Deanna Lynn Wolfson, Dhivya B. Thiyagarajan, Bilal M. Afzal, Marie Mikkelborg, Azeem Ahmad,
Balpreet S. Ahluwalia, Roy A. Dalmo (UiT The Arctic University of Norway)

3SAA-5 HICHERIC BT BBFET 2 2 /N E KaiC DEEREE
Structural Evolution of Clock Protein KaiC on Ancient Earth
Olitle 3£Z (G072
Yoshihiko Furuike (Institute for Molecular Science)

3SAA-6 NANOSPACER: Nanofluidics for single molecule metrology of extracellular vesicles,
biomacromolecules and amyloids in solution
Oliver Vanderpoorten (UiT The Arctic University of Norway)
U
Closing Remarks

3SBA  EMRKICHITHEH - TEFA - ERETEORMEWR

Bioluminescence Interdisciplinary Collaboration between Experimental and Theoretical Approach

F—HF A= L BT BEAS), WA sk (FREIEAS)

Organizers: Miyabi Hiyama (Gunma Univ.), Norifumi Yamamoto (Chiba Inst. of Tech.)

09:00~11:30
B &5 (2% 103+104) . Room B (Meeting Room 103+104)
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Bioluminescence, the emission by a substrate and an enzyme, is extensively utilised for investigation of temporal
changes in cell proliferation, observation of drug and cancer cell metastasis pathways, detection of microbial pollution in
food hygiene testing, and so on. Because of their usefulness, protein mutants and substrate analogues for different
bioluminescence colours have been developed as emission probes. However, the emission mechanism, which can
explain the colour change and high quantum yield of wild substrates, remains unknown. To understand the
bioluminescence mechanisms, the interdisciplinary collaboration of organic synthesis, quantitative measurements,
quantum chemistry calculations, molecular dynamics simulations, and molecular biology is indispensable. In this
symposium, we exchange information for the newest results for interdisciplinary collaboration between experimental
and theoretical studies of bioluminescence.

3SBA-1

3SBA-2

3SBA-3

3SBA-4

3SBA-5

3SBA-6

FUBIC
Opening Remarks

EAFNFERE BEFRELERS in vivo K1 X =2 > Ti%

Innovation of NIR luciferin analogues using firefly bioluminescence for in vivo imaging
Nobuo Kitada'?>3, Genta Kamiya', Jumpei Hatakeyama', Ryohei Moriya*, Masahiro Kiyama’,
Satoshi Iwano®, Takashi Hirano!, Shojiro Maki'>? (\Grad. Sch. Info. Eng., UEC, *Env. Saf. San. Mgmt.
Ctr., UEC,3CNBE, UEC, *Fac. Sci., Kitasato Univ., > Tenure-Track Prom. Off., Univ. Miyazaki)

R EIVEYPREABRTRLFOERNVTR

Theoretical study for firefly bioluminescence substrate analogs
Ol AR T (HEHKSE)

Miyabi Hiyama (Gunma University)

REANVEA0F) L OBFEID U TIVT o L MNYERBEHER

Time-resolved serial femtosecond crystallography of the bioluminescent protein Aequorin
ORI 7, it = (HEK - 5)

Maiko Moriguchi, Toru Nakatsu (Fac. Pharm. Sci., Wakayama Med. Univ.)

NATUy F QMMM BEI RV —EICE BT F U > OEMRAERIC OV TOIERVAR
Theoretical study on the bioluminescent process of Aequorin by hybrid QM/MM free energy
method

OZHAR Y, v fetls 2, rpadt =5 3, #k s 1 (0 BORBERE, 2 RUKPBESE, 3 B RE)

Tomohiro Ando', Toshiya Funahashi?, Toru Nakatsu?, Shigehiko Hayashi! (Grad. Sch. of Sci. Kyoto
Univ., *Grad. Sch. of Pharm. Sci. Kyoto Univ., 3Sch. of Pharm. Sci. Wakayama Med. Univ.)

HRONVD T 5—EEB/RT S
Resurrecting the ancient luciferase
OXRY #i— (hERK - ISR A)
Yuichi Oba (Dept. Env. Biol., Chubu Univ.)

BFYIaL—2 3> TRBFRZIOKEDR
Molecular Simulations of the Ancient Glow of Fireflies
OlA s (T-HETHEKRF)

Norifumi Yamamoto (Chiba Tech)
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3SBA-7

3SBA-8

3SBA-9

ROFRIR IV RERERIIBET DRERE NI EOELLZNER

Biochemical analysis of the purple pigment protein localized in the light organ of the hatchetfish
OKEF HEA L, REF KHb2, 49 HETY L5 74+ ¥ a8 3 BEE 544 A3 |l 5,

K #— 1 (VIR - IS AR, 2 RIS - AR RS, 3 ok mokAE A IR -
T - BRI T S RN A K - N F 4 T R)

Gaku Mizuno', Daichi Yano?, Hinano Imai', Jose Paitio'~, Yasuhiro Isogai®, Tsuyoshi Shirai’,

Yuichi Oba! (!Col. Biosci. Biotech., Chubu Univ., ?Dep. Apl. Chem. Biochem., Nat. Ins. Tech. Wakayama
Col., 3Univ. Sao Paulo, *Dep. Pharm. Eng., Toyama Pref. Univ., *Fac. Biosci.., Nagahama Ins. Biosci.
Tech.)

L2ETFHE—IRE GWI EDFHSR

Development of all-electron first-principles GWI" method
O BL5E - (bR R BE - 1)

Yoshifumi Noguchi (Grad. Sch. Eing., Shizuoka Univ.)

FEEL - —2HWER—2 TIVE IRV IRE EEDHEADICH

Semiconductor laser based portable picosecond pulse light source for biophysics applications
O/bk R 1, S ERE 12, Wl 5 — 1, & BF5 13, Pl B 3, Bl A0 O84S, Bkl 3 03 (TR
WIPEBE, 2 LR BB TR, 3 B0 LDseed, * fEHRPER T, 5 TE G R &M 1)

Masataka Kobayashi!, Keisei Shibata'-2, Hidekazu Nakamae!, Changsu Kim'?, Takashi Ito?,

Miyabi Hiyama*>, Hidefumi Akiyama'-?* (\ISSP, Univ. of Tokyo, >Grad. Sch. Pure and Appl. Sci, Univ. of
Tsukuba, 3LDseed Co., Ltd., *Grad. Sch. Sci. Tech., Gunma Univ., >Gunma Univ. Center for Food Science
and Wellness)

bWIC
Closing Remarks

3SEA  NMR DOF AR E BR L EFFFRNOTAOH R

Advances in NMR Methodologies and Applications to Complex Biological Systems/Landscapes

F—HFHA¥— BH EE EEREXE), BK B (KR
Organizers: Yoshitaka Ishii (Science Tokyo), Yoh Matsuki (Univ. Osaka)

09:00~11:30
=15 (R%E 201) Room E (Meeting Room 201)

This symposium highlights cutting-edge development of NMR technology, including ultra-high-field NMR (e.g., with
'H frequencies exceeding 1 GHz) and hyperpolarization techniques, which enable the study of challenging biological
targets, such as amyloid aggregates, glycolipids, high-molecular-weight proteins, and membrane-bound proteins, for
structural biology. The program also highlights modern NMR methods/applications to characterize heterogeneous/

complex proteins in motion and biological systems under conditions mimicking cells and tissues. Additionally, the
symposium explores the integration of NMR with other complementary methods like cryo-electron microscopy
(cryoEM) for structural/functional analyses.

3SEA-1

FL®IC
Opening Remarks

Innovations in Sensitivity-Enhanced High-Dimensional Protein Solid-state NMR and

Applications to Amyloid Proteins
Yoshitaka Ishii (/nstitute of Science Tokyo)
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3SEA-2 8% DNP-NMR Bz BV -E0EOHEEMER, BEDHEHEIMEDORR
Development of protein interaction and structural dynamics studies using dissolved DNP and
isotope-aided NMR
A #e—, Wz b ER, O 2 A # 7 Bk - &AM
Ken-ichi Akagi, Tatsuya Ikenoue, Yohei Miyanoiri (Inst. Prot. Res., Univ. Osaka)

3SEA-3 ElfA NMR # AV AREHEOR 7Y O OREHENLHR
Residue-specific insights on microbial rhodopsins using solid-state NMR
Oy 1 (BEEEER - BeB L)
Izuru Kawamura (Grad. Sch. Eng. Sci, Yokohama Natl. Univ.)

3SEA-4 PFIANACERRELBE - XX T 17 RHER
Structural and kinetic insights into molecular chaperones
Oz &g (R - i)
Tomohide Saio (JAMS, Tokushima Univ.)

3SEA-5 KEEEICH T 52 NTEMIEREE MPlase DHEEERITRE
Functional roles of the endogenous glycolipid MPlase in Escherichia coli
O # (> bV —AEFHFRE)

Kaoru Nomura (Suntory Foundation for Life Sciences)

3SEA-6 Methods and Instruments for High-Field MAS DNP toward Intracellular Structural Biology
Yoh Matsuki (Inst. Prot. Res., Univ. Osaka)

bW
Closing Remarks

3SFA  H¥EMR THDIEMYENRED S DEKOEFEHRR
Interdisciplinary investigations into the biophysics of the origins of life

F—HF A~ Tony Z Jia (RBEXF), ERH (BEMTEERE)
Organizers: Tony Z. Jia (Hiroshima Univ.), Yutetsu Kuruma (JAMSTEC)

09:00~11:30
=15 (8#% 202) . Room F (Meeting Room 202)

The origins of life is an interdisciplinary field requiring collaboration and input from many disparate disciplines,
including biophysics, chemistry, geology, and more. Each of these fields approaches the question of the origin of life
with a different mindset, using different techniques and analyses. Only by combining ideas and research from multiple
fields can we begin to approach answer such difficult questions. In this symposium, we highlight new research which
combines biophysics with at least one other discipline to answer significant questions related to the origins and
evolution of life both on Earth and elsewhere.

EL®IC
Opening Remarks

3SFA-1 Enzymatic Condensates as self-regulating systems for metabolic efficiency

Paola Laurino'? ('Okinawa Inst. of Sci. & Tech. Graduate Univ., *Institute for Protein Research, Osaka
Univ)
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3SFA-2 EWmICH T B RBRRBIR & BNFRIFI
Thermodynamic constraints and the choice of metabolic pathways in life
O e !, 2 A HBE L KR B0 2, il 27 23 (P R KT-RE, 2 L2 7eiT A4 e ik g
I BERIFTE 7 — 22, 3 HORURHE R - M BR A A 72 )
Mayumi Seto!, Risa Sasaki', Hideshi Ooka?, Ryuhei Nakamura®?® ('Nara Women's University,
2Biofunctional Catalyst Research Team, RIKEN Center for Sustainable Resource Scienc, *Earth- Life
Science Institute (ELSI), Institute of Science Tokyo)

3SFA-3 RBICH T B ATHAOEFRREMICOVT
The Potential of Artificial Cells Functioning under In Situ Deep-Sea Conditions
OHL fRiflt, WA ke, %30 A2, AR KA, WGAR HEnh (e oe b sE k)
Yutetsu Kuruma, Hidetaka Nomaki, Noriyuki Isobe, Daisuke Matsuoka, Yasuhiro Shimane (Japan
Agency for Marine-Earth Science and Technology)

3SFA-4 BEATEDOH Y 7 > JICH T 28PZHEIK
Thermodynamic constraint on the coupling of currency metabolites
Ol #71 &il #ge 2 (Y BF - 45 BDR, 2 BH4%K « ELSD)
Jumpei Yamagishi!, Tetsuhiro S. Hatakeyama? ('BDR, Riken, 2ELSI, Science Tokyo)

3SFA-5 BFHFBVEEROEBREEYRHTOKS I
Electrons and the origin of three divisions of life
OFE 8 GRETERTIE B FERRE - BI8)
Masaru Konishi Nobu (JAMSTEC)

3SFA-6 HBERR CO2 ICL BBARITE N U ARTEMN B RERAK
Supercritical CO. promotes prebiotic nucleotide synthesis via dehydration condensation
OB BEA 1, BN FHRHT 2, BREF feeF 3 (O SRR s ERAE GBI E, 2 W 78 PR SE A 8
BRI T 1 7 T A3 HFOERHA R A B L be)
Kosuke Fujishima', Shotaro Tagawa?, Kohei Morino?® (! Earth-Life Science Institute, Science Tokyo,
2Institute for Extra-cutting-edge Science and Technology Avant-garde Research Japan Agency for
Marine-Earth Science and Technology, 3School of Life Science and Technology, Science Tokyo)

3SGA  EHAIRE x [EHFE DY) FH < EPF O TR
Integrating Measurement and Information Science: Unlocking New Frontiers in Biology
JST CREST [E#ifEtRIEH |

F—HFAY— ARG RS GLisEXE)

Organizers: Tamiki Komatsuzaki (Hokkaido Univ.)

09:00~11:30
G &5 (2% 203) Room G (Meeting Room 203)

Cutting-edge research, like AlphaFold, highlights the transformative role of information science in life sciences. The
integration of measurement and information science is redefining how we approach data acquisition. Traditionally,
efforts have focused on optimizing experimental conditions beforehand or analyzing data post-measurement. However,
reinforcement learning now enables real-time optimization during measurements, drastically accelerating processes
while maintaining mathematical accuracy. This symposium brings together experts from diverse fields, including
biophysics and information science, to explore the forefront of measurement informatics in biology. Join us to discover
how this interdisciplinary collaboration is reshaping the future of biological research and innovation.
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3SGA-1

3SGA-2

3SGA-3

3SGA-4

3SGA-5

3SGA-6

3SGA-7

LI
Opening Remarks

FAA 2747714 7 ADERE EER —188REHAID 5 EHFHBIEETA —

Development and Evolution of Measurement Informatics - From Intelligent Measurement
Analysis to Innovative Measurement and Analysis -

OBR K (MWKPECIARAT =4 T AEE)

Takashi Washio (Faculty of Business Data Science, Kansai University)

M/ MRESFE x ATHRE

Intelligent platelet biology

O&H 4 1234 (P ERFRFBEH AR A EL, 2 A ) 7 4 V=T RKFut v A
BLAERAEAR AR, 3 B2 TER AT ZERE, ¢ WAL KA EBRS 6, / X—=va ¥ - A= —
MFgEE v 5 —)

Keisuke Goda'»** (! Department of Chemistry, University of Tokyo, *Department of Bioengineering,
University of California, Los Angeles, 3Institute of Technological Sciences, Wuhan University,

“International Center for Synchrotron Radiation Innovation Smart, Tohoku University)

Theoretical Perspectives on the Hidden Structures in Biological Systems
Ayaka Sakata'? (Dept. Infor. Sci. Ochanomizu Univ., >RIKEN AIP)

2 fRaEt AR & AU - iiia & A SR 1 SRR E(E R AT

Single-cell analysis of interactions between immune cells and cancer cells using dual-cell
measurement technology

OlH TE CRBOKE: ESER 2T

Satoshi Yamaguchi (SANKEN, Univ. of Osaka)

BEY M)y I RERAWEF/R7RFECLD 2N EREHDOHER

Voltage-Matrix Nanopore Profiling for the Discrimination of Protein Mixtures

Sotaro Uemura', Ryo Akita', Lysenko Artem', Keith Boroevich', Tatsuya Yokota2, Daiki Kawai',
Ryo lizuka', Tatsuhiko Tsunoda! ('Grad. Sch. Sci., Univ. Tokyo, *Dep.Comp.Sci, Nagoya Inst. Tech)

SHBYINFAI VI RAT—AOHEERICAG B ST AXRTMVEIS L ZIUTS
F—LERWET—ZXZRET ¢

Toward a Cross-Layer Understanding through Biological Multimodal Data: A Case Study Using
Raman Spectroscopy and Transcriptomes

Ozt MfE 12 (P BUL =W 7erT A dr B RERH = 78 & > & —, 2 TR R B SO MR R - e )
Tomonobu M Watanabe!"? (\RIKEN BDR, 2RIRBM, Hiroshima University)

SHEINT A Al B3R < EMZORF

Unveiling New Frontiers in Biology with Measurement-Intervening Al
O/Migs R (ALK - BF0F, (b2 BOSEDR ML)

Tamiki Komatsuzaki (RIES, WPI-ICReDD, Hokkaido Univ.)
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3SHA EBDERTY AT LZFRIEKRIEICK Y REMICERKT S
Understanding the high-dimensional biological systems rationally through prediction and
verification

EZ3 ssTCREST [FRIfEs]

F—HF1H¥— LR HE (FRPXF), $F K (FHEXF)
Organizers: Atsushi Mochizuki (Kyoto Univ.), Itaru Imayoshi (Kyoto Univ.)

09:00~11:30
H 215 (237 204) RoomH (Meeting Room 204)

It is thought that biological phenomena such as cell differentiation, homeostasis or intelligence arise from the dynamics
of high-dimensional systems consisting of the interactions of numerous biomolecules. In recent years, there has been
rapid development in three areas: 1) measurement technology that can capture the dynamics of multiple variables with
sufficient time and spatial resolution, 2) information science and theoretical science that can not only interpret dynamics
but also provide predictions and experimental guidelines, and 3) technology for dynamically manipulating biomolecules
to provide feedback between measurement and prediction. In this symposium, we will invite researchers who have
developed these new technologies and have achieved elucidation of the dynamics of high-dimensional biological
systems to give presentations and hold discussions. We hope that this symposium will lead to increased interaction
between different methods and open up new avenues for systems biology.

FUBHIC
Opening Remarks

3SHA-1 RBEFOFEE AV HERAROFRESHE A H =X LORE
Uncovering Novel Transcriptional Regulatory Mechanisms of Neural Stem Cells Using
Optogenetic Approaches
O% 12 (VROK - Bisk b, 2 50K - BEZER)
Itaru Imayoshi'? ('Grad. Sch. Biostudies., Univ. Kyoto, *LiMe., Univ. Kyoto)

3SHA-2 Nano-electrokinetics #*BEh /- EB)RE & B—MfaDHENEE 2O 5
Nano-Electrokinetics Links Hidden Transcriptomic Dynamics to Stochastic Single-Cell Behavior
OFfre Wi 12, 5L S5 12, &1 RPEAR— I 12, Zeje 540 12 Bf 22K00 V2, 1 3 2 (0 K-
& AEAF, 2 BEAF - BHAH)
Hirofumi Shintaku'2, Akifumi Shiomi'?, Taikopaul Kaneko!, Misa Minegishi'~?, Kotaro Torii'-2,
Arata Tsuchida? ('LiMe, Kyoto University, 2CPR, RIKEN)

3SHA-3 De co de, predict, and control biological systems through single-cell omics and modelling
approaches
Kenji Kamimoto'23 ('Research Institute for Microbial Diseases, The University of Osaka, >Premium
Research Institute for Human Metaverse Medicine (WPI-PRIMe), The University of Osaka,
3Bioinformatics Center; The University of Osaka)

3SHA-4 B - [RIRE Ca? A X —TY L U DNHS HICT IRBREDOHEN R Y NT—Vi8E
High-speed, Large-FOV Ca?' Imaging Reveals Functional Cortical Network Architecture
ORIl IET (BML2ARFTERT  hRepEmseE > 4 —)
Masanori Murayama (RIKEN Center for Brain Science)
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3SHA-5 v M7—=9 b ROY —ICHRT 24EmHRE CHBEEA
Biological functions and functional modules originated in the topology of chemical reaction
networks
O= A HR |, IN &, #2100 A 2, #2008 #0134, R —i 345 (W RURK - BRAERT, 2 BRK -
Be L2, 3 BUHRK - BetE B, ¢ BARRLH ATt - JEREE W22 Jein, 5 HARRL = Jebsns - &
Rl RTE v 5 —)
Atsushi Mochizuki', Yuhei Yamauchi', Hironori Sugiyama?, Yuhei Goto>*, Kazuhiro Aoki>*> (!LiMe,
Kyoto Univ., *Sch. Eng., Univ. Tokyo, 3Grad. Sch. Biostudies, Kyoto Univ., *NIBB, NINS, SExCELLS,
NINS)
HhI
Closing Remarks

3SIA  AI#ifaE& 2<% - 2H534FFy /00—

Molecular technologies for creating and utilizing artificial cell membranes

F—HFHA¥—  RE XH (ERERHEFMAZRAS), HEE— @WFLP)
Organizers: Kazuma Yasuhara (NAIST), Kenichi Morigaki (Kobe Univ.)

09:00~11:30
| &5 (R#E 205) . Room | (Meeting Room 205)

The cell membrane performs complex functions through the supramolecular assembly of lipids and membrane proteins.
Despite significant advances in molecular biology, complete understanding of the intricate design principles remains a
challenge. Efforts to construct artificial cell membranes by the hybridization of synthetic and natural molecules provide
a reconstructive approach to unravel the functional design principles. This symposium will explore cutting-edge
molecular technologies, such as the creation of artificial membranes and membrane protein mimicking molecules,
aiming to replicate the complex structures and functions observed in the natural cell membranes.

3SIA-1

3SIA-2

3SIA-3

FL®IC
Opening Remarks

AREREESSFCREMNTF N EERS

Mimicking Membrane-Active Peptides with Synthetic Amphiphilic Polymers

ORI FIE 1234 (| BREWMKBEWE, 2 ZRREMKET VI V7)) —v 4 ) R=Yavey
y—, 3 WREWMKBET — & BBV £ =0 Rl Y v & — A BREWKBER 714 V7 A%t
vy )

Kazuma Yasuhara'»3* (\Div. Mat. Sci., Grad. Sch. Sci. Tech., Nara Inst. Sci. Tech., *Ctr. Digital Green-
innovation, Nara Inst. Sci. Tech., 3Data Sci. Ctr., Nara Inst. Sci. Tech., *Medilux Res. Ctr, Nara Inst. Sci.
Tech.)

NTFREREP S5 TEBIEENSGTY y Mg E 205
Peptide-Lipid Hybrid Vesicle with Phase-Separated Domains

ObH —# 12 (VERL KK BRBEG AL, 2 BT CSRS)

Motoki Ueda'? (\Dept. Appl. Chem., Tokyo Metropolitan Univ., >RIKEN CSRS)

RERFFORT 1 7 A0S DIEEEER! DNA T/31 X

Lipid Membrane-Translocating DNA Devices for Next-Generation Molecular Robotics
OUFF H—R8 (RALKRBEL - 1K)

Shin-ichiro M. Nomura (Dept. Robotics, Grad. Sch. Eng., Tohoku Univ.)
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3SIA-4

3SIA-5

3SIA-6

3SIA-7

B S 27 LOBEICET FOERT— X -2BEWMNT TU v FOKE

Design of red blood cell ghost-metal compound hybrids for construction of catalytic systems
Ol k38 (GLaTERR EaFl)

Tomomi Koshiyama (Coll. Life Sci., Ritsumeikan Univ.)

ATEEEX 1 P FEREEZAVE, BSFORBERER
Combining an artificial membrane and a single-molecule imaging technique to investigate the
function of membrane protein
SIS (EISLAS AR & ¥ 5 — T80
Rinshi Kasai (Natl. Cancer Ctr. Res. Inst.)

ATHEBEFFE IO X A 2 ORERME

Optical Manipulation of Molecules and Domains in Biological Membranes Models
OAA &L, Al R, B 287, MUN Tz (AKX - BEsl)

Yasushi Tanimoto, Shunya Moriyama, Kyoko Masui, Chie Hosokawa (Grad. Sch. Sci., Osaka
Metropolitan Univ.)

RTFRFIT 4 R)ERNNE—ALATEADE S 2N BEABKTORE
Reconstitution of membrane proteins in a micro-patterned model membrane using peptide
nanodisc

OFfIE f— 12, /b e 2 IR B 2 Bl 367 2, AR S W pk ek (VAR - N+ o
TFOV, 2R - BERS SR - BEBAE, 4 KRBRATIK - BEBLSE)

Kenichi Morigaki'-?, Aika Komatsu?, Masato Koezuka?, Fuko Kueda?, Yasushi Tanimoto'4,

Fumio Hayashi® ('Biosignal, Kobe Univ., *Grad. Sch. Agri. Sci., Kobe Univ., >Grad. Sch. Sci., Kobe
Univ., *Grad. Sch. Sci., Osaka Metropol. Univ.)

EbHI
Closing Remarks

3SJA

BE2CNVEF EHHROBEE 2NV EL SEBET S
Chronoproteinology: protein-driven understanding of biological time

FWEEEAHRE (A) (BB NI EE

F—HFHAH¥— Kk Bt (REXE), FHEE (KRXZ)
Organizers: Koji Ode (The Univ. of Tokyo), Yoshie Harada (The Univ. of Osaka)

09:00~11:30
J =15 (£8%F 206) RoomJ (Meeting Room 206)

Neuronal firing, circadian clocks, and circa-annual rhythms—Iife’s phenomena span a vast range of time scales.
“Chroproteinology”, launched at 2024 as a KAKENHI Transformative Research Areas, seeks to understand how the
biochemical and biophysical properties of specific proteins generate the distinct time information characteristic of each
biological process. In this symposium, we will introduce ongoing efforts to elucidate the time scales—from minutes to
years—and the protein properties that underlie them.
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3SJA-1

3SJA-2

3SJA-3

3SJA-4

3SJA-5

3SJA-6

3SJA-7

LI
Opening Remarks

BEE T1205F : 47 LB T 2BEEAH 21 v —~OH%E

120 years for flowering: Challenge to the ultra-long timer in bamboo

ORI, ol 222, il SR 2 AR T3 (V& BK - Bedidn R, 2 28 RABU K, 3 Bu0K -
e

Tomoaki Muranaka', Nozomu Takahashi?, Motomu Endo?, Yoko Hisamoto® ('Grad. Sch. Bio. Agri.,
Naoyga Univ., *Grad. Sch. Sci. Tech., NAIST, 3>Grad. Sch. Agri., Univ. of Tokyo)

BRICH T 2 EEIEEFEN LB R RRE

Transcription-Independent Circadian Rhythms in Green Algae

O $hitk (LHLKRZ: B AEWRARE R aig)

Takuya Matsuo (Laboratory of Molecular Biology, Department of Biosciences, School of Science,
Kitasato University)

Exploring the molecular origin of self-sustained circadian oscillator through clock protein
evolution
Atsushi Mukaiyama (Dept. of Biosci. and Biotech., Fukui Pref. Univ.)

STI/NYTFUTORBRENBR ) XLICKEAD pH 5 2 558

Effect of pH on the cyanobacterial circadian oscillator in vitro

OZ=% (BhE) AFET 12 Bl 353 ik 9 12 5N —ili 3 (AlEK - B2 A EK -
EEEIRTERE, 3 SLATEE K - ZEGRLR)

Kumiko Ito-Miwa'2, Yasuhiro Onoue?, Takao Kondo!?, Kazuki Terauchi® ('Grad. Sch. Sci., Nagoya
Univ., 2IAR, Nagoya Univ., *Ritsumeikan Univ.)

BIE Y X LDERERHES SUOREMEICED 5 RTE

Waveform distortion for temperature compensation and synchronization in circadian rhythms
Shingo Gibo'3, Teiji Kunihiro?, Tetsuo Hatsuda', Gen Kurosawa' ('RIKEN iTHEMS, >Yukawa Institute
for Theoretical Physics, Kyoto University, 3Institute for Basic Science)

HRENEHRRICLDIBEES T > THE

A thermal signaling mechanism driven by intracellular endogenous heat generation

TS Rt 1 B2 ORER B T (VBOK - BedE, 2K - b a—= > - X N— AHETZE
Pri)

Shunsuke Chuma!, Yoshie Harada?, Kohki Okabe' (' Graduate School of Pharmaceutical Sciences, The
University of Tokyo, 2PRIMe, The University of Osaka)

RERHIC K B 8EAFIVH / 1 FEBREBOERE & HEMEES

Repetitive Input Drives Network Refinement and Stimulus-Specific Output in Connected Neural
Organoids

Yoshiho Ikeuchi'? ('Institute of Industrial Science, The University of Tokyo, *Institute for AI and
Beyond, The University of Tokyo)
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X=Y 2RIy L Mini-Symposium

1HH (9B 24H (K)) Day1 (Sep.24 Wed.)

1MSF

NYGIWEAF I ADRHHR  RIFAA—T 2T, A, XT 1 HIVIEA
Unlocking Vesicle Dynamics: Advanced Imaging, Al, and Biomedical Applications

*—#7F 4 ¥ — : Seohyun Lee (REXZ), HO FH (Rt
Organizers: Seohyun Lee (The Univ. of Tokyo), Hideo Higuchi (Tohoku Univ.)

18:50~20:30
F 15 (R¥% 202) RoomF (Meeting Room 202)

This symposium introduces advanced analytical methods and imaging techniques to explore vesicle dynamics and their

broad implications in biology and disease. Topics include cutting-edge approaches to vesicle transport analysis using
advanced imaging techniques and artificial intelligence, comprehensive studies on microbial vesicles with potential
applications in vaccine development, and pioneering efforts to understand molecular machinery through exosome
engineering as well as synthetic vesicle membrane research. Notably, the symposium will highlight MINFLUX, a
revolutionary super-resolution imaging technique recently published in Science, which enables nanometer-scale insights
into molecular mechanisms within live cells. By integrating diverse biophysical perspectives with the latest techniques,
this session seeks to enhance our understanding of vesicle dynamics and their implications in the biomedical field.

1MSF-1

1MSF-2

1MSF-3

1MSF-4

1MSF-5

Al $1fi % &R U 7= £l A/ s OIE# Cm (T

Al-Powered Characterization of Vesicle Transport in Live-Cell Systems

O4 vear (FEAE¥)

Seohyun Lee (The University of Tokyo)

High-precision tracking of kinesin-1 stepping inside cells using single- and dual-color MINFLUX
nanoscopy

Takahiro Deguchi!, Tobias Engelhardt?, Nikolay Sergeev?, Malina Iwanski*, Roman Schmidt?,
Christopher Heidebrecht’, Savannah Cattarius®, Lukas Kapitein®, Timo Zimmermann', Jonas Ries’
('European Molecular Biology Laboratory, *Abberior Instruments GmbH, 3Max Perutz Labs, University
of Vienna, *Utrecht University, *University of Heidelberg)

Structural analysis and advanced live imaging reveal vesicle dynamics of SID1-mediated uptake
of large dsRNA molecules

Akira Takai'2, Kaoru Kumazaki®, Toshikuni Awazu®*, Taketoshi Kambara?, Shunya Murakoshi?,
Takafumi Kato®, Masahiro Hiraizumi®, Yoshiaki Kise?, Tsukasa Kusakizako?, Tomohiro Nishizawa’,
Yasushi Okada!-248%-10 Osamu Nureki® (Grad. Sch. Med., Univ. Tokyo, >BDR, RIKEN, 3Dept. Bio. Sci.,
Grad. Sch. Sci., Univ. Tokyo, *Grad. Sch. Front. Biosci., Osaka Univ., *Dept. Biochem., Univ. Oxford,
Grad. Sch. Eng., Univ. Tokyo, "Grad. Sch. Med. Life Sci., Yokohama City Univ., *Dept. Phys., Grad. Sch.
Sci., Univ Tokyo, *UBI, Grad. Sch. Sci., Univ. Tokyo, ""WPI-IRCN, IAS, Univ. Tokyo)

Bacterial Membrane Vesicles: Biology, Functions, and Medical Applications

Ryoma Nakao, Takehiro Yamaguchi, Kimihiro Abe, Yukihiro Akeda (Dept Bacteriol. I, Natl. Inst. Infect.
Dis., JIHS)

Creation of biological phenomena using asymmetric vesicles

Koki Kamiya (Grad. Sch. Sci. & Tech., Gunma Univ.)
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1MSG EFOSHIHVWEEYYEZOIOACT47
Frontiers in Biophysics Spun by the Society of Young Scientists

F—HFA Y- EIERF (LBEXR), BH EF @FKXF)
Organizers: Mitsuki Shibagaki (Hokkaido Univ.), Masako Fujii (Kobe Univ.)

18:50~20:30
<15 (£#% 203) 'Room G (Meeting Room 203)

The Society of Young Scientists has played an important role in training future generations in scientific research. In
biophysics, the Society of Young Scientists in Biophysics started its activities before the foundation of the Biophysical
Society of Japan and has produced many prominent researchers. This symposium aims to present the latest development
of the Society of Young Scientists in Biophysics and the state-of-the-art science of young researchers who have been
involved in the recent advances of this Society.

[ 46¥]
Opening Remarks
1MSG-1 BEBROH BRENT F FOBRFBELHES S Z0OSE L SEF LD
Solubilization strategy of aggregation-prone antimicrobial peptides and evaluation of their
diverse multimerization properties
Mitsuki Shibagaki, Jeremia Oktavian Chrisnanto, Kosuke Maeda, Tatsuya Arai,
Dessalegn Abeje Tefera, Hiroyuki Kumeta, Fumi Hirai, Tomoyasu Aizawa (Grad. Sch. Life Sci.,
Hokkaido Univ.)
IMSG-2 BRSPS RATELVANINIANIAARNT Y > DOSHM
Diversity of Viral Heliorhodopsins Uncovered through Spectroscopic Analysis
OXKE # (&K - BT
Ritsu Mizutori (Grad. Sch. Eng., Nagoya Inst. Tech.)
1IMSG-3  #ET 7 F > DOiIVE(L
Microtubulation of the bacterial actin
O Kt V2, A EF 1, B H EA 23, ik B4Z 14, Robert C. Robinson®S (! B LI - #5513k
1, 2 KREAK - BEBl, 3 KBRAK - B, ¢ MK - B AR, S w1 s v v ) X7«
K - A LE)
Daichi Takahashil-2, Nobutaka Numoto', Makoto Miyata>?, Jian-Ren Shen!*, Robert C. Robinson'-
('RIIS, Okayama Univ., >Grad. Sch. Sci., Osaka Met. Univ., 3’OCARINA, Osaka Met. Univ., *Grad. Sch.
Environ. Life. Nat. Sci. Tech., Okayama Univ., *Sch. Biol. Sci. Eng., Vidyasirimedhi Inst. Sci. Tech.)
IMSG-4  FERE ATP ARBRICHEOMAICE S L Ky 7 ZHIEEE
Mechanism of redox regulation by region specific to chloroplast F,F,-ATP synthase
ORI KRR 1, FiAk — 2, AU 83 (Y ESEBUAR A IR ZET, 2 BRI R 2, A IFJE R b
KE)
Kentaro Akiyama!, Ken-ichi Wakabayashi?, Toru Hisabori® (! The National Institute of Advanced
Industrial Science and Technology, *Kyoto Sangyo University, 3The Graduate University for Advanced
Studies)
1MSG-5 BERNS JUORIDEERZ AV 7t BB % BREE R AAD DFRERIE DREER
Structural and kinetic insights into the catalytic mechanism of acetoacetate decarboxylase AAD
OFY B A 12, Rindfleisch S6ren!2, Auer Florian'2, Gingeleit Lukas'2, 3 3%#} 3, Bielecki Michael?,
Rabe von Pappenheim Fabian'-2, Penka Elke'-2, Kluger Ronald*, JZH #&% 3, Tittmann Kai'2 (! 7" v
TA YT YR GFEERS,MPL ERE 3 Ty T4 Y VR - BERAEER A br v PR
1b3)
Masato Ishizakal?, Séren Rindfleisch'-2, Florian Auer!?, Lukas Gingeleit'-2, Tat Cheung Cheng?,
Michael Bielecki?, Fabian Rabe von Pappenheim'?, Elke Penkal*?, Ronald Kluger*, Eri Sakata?,
Kai Tittmann'-? (\Dept. Mol. Enzymol., Univ. Géttingen, *Multidisciplinary Sci., MPI, *Inst. Auditory
Neurosci., Univ. Med. Center Géttingen, *Dept. Chem., Univ. Toronto)
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1MSG-6

1MSG-7

H#lE SMC E&FIE DNA &7 X > MERIEEICE >TDNA L2—FmIC k5> 205 - 3
b )

DNA Segment Capture Drives Unidirectional DNA Translocation of a Prokaryotic SMC
Complex: A Multiscale Simulation Study

OWN LS, 79 v ¥ —= Yany = M, il B GURAY - #%)

Masataka Yamauchi, Giovanni Brandani, Tsuyoshi Terakawa, Shoji Takada (Dept. of Biophys., Kyoto
Univ.)

T—AN—ZBRRERY XTI 3aLb—2a &FALE, P#ETIVLCERBRORIEE
TREEREAT

Creation of the medium-chain alkane producing enzyme by using the enzyme database search
and the docking simulation

OLE 8, AT W, B A (K - iS4 )

Hisashi Kudo, Akihiko Kondo, Tomohisa Hasunuma (Engineering Biology Research Center., Kobe
Univ.)

FbWIC
Closing Remarks

IMSH  BEDZ N7 ERRUREREDE =

Recent developments in protein hydrogen visualization in Japan

F—AFA Y- Bh FHEA (REAZ), FE X (QST)
Organizers: Ichiro Tanaka (Ibaraki Univ.), Kazuo Kurihara (QST)

18:50~20:30
H &5 (S¥% 204) RoomH (Meeting Room 204)

Determining the positions of hydrogen atoms in biomolecules is an essential theme in life science. A groundbreaking
neutron detector developed in Japan about 30 years ago has spread to research reactors around the world and has been of
great help in determining hydrogen positions. Nowadays, neutron analysis technology is steadily improving thanks to

the next generation of accelerator-based neutron sources in Japan and US. On the other hand, cryo-EM has also been
attracting attention for its ability to obtain hydrogen position information, and we are now in an era where Al can predict
the structure of biomolecules one after another. In addition to classical neutrons, we will consider future directions,

including recent efforts to visualize hydrogen position information.

1MSH-1

1MSH-2

1MSH-3

1MSH-4

BA L FRITEBE F/0 & LA HRHBRRK

Introduction and current status of neutron diffractometers worldwide

Oy FHafl (FIRAK:)

Ichiro Tanaka (/baraki University)

TOF B BfE SRt FEIITEEE iBIX OBV & ¥R EHE

Current status and future prospects for TOF type single crystal neutron diffractometer iBIX
Katsuhiro Kusaka, Terutoshi Sakakura, Haruki Sugiyama (NIAPC, CROSS)

Measurement of hydrogen properties using cryo-EM and ED

Koji Yonekura'? ('\RIKEN SPring-8/, 2IMRAM, Tohoku University)

FHEFDHIAY I X MERBITICEZ2BWAY Y F— AOKMBEDHE

Neutron D/H contrast crystallographic study of hydration structure of hen-egg-white lysozyme
OZr AT |, 415 2812, IR 15 2, H e AT 3, B R BaA ¢ (P 50K - AT, 2QST, 3 KK - Bt
# T, 4CROSS)

Toshiyuki Chatake', Tomoko Sunami?, Satoru Fujiwara?, Ichiro Tanaka?, Katsuhiro Kusaka* (\KURNS,
2QST, 3Grad. Sch. Sci. Eng., Ibaraki Univ., *CROSS)
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1MSH-5 BONVEDEHDRHS L EETH A LT3, -hHFE NNMR BFRRY ZEHNTF Mg
A OEAIFREOVEBEFIORE & £ DOFIR-
Designing main-chain flexibility of proteins. Principle of site-specific relaxation of peptide bonds
and an application in protein design
OT%Er»BY CKWmE)
Kaori Chiba (National Institute of Technology, Ibaraki College)

1MSH-6 BEREAVEZCNVERTUFEREBEORRICE T TR ERFR
Monochromatic Neutron Diffractometers for Protein Crystallography at Present and in the
Future in Japan
OZRIE ANG3 1, Wree sBY 1K BE96 1, A A R 2, KR s 3, 2640 1R AT 4, Fh b AR HE 4,
SPEP B LS, R ORER LS (\QST - &AAT, 2 JETF- 0 8HE - BraBRmigedn, 3 5T U8R - J-PARC t,
AIUK - BEATE, 5 T-3EK - cQUEST)
Kazuo Kurihara', Fumiaki Kono', Rumi Shimizu', Itaru Tamura?, Takashi Ohhara3,
Toshiyuki Chatake?, Rintaro Inoue*, Yu Hirano'-*, Taro Tamada'® (\iQLS, OST, 2New Res. Reactor
Promo. Office, JAEA, *J-PARC Center, JAEA, *KURNS, Kyoto Univ., >*cQUEST, Chiba Univ.)

MSI  ZNTETHA L ADFEW
Invitation to Protein Design
F—HFAH— g BFE (DFREHER), R E CELCZHER)
Organizers: Takahiro Kosugi (IMS), Ai Niitsu (RIKEN)

18:50~20:30
| &15 (£5%F 205) . Room | (Meeting Room 205)

The field of protein design has been honored with the 2024 Nobel Prize in Chemistry, highlighting its transformative
potential and the promising future. Now, the technology is expected to be of interest to many researchers and to be
applied across a broad range of research fields. In this symposium, talented early-career researchers introduce their
cutting-edge technologies, the latest advancements, and forthcoming challenges in protein design and its applied fields.
We aim to provide useful information for researchers in diverse fields, enabling them to incorporate protein design
technologies into their own research. Furthermore, we hope this symposium serves as a catalyst for innovations and
increased excitement in protein design.

oI
Opening Remarks
1MSI-1 Al BBINSARFTHLL  BONTEE, ZO%EAN
Al-guided biomolecule design: protein and beyond
O%ik # (JLHKRSE - Kk L)
Yutaka Saito (Dept. Front. Eng., Kitasato Univ.)
1MSI-2 ETZINITVZILERY NT—7BREME L LBRYTHA D EOHR
Development of enzyme redesign strategy combining evolutionary algorithm and network theory
Ol #5 (R - %)
Shogo Nakano (Grad. Div. Nut. Sci., Univ. Shizuoka)

1MSI-3 Molecular Programming Using De Novo Designed Proteins
Zibo Chen (School of Life Sciences, Westlake University)
1MSI-4 A Rapid and Universal Pipeline for GPCR Structure Determination through In Silico Construct

Optimization and de novo Protein Design
Hideaki Kato (7he University of Tokyo)

bWIC
Closing Remarks
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1MSJ

T/ LBEDREEMFEC  ERERROME
Elucidating the Principles of Genome Organization: Bringing Together Theory and Experiments

7+ —7# 74 ¥ — : Giovanni Brandani (R#X%), A% HHR (QST)
Organizers: Giovanni Brandani (Kyoto Univ.), Hidetoshi Kono (QST)

18:50~20:30
J &5 (£H=E 206) RoomJ (Meeting Room 206)

Functional genome organization emerges from a complex interplay of structural and dynamic factors across multiple
scales. This symposium will bring together experimentalists and theoreticians to discuss key aspects of genome

organization, including the action of SMC complexes, chromatin structure and dynamics, and 3D genome

compartmentalization. By fostering interactions between theory and experiments, we aim to stimulate new insights,

where experimental observations inspire theoretical models and computational predictions guide new experiments. This

symposium includes contributions from diverse perspectives to advance our understanding of genome organization and
create a dynamic exchange of ideas within this rapidly evolving field.

1MSJ-1

1MSJ-2

1MSJ-3

1MSJ-4

1MSJ-5

1MSJ-6

1MSJ-7

FL&IC

Opening Remarks

EZ & MIBAOSREPREFOLZH - YENEE

Chemical and physical properties of human mitotic chromosomes in living cells

OH H¥ A (K - ZBH)

Kayo Hibino (/nst. Protein Res., Univ. Osaka)

DNA HHREED S LBHEDIRDIEVZHS LICT D

Deciphering the behavior of chromosomes through DNA replication dynamics

O ) (BULmisesr  AdrbEReft=mise > 5 —)

Ichiro Hiratani (RIKEN Center for Biosystems Dynamics Research)

E N/ LT —2BENT / T—2 3 > % B L ZXRELHEBE L EER

Large-scale comparative analysis of the 3D genome structure for data-driven annotation of the
human genome

O Be—RB (RRURAEE A dr B2 iF 72 )

Ryuichiro Nakato (Institute for Quantitative Biosciences, the University of Tokyo)

Enhanced A/B Compartment Assignment: Improved Consistency, Orientation, and Resolution
with HiC-SCA

OYXAF4 ¥ Fx ¥ A% ¥ il H 12 (1QST,2 THAZ)

Justin Chan!, Hidetoshi Kono'? ('iQLS, OST, *Center of Quantum Life Science for Structural
Therapeutics (cQUEST), Chiba University)

Ab—22>H7Ta=v b Sccl ANV v 7 BB OB EHEERT

Structural and Functional Analysis of Conserved Helical Regions in the Cohesin Subunit Scc1
OARTN BESE, Wi 1 GLHERK - BEEw)

Yoshimi Kinoshita, Tomoko Nishiyama (Grad. Sch. Sci., Kyoto University)

Phase diagram approach to elucidate the organization principle of mitotic chromosome
Tetsuya Yamamoto (/CReDD, Hokkaido Univ.)

JAYFI R A OEDEEY A X3 m e HAT 2 LB LR

A universal theory describes chromatin domain size distributions across species

O #r Ok - fadhak—)

Shin Fujishiro (FIFC, Kyoto Univ.)

U
Closing Remarks

- S99 -



MEESK (FLERKH) Oral Presentations (Student Presentation Award)

1HH (9B 24H (K)) Day1 (Sep.24 Wed.)

1GA B2 NVHE i, e
Protein: Structure, Function
BR B 3a (FEAR), Nk X (REXH)
Session Chairs: Kenji Sugase (Kyoto Univ.), Hideaki Kato (Univ. Tokyo)
15:10~18:25
A£i5 (RH#%F 101+102) Room A (Meeting Room 101+102)

1GA001 FHI 7 * —/ E3K adenosine 5'-phosphosulfate kinase DI&ERFHT
Structural analysis of adenosine 5'-phosphosulfate kinase from Entamoeba histolytica
O 51, B H3E Y, Bl 30 2, BRI i — R AR Y (0 OB S5l R 2 Rk T35A
FRFFERE IS A T, 2 R R S B R 2 28T
Ryo Hatanaka!, Hina Yuasa', Fumika Mi-ichi?, Jyun-ichi Kishikawa', Tomoo Shiba! ('Fac. Applied
Biol., Kyoto Inst. Tech., *Inst. Tropical Medicine, Nagasaki University.)

1GA002 RTF P READEEMOEAERAVAEZ NI EOEFEET —2D—RAIU—22 7
Primary screening of structural data obtained by electron microscopy using planar distortion of

peptidebonds
OB B Y, 677 AT 2, KB &2, T3 280 1 (KRR, 2 5K BAHE, ° BERHIF T -PARC
5y )

Mahan Kunii!, Toshiyuki Chatake?, Takashi Ohhara®, Kaori Chiba' (' National Institute of Technology,
Ibaraki College, 2KURNS, Kyoto Univ, 3J-PARC, JAEA)

1GA003 PRMT1 EEE EWS OEEHBED 5 BRT 5 EH RS
Substrate recognition mechanism considered from the complex structure of PRMT1 with
substrate EWS
Ot sz 1R #5723, B BT 2, 1A S8R0, G R4 1, it 1 We7- 2, B0 56R1 2,
KA FEHR 34 Ny 2 — B0 5, Nk 2 !, Bk T 34, RADR #AE 2, 5 R 1 (Y BROK - BT,
2 ARSI, 3 HHr el FE T SR, A LUK - S A F I 7 AW v v —, 5 Hk
K- EmEBRER)
Nobuyuki Endo!, Sachiko Toma-Fukai®?, Hinako Koshimura?, Akihiro Kawamoto', Mika Hirose',
Akiko Tkegami?, Miwa Kuzuhara?, Hiroaki Daitoku®*, Koichiro Kako®, Takayuki Kato!,
Akiyoshi Fukamizu®#, Hironari Kamikubo?, Genji Kurisu! (\IPR, Univ. Osaka, >NAIST, >AMED-CREST,
4TARA, LES. Univ. Tsukuba)

1GA004 FAZEARAFF 2 - U7 —EOERERADIN—THEEICL 2BREEANDHZE
Effects on the enzymatic activity of the loop structures in methionine y-lyase from Glycine max
OFRH 71, 8 B3 L 5 B8R Bl R 2, RN ] 2, F05 3K 3, )1 s — 1 i 3,
Fode B2 AR AR (VIR - BE - SR, 2 BEILOK - BE - BRBEAEG, 3 LK - BE - AUBCRE
#)
Shu Morita!, Haruna Makino', Kanta Inoue', Daiki Yokoyama?, Atsushi Okawa?, Taku Teshima?,
Jun-ichi Kishikawa!, Kenji Matsui®, Kenji Inagaki?, Tomoo Shiba! ('Fac. Appl. Biol., Grad. Sch. Sci. and
Tech., Kyoto Inst. Tech., *Grad. Sch. Env. & Life Sci., Okayama Univ., 3Grad. Sch. Sci. & Tech.,
Yamaguchi Univ.)
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1GA005

1GA006

1GA007

1GA008

1GA009

1GA010

1GA011

KREMZINVEFUS DR FEHHEY I 2L —2 a3 L ICL B EHER ERAEMBEROGER
B & BRSO E M D AEER

A Universal Mechanism of Nucleic Acid Binding by Protein Structured and Intrinsically
Disordered Regions Revealed by Molecular Simulations

ORE H—W, LR wH ORERH R E ar B T2 be)

Soichire Kijima, Akio Kitao (/nst. Sci. Tokyo, Sch. Life Sci. Tech.)

BEREHR L- X F 4 = 2 i BREER MetDC (CH 1T B Tyrd21 D1EE]

Role of Tyr421 in L-Methionine Decarboxylase, MetDC, from Kitasatospora aureofaciens
OFF b 8k 1 BUEP ISR, AR 5 1, 204 PR 1) RN 3] 2, AfdE B 2, Ry — 1, Al A !
(VRCERRER - B - AR, 2 LK - B - BREEAEGy)

Kanta Inoue', Haruna Makino', Shu Morita!, Kaito Chadou', Atsushi Okawa?, Kenji Inagaki?,

Jun-ichi Kishikawa!, Tomoo Shiba' (\Dept. Appl. Biol., Grad. Sch. Sci. and Tech., Kyoto Inst. of Tech.,
2Grad. Sch. Env. & Life Sci., Okayama Univ.)

E. coli-expressed Influenza H1N1 Receptor Binding Domain is immunogenic in mice and
produces neutralizing antibodies against live virus

Le Ngoc Thao Tu', Md. Din Islam!, Ching-yu Tseng?, Wei-li Hsu>?3, Toshio Yamazaki*,

Trong Thang Ha!, Allen Huynh!, Yutaka Kuroda'? (!Dept. of Biotech and Life Sci., Grad. Sch. of Engr,
TUAT, *Grad. Inst. of Microbiol. & Public Health, Coll. Vet. Med., NCHU, *GIR, TUAT, *RIKEN Cent.
for Biosyst. Dyn. Res., SInst. Biotech & Food, CTU)

NTFFEEB GPCR ICH T 2/ M3 FLEMDEL 2RI

Small chemical molecules exhibit distinct mechanisms of action towards a peptide-binding
GPCR

OB P, Fr B A#S 34, bk FO5A 12, 1L B3R 12, /085 950 ©, 7T 5% 45, Ik 9e0] 12 (1 3
REFRZBEE SR IERE, 2 ROGUR AT AR £ > & —, 3 SUBR e B B, 4 SRR
RFFERERE(IIIS), 5 SUP R EEFEEHER, © UK AR BEAs & UL 7e8t)

Yuzhong Gu!, Arisa Shinkai**, Kazuhiro Kobayashi'?, Kouki Kawakami'?, Asato Kojima®,

Tsuyoshi Saitoh*®, Hideaki Kato'-? (\Graduate School of Science, The University of Tokyo., *Research
Center for Advanced Science and Technology, The University of Tokyo, *Graduate School of Pure and
Applied Sciences, University of Tsukuba, *International Institute for Integrative Sleep Medicine (WPI-
111S), University of Tsukuba, >Institute of Medicine, University of Tsukuba, °*Graduate School of Arts and
Sciences, The University of Tokyo)

M, BEU M, LAY L 2EBEOY T &2 A TBREEMALICEE T 2 FR5 2R

Infrared Spectroscopic Insights into Subtype-Selective Activation of M, and M, Muscarinic
Receptors

OKEF Wi 1, 4200 B34 1, Sk b Bk 2, 5 0F TR 2, 4l B 2 AR 358 3 il Bk 2 (V4T
KBEL2BEEREK - B3 ALK - AT N4 477 70y —gets ¥ —)

Moeka Mizuno!, Yuya Sugiura!, Akitoshi Inoue?, Chiyo Suno?, Ryoji Suno?, Hideki Kandori'?,

Kota Katayama'? ('Grad. Sch. Eng., Nagoya Inst. Tech., *Kansai Medical University. Medical.,
3OptoBioTechnology Research Center., Nagoya Inst. Tech.)

FZXETA MBRMCLDKDEAF IV ZAERDY o-7 I 57— EEMICRITTHE

Change in water dynamics by osmolytes affect the activity of a-amylase

OWiJIT =24 1, R 581 2, 28 Fsl b (VSRR - BBy, 2 T30 - BeBiy)

Sachika Furukawa!, Hideaki Shirota?, Mafumi Hishida' ('Grad. Sch. Sci., Univ. TUS, *Grad. Sch. Sci.,
Univ. Chiba)

FUELYHRPHRERRS N EDORER EHREERER

Discovery and Functional Characterization of Beetle-type Antifreeze Proteins in Snakeflies
O RS !, [ FH 528 1, e E 5% 2, AR 12, b s 12 (VBK - B 2EK - Seum i)
Kaho Uchizawa', Kosuke Maeda!, Sakae Tsuda?, Tomoyasu Aizawa'2, Tatsuya Arai'-? ('Sch. Sci.,
Hokkaido Univ., *Fac. Adv. Life Sci., Hokkaido Univ.)
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1GA012

1GA013

BROTOM EELIZ Y &R LRR FF-ATP SRBZEORE

Exploring natural F,F,-ATP synthase with multiple proton transport units

ORM BB AU HER 2, W sl | WFd 8T 13 (0 SOROR LR ZE RS AL~ E g, 2 3K
WRPE KPR LRI NA ALY V=7 ) Y 7HY O WHKET T % 5 ) —~ IV ARF%E
FAE)

Mahiro Katano', Riku Marui?, Hiroshi Ueno!, Hiroyuki Noji'* (' Department of Applied Chemistry,
School of Engineering, University of Tokyo., 2Department of Bioengineering School of Engineering,
University of Tokyo., *Research Institute of Planetary Health (RIPH), The University of Tokyo)
BE—EEPTF v 2IVEMEE T 2EREM B AV v 7 ANTF FOSEREOHER
Analysis of the association state of amphiphilic B-helix peptides with channel activity in lipid
bilayers

Orpills S N, Fei Rl 1, 32 #1258 2, AHAR SBi 3, R J 3, it 2 4, 1P v ) 2, 1A il !
(VBRSO R BE I L ARHE, 2 R IR Y LA AFJERE, S Wk 7u v 7 1 7H A >
AR, 4 BALAT ST A Ar R AT SE e v & —)

Haruto Nakajima', Daisuke Sato!, Zugui Peng?, Fumihiro Kayamori®, Kenji Usui?, Ai Niitsu?,

Ryuji Kawano?, Izuru Kawamura' ('Graduate School of Engineering Science, Yokohama National
University., *Department of Biotechnology and Life Science, Tokyo University of Agriculture and
Technology., *Faculty of Frontiers of Innovative Research in Science and Technology, Konan University,
4Laboratory for Dynamic Biomolecule Design, Riken Center for Integrative Medical Science.)

1GB

BNV E o, RREM

Protein: Property, Intrinsic disorder

ER:#HF—EF (E¥XY), BHELE (TEXD)
Session Chairs: Kazumasa Sakurai (KINDAI Univ.), Noritaka Nishida (Chiba Univ.)

15:10~18:10
B &5 (2% 103+104) Room B (Meeting Room 103+104)

1GB001

1GB002

1GB003

BT TOE1—IVREZ N U FRERNT + — LT 1 > TREBOEHR{L

Visualizing co-translational folding pathway mediated by Molten-Globule (MG) state

O/NTY HE—W1 12, R T3, FHi N L il 2 1 (P ORBROR S - S EVRLRFSERR, 2 KIBROK: -
KEF B AT bR JE AL, 3 KBRS 7 7 F VBB - SE€ 5 7 4 DDS Wf%Et > & —)
Yuichiro Konishi'2, Kanako Akamatsu?, Takehito Tanzawa!, Takayuki Kato' (!Institute for Protein
Research, The University of Osaka., >Graduate School Frontier Biosciences, The University of Osaka.,
3Center for Advanced Modalities and DDS, The University of Osaka.)

FUS-ALS RREZERGOHIEHP N TTERREICH T 5 ATP OIHI A H =X L

Mechanistic insights into ATP's inhibition of phase separation and aggregation of ALS-linked
FUS variants, R495X and P525L

OdeAy &8s 1, @A —K L SRl A6 2 K FJ0 L ALRB— 80 |, S i 3, el 58 12 (1 Az
R - BEdkar, 2 SLaRERRAE - SRR, 3 ERRHT - N LHIRERFTE L > 4 —)

Keiji Kitamura!, Itta Tsukui!, Miyu Arayama?, Ayano Ohshima', Soichiro Kitazawa!',

Tomoshi Kameda?®, Ryo Kitahara'? (\Grad. Sch. Pharm., Ritsumeikan Univ., >?Col. Pharm., Ritsumeikan
Univ., 34rt. Int. Res. Ctr., AIST)

Corynebacterium glutamicum \Z& T BRISH A VIV ERREL 127 T U BERBEOESHIK
AH=ZX L

Catalysis-dependent mechanism of citrate synthase condensation in Corynebacterium
glutamicum

ORR B, vl 2002 55 &80 123 (VHOK - BERAEFR, 2 JUK - CRIIM, 3 BE4F CSRS)
Makoto Nagaoka!, Makoto Nishiyama'-2, Saori Kosono!?? (\Grad. Sch. Agric. Life Sci., UTokyo,
2CRIIM, UTokyo, *RIKEN CSRS)
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1GB004

1GB005

1GB006

1GB007

1GB008

1GB009

1GB010

1GB011

EDD v > TRHECKD 2N ERAESHICBET 2 RERAEN

Kinetic analysis for Protein liquid-liquid phase separation by pressure-jump spectroscopy
OBy HERER L AT SR 2, Jbhd ZEe 1 Julil 58 12 (iR - Bedas, 2 varfik - 36%)
Yutaro Shiramasa!, Manato Morishita?, Keiji Kitamura!, Ryo Kitahara!* (\Grad. Sch. Pharm. Sci.,
Univ. Ritsumeikan, >Coll. Pharm. Sci., Univ. Ritsumeikan)

sm-FRET & & U s KR KIEICE D SARS-CoV-2 DN 22 /N B > H—FEIED RNA AD
EEICH T BB DOREE

Roles of the linker region of the N protein of SARS-CoV-2 in the association to RNA by sm-
FRET and fluorescence correlation spectroscopies

Shion Ishikawa!??, Takahiro Kimura!?, Takuya Katayama'?2, Syamil MA Husna®?, Yuji Itoh!3,

Satoshi Takahashi'?3 (! Graduate School of Life Sciences, Tohoku University, *Institute of
Multidisciplinary Research for Advanced Materials, Tohoku University, *Department of Chemistry,
Graduate School of Science, Tohoku University)

aB-7 XAV ROZFDODWRICED a X7 LA REDEILDBEE

aB-Crystallin and its fragment prevent aging of a-Synclein droplets

OREF Mk | My A4 !, 8 L Hidi |, Carver John A2, 284 #4881 (1 45 KB - B, 2Res. Sch. Chem.,
ANU.)

Kenji Fujitsuka', Keisuke Yuzu!, Yuki Michiue!, John A. Carver?, Eri Chatani' (!Grad. Sch. Sci., Kobe
Univ., *Res. Sch. Chem., ANU.)

FSRYALF 2 49127 TR DR T 270~ 7 1 T U ILVOER

Characterization of Protofibril Formed by Transthyretin 49-127 Fragment

O#cH B 1 i B Al H4 ! AR A8 2, R 4 3, 6 1 ARRER 3, 4210 RN 3, 6 As 8!
(VRER - BEBL, 2 BRIEREK - IR, 3 sERBET)

Yuzuki Masuda', Seiya Nakao!, Keisuke Yuzu', Naoki Yamamoto?, Ken Morishima®, Rintaro Inoue?,
Masaaki Sugiyama®, Eri Chatani! ('Grad. Sch. Sci, Kobe Univ., 2Sch. Med., Jichi Med. Univ., *KURNS,
Kyoto Univ.)

TIVERIVERT F NIC & 3 R-RIBSBEREDSFEV A S OHIE

Controlling the molecular uptake of liquid-liquid phase separated droplets using Alkylated
peptides

OWF Bk (WILR%:  F£28)

Ibuki Yamashita (Fac. Pharm. Sci., Univ. Toyama)

FAYHADERICEEThBZKRAZEM 2 /N nacrein DIBES 1 F 3 7 X8R

Structural dynamics of nacrein, an intrinsically disordered protein in a shell of Pinctada fucata
O TN AFE 2, Ik B ARKRHE 2, #2100 1R 2, gk @A 1 (P BORBER, 2 SURBLA T

Yuto Namikawa!, Ken Morishima?, Rintaro Inoue?, Masaaki Sugiyama?, Michio Suzuki' ('GSALS,
2KURNS)

IDP #5BEE AL /=AY I DNA » 5 DRMEN L 2NV BRBRR

Oligo assembly enhanced by IDP droplet for efficient cell-free expression

OLBy RE L BN BESE L, Wi HEAT 12 (VRORURS: - LR - IGHLE, 2 R FE T 7 4 5 ) —
NIV ATSEHERE)

Taiji Ueno!, Yoshihiro Minagawa', Hiroyuki Noji'? (\Dept. Applied Chemistry, Sch. Eng., Univ. Tokyo.,
2Research Institute of Planetary Health (RIPH), Univ. Tokyo)

TIA-1 (251 % RRM & & 0¥ RRM-LCD #HE/EA I & 2 13 BRI A8 DO RFEA

Mechanistic analysis of TIA-1 phase separation driven by intramolecular RRM—RRM and RRM—
LCD interactions

O TH MG E— 1234 2 FR 023, S Z33s | s Il |, ek B8 1 (VREKR - BEl s
A 2INEBK BNz F Y - 54T 54 F I 7 AW, 3 L EK - R iEkC
HETHX TNy MEWER, A BEK - BREER YA VAT 4 T a— )

Kazuki Kondo!, Shinichi Tate'>*#, Kyota Yasuda'>3, Natsumi Tane', Tomomi Iso!, Yuka Araki'
("Grad. Sch. Sci., Univ. Hiroshima, *RcMcD, Univ. Hiroshima, 3WIP-SKCM2, Univ. Hiroshima, *MIMS,
Univ. Meiji)
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1GB012

®ME S 2787 B Nopp140 DN IN— U D EMLIS RS REIEREEZ MRS € 3
Hyperphosphorylation of nucleolar protein Nopp140 accelerates mitotic nucleolar disassembly
OMGAS M 1, et it 2, P b Bk 2, 50 oA T (1 RO A A AR AR R, 2 Il be R B L
)

Hisashi Shimamura', Yuki Norizoe?, Takahiro Sakaue?, Shige H. Yoshimura' (!Grad. Sch. Biostudies,

Kyoto Univ, >Coll. Sci. Engr, Aoyama Gakuin Univ)

1GC

BUNVE RHA, BONVHETIE, BEVNVE, NAITZTICYT
Protein: Measurement, Engineering, Membrane proteins, Bioengineering

EBR:HEGE (KRXZ), 8K BN (REXZE)
Session Chairs: Nobuyasu Koga (Osaka Univ.), Kiyoto Kamagata (Gifu Univ.)

15:10~18:25
C %145 (&= 105+106) . Room C (Meeting Room 105+106)

1GC001

1GC002

1GCO003

1GC004

1GCO005

R AFM BERIC K 2 EEEEEM 7 I 04 FOBMEREME IC X 2 R MRBIEBOMEEH
High-speed atomic force microscopy reveals surface-catalyzed elongation mechanism of fungal
functional amyloid

Oy wge !, ARKS 3 2, S 2, 3 R % 45, vl Bz 2, BB sl ' (0 AL RBE - =, 2 &R
K- F 7 EGALEBIZERT, 3 IR - A, 4 5OKRBE - &, 5 5OKBE - HiBRey)

Nao Takahashi!, Tatsuya Kimura?, Yuki Terauchi®, Akira Yoshimi*?, Takahiro Watanabe-NakayamaZ,
Keietsu Abe! ('Grad. Sch. Agri., Tohoku Univ., >2WPI-NanoLSI, Kanazawa Univ., > RCTMR, Yamaguchi
Univ., *Grad. Sch. Agri., Kyoto Univ., *Grad. Sch. Glob. Env. Stud., Kyoto Univ.)

— 3 FEHAEME SRBREFEEERICL SRS O FU7TOTF — AORBIEIT
Single-cell mitochondrial proteome profiling via combining single-molecule fluorescence
microscopy and proximity labeling

OFH EW 2 A=<y F7 477 B & KE L AL HE— 134 (RS WM E
AT AP (ICeMS) |, 2 BRI FR2AER, 3 KBRS A dnbe e 7o), ¢ ROk 2R be Axdy
FreEprgest)

Misaki Tsuchida'2, Latiefa Kamarulzaman'-, Sooyeon Kim!, Yuichi Taniguchi'-** (\nstitute for
Integrated Cell-Material Sciences (iCeMS), Kyoto University, 2Faculty of Agriculture, Kyoto University,
3Graduate School of Frontier Biosciences, Osaka University, *Graduate School of Biostudies, Kyoto
University)

BENHNE 2 NIETF YA TRYANERETIVICEZBEX 7 LAY — LOBEE
Reconstruction of ancestral nucleosomes using an evolutionary model that incorporates
structural constraints through protein design

OFk 858 1, AT ALt 2, S s w220 (U Rtk - Bl - AW B, 2 240K - Ml A B2
"Ly —)

Taiyo Hayashi', Koya Sakuma?, Tsuyoshi Terakawa!, Shoji Takada' (' Dept. Biophys., Grad. Sch. Sci.,
Kyoto Univ., *CeSPI, Nagoya Univ.)

BEEELE SO Epxd 7/ R7OXRTF R #BREH DIRSE

Exploring the peptide discrimination capabilities of multiple constriction Epx4 nanopores

OB ERE #51 1, PIIE HIK 2, H A0 2, 18P ) D (0 B K - BedRdr Lo, 2 bR - Bedkdy
Rrepfsest)

Ayako Ijuin!, Kota Naito?, Yoshikazu Tanaka?, Ryuji Kawano! ('Grad. Sch. Biotech and Life Sci.,

TUAT, *Grad. Sch. Life Sci., Tohoku Univ)

JEREEL Y T (F Withdrawn
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1GC006

1GCO007

1GC008

1GC009

1GC010

1GCO011

1GC012

1GC013

Minimal RNA polymerase reconstruction

Riddhi Prashant Gondhalekar'2, Shunsuke Tagami?, Sota Yagi*, Kosuke Fujishima'2" (!School of Life
Science and Technology, Institute of Science Tokyo, *Earth-Life Science Institute, Institute of Science
Tokyo, *RIKEN IMS, *Faculty of Human Sciences, Waseda University, > Graduate School of Media and
Governance, Keio University)

De novo XTFRF/RT7DXAZERL D 2 THRER EICE -8E

Chimeric integration of a de novo peptide nanopore and its sequence optimization for improving
sensing resolution

O BE !, P K2, B B2 IS W] ! (BREUR IR - Bededr Lo, 2 bR - Bedk
Rk A FTER)

Ayaka Nakada', Kota Naito?, Yoshikazu Tanaka?, Ryuji Kawano! (!Department of Biotechnology and
Life Science, Tokyo University of Agriculture and Technology., *Graduate School of Life Sciences, Tohoku
University.)

BEERUNTF FEN LARNE S N EREY 2T LDORHR

Development of a wide range of protein delivery systems mediated by cell-penetrating peptides
O=i W&, #4 JEHE (REK - BeB L)

Akari Miwa, Koki Kamiya (Grad. Sch. Sci & Tech., Gunma Univ.)

EREHEEEADRILICE 2 ZBET7IVH > ERRIEDMHEL

Improving efficiency of two-step alkane synthesis reactions by enhancing enzyme interactions
ORI 35 1, 7 Bk | Bk 32 12 (00K - AUl - RGBS, 2 J0K - B - )
Shunya Okada!, Shunji Suetaka', Munehito Arai'? (' Department of Life Sciences, The University of
Tokyo, 2Department of Physics, The University of Tokyo)

R SENICEMH LT 2 TEMNFEDORRE

Development of a universal method to rationally activate enzymes

Ol Zetl !, o Brde | ik 5942 12 (V0K - IRESUL - AR BREE, 2 30K - B - WE)
Atsuya Watanabe!, Shunji Suetaka!, Munehito Arai'-? (\Department of Life Sciences, The University of
Tokyo, *Department of Physics, The University of Tokyo)

FIZAMFFAL T4 A= a3 &A= TRPMS O X #R 1 S FEIREETAI

Single-molecule X-ray analysis capturing the agonist-induced conformation of TRPM8

ORYH %5 12, RAGR FERL 23, 14 AR Kl 12, =12 FIIBA 23, fi 4 AR #k 124 (D SRp0K - Befia
R, 2 RERRAY, 3 BRTOK - BEARARER, 4 R BRI TE e v 4 —)

Haruto Machida'2, Tatsunari Ohkubo??, Daisuke Sasaki'*?, Kazuhiro Mio*?, Yuji. C Sasaki'?* (' Grad.
Sch. Frontier Sci., Univ. Tokyo, ?Natl. Inst. Adv. Ind. Sci. & Technol., >Grad. Sch. Med. Life Sci.,
Yokohama City Univ., *JASRI)

BRI NF—KFHHREOERER T IVIC K BT

Explaining Electrical Energy Dependent Cell Death Mechanisms Through Electrical Circuit-
Based Modeling

OBy K, B B, AR S8, i A, A HESC (BEIRRRY b B ER))

Taiki Hirohata, Sota Tanaka, Hideki Motomura, Yoshihisa Ikeda, Masafumi Jinno (Dept. of EEE, Grad.
Sch. of Sci. and Eng., Ehime Univ.)

FHRSEE®EI RNA 7727 —DIIG & £ D8R

Isolation and characterization of novel bright fluorogenic RNA aptamers

OHILI 8, Bl Both, LAY BURER, SU% 1 CGROK - Be3 - 4281

Tomotaka Tayama, Keisuke Ito, Sotaro Uemura, Ryo lizuka (Dept. Biol. Sci., Grad. Sch. Sci., The Univ.
Tokyo)
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1GD  HMRIEMFRIRE, HE - BE

Cell biology, Neuroscience & Sensory systems

EBE:#)ll T4 (KRALKXT), AHB (BHEIEXR)
Session Chairs: Chie Hosokawa (Osaka Metropolitan Univ.), Satoshi Tsunoda (Nagoya Inst. Tech.)

15:10~18:10
D &5 (2% 107+108) ~Room D (Meeting Room 107+108)

1GD001 RHEFHROIREOBMERICH T 2 FERTE & OB DB ZE
Passive responses of fibroblasts to extracellular stiffness and their active influence on
cardiomyocytes
OFJ#7 12, 585t 2 Pl K 2, =9k iz 2 (V0K - BRAEmrflas, 2 55K - BEELL)
Arata Nagai'?, Hiromu Kuwabara?, Yuuta Moriyama?, Toshiyuki Mitsui? (' Grad. Sch. Bio., Kyoto Univ.,
2Grad. Sch. Sci. and Eng., Aoyamagakuin Univ.)

1GD002 ZRTMNBREEBBEICLSMERT T & X FOBEkS L CHEESFHIT
Three-dimensional tracking of swimming and ciliary beating in Tetrahymena
OfH #N, ALK B8, 0T B, 1 HEE, KR B CRECRFR A BeR & S L se R
Hiroto Ishii, Akisato Marumo, Shin Yamaguchi, Masahiko Yamagishi, Junichiro Yajiama (Grad. Sch. of
Arts and Sci., Univ. Tokyo)

1GDO003 Modified model with myosin accumulation effect for mechanosensitive migration
Yuki Kimura', Chika Okimura?, Yoshiaki Iwadate?, Tatsunari Sakurai' (!Dept. Math. Eng., Musashino
Univ., *Grad. Sch. Sci. & Tech. Innov., Yamaguchi Univ.)

1GD004 FUIEEREET v 7 OITREIMZHEHT 2
Bacteria capable of drill-like propulsion adjust bending stiffness of the flagellar hooks
O/NE Wil |, R 558 2 PR 2 Al s 1 (0 BIDK - BRARARER O A T, 2 Bl K - ek
LT
Naoki Ogura', Aoba Yoshioka?, Daisuke Nakane?, Yoshihiro Murayama' (\Grad. Sch. Bio-Med. Sys.
Eng., TUAT, *Grad. Sch. Fund. Sci. & Eng., UEc)

1GD005 K BAR Vicsek EFIICLB 1 T2 L1 JENHPREOHBRERESHDS I 2L —2 3> LM
Simulation and Analysis of Collective Cell Migration in Early Embryos of Pholcus phalangioides
Using a Modified Vicsek Model
OH:a] AR (R R Ay R 22T
Hiroto Shoji (Faculty of Life and Medical Sciences, Doshisha University)

1GD006 ~ AUIANT Z2—DSHEBEHEE NV IVERICL > TRELLEN S
Flagellar wrapping facilitates directional movement in Helicobacter
O 255 1, IAY 1 S H M52, R WS, IR 423613, % W2, il KA ! (VEER
Bt - BEARPLL, 2 KK - BRAUAIGE, 3 RGBT - A )
Sarara Yokohama!, Naoki Uemura', Yoshiki Shimada?, Tsuyoshi Kenri, Emiko Rimbara?,
Tetsuo Kan?, Daisuke Nakane' ('Dep. Eng. Sci., UEC, 2Dep. Mech. Intell. Syst., UEC, 3Dep. Bact. II,
NIID)

1GD007 BERETI M A MNEFRLTOERERBMEREVDT I IFI o r—TIVEHBREEED
ZETEHETB
Rapid Integration of Two Keratocyte Sheets by Disassembling Each Other's Actomyosin Cables
Ok FHiE, WA T8, A8 5 QUK - BegUsekka - 2£9)
Kazuma Shimizu, Chika Okimura, Yoshiaki Iwadate (Grad. Sch. Sci. Tech., Univ. Yamaguchi)
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1GD008

1GD009

1GD010

1GDO011

1GD012

MreB ' &RMEICZ QT 5 XV EBRe s 4 & € 3 &% in vivo TEIRET B

In vivo visualization of how MreBs drive Spiroplasma motility in minimal synthetic bacterium
O J78 1, AR AE 2, KA M L, A Mt 3, = N 2, I 52 b (Ve - B -
2RRAAK - BEEE, 3 LK - TEHLAA)

Yoshiki Tanaka', Hana Kiyama?, Masaki Mizutani'!, Yusuke V. Morimoto?®, Makoto Miyata2,

Takayuki Nishizaka! ('Dept. Phys., Gakushuin Univ., >Grad. Sch. Sci., Osaka Metropolitan Univ., *Fac.
Comp. Sci. and Sys. Eng., Kyushu Inst. Tech.)

BERFER B2 HADH ORAMEREIC BV THIE & h 83 C.elegans DREIR{LIRR D53 F1#%
IR

Molecular mechanism of temperature acclimation in C. elegans regulated by the nuclear
function of fatty acid metabolizing enzyme HADH

OF Tk |, faA B, WA SEWE 1, =i !, K PRSP 2, S %2, K v L AR 88 03 (1 e
K HRFH AT TERHE Y = B ARSI~ W78, 2 EALR{RAWFFERT, SPRIME, AMED)
Yukina Mori!, Akihisa Fukumoto!, Misaki Okahata!, Toru Miura!, Yohei Minakuchi?, Atsushi Toyoda?,
Akane Ohta', Atushi Kuhara'? (!Laboratory of Molecular and Cellular Regulation Graduate school of
Natural Science Konan University, *National Institute of Genetics, Japan, >*PRIME, AMED)

EEAFM ILL B A FRBEERAEN LA CaMKIl 7 T X2 =51 F 37 ZDEE
High-speed AFM revealed dynamics of CaMKII clusters through intermolecular interactions
Ok K 1, R S0 2 A8 7516 3, S ik 24 (V&K - Bet / iy, 2 0K - WPI-
NanoLSL, 3 A BIF - bk REEHISC R > & —, 4 4Rk - Fresairal )

Taisei Suzuki!, Takashi Sumikama?, Hideji Murakoshi?, Mikihiro Shibata®* (!Grad. Sch. NanoLS.,
Kanazawa Univ., *WPI-NanoLSI, Kanazawa Univ., *Supportive Center for Brain Research, NIPS,
4InFiniti, Kanazawa Univ.)

EE AFM I & B CaMKlla/B AT OF U Iv — Dl & B D EiE

Architecture and Dynamics of CaMKIlla/B heterooligomers revealed by High-Speed AFM
OB B !, e S20) 2 A8 5106 3, S 8k 24 (1 &0k - Be, 2 €9UK - WPI-nanoLSI,
3ETRME - BBERERTII SR v 7 —, 4 BIRK - FreEai Al )

Keisuke Matsushima!, Takashi Sumikama?, Hideji Murakoshi?, Mikihiro Shibata®* ('Grad. Sch. Math.
& Phys., Kanazawa Univ., "WPI-NanoLSI, Kanazawa Univ., *Supportive Center for Brain Research,
National Institute for Physiological Sciences, *InFiniti, Kanazawa Univ.)

77 AREMS / NT VD RIETHEREANDOZE

Influence of positively charged nanobubbles to neurons

O — 1, K46 2, LT BOE 2 SR B2 MR ATET 2V RURSY: KRB S S k-
Jerk, 2 iR W rEREgERT)

Yifan Liu!, Takeshi Ohdaira?, Emi Kitakata?, Yoshihisa Harada?, Kumiko Hayashi? (' Graduate School of
Frontier Science, The University of Tokyo, >The Institute for Solid State Physics, The University of Tokyo)

1GE

DFE—4—, BB HEEaNVHE, F/Fy/00—
Molecular motor, Nucleic acid: binding protein, nanotechnology

ER:#EEE EFIRAFERAY), RE &¥ (FLUFRXE)
Session Chairs: Hiroaki Yokota (Grad. Sch. New Photon. Indust.), Takahiro Sakaue (Aoyama Gakuin Univ.)

15:10~18:10
E &5 (£#% 201) Room E (Meeting Room 201)

1GEO001

YY1IZ& % DNA 2 —/N—9 5 22— DirEEKEFRIHIEH
Concentration-dependent modulation of DNA superclusters by YY1
O% W, SN GRS K be Bl 7e )

Xi Yan, Tsuyoshi Terakawa (Graduate School of science, Kyoto University)
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1GE002

1GEO003

1GE004

1GEO005

1GE006

1GEO007

1GEO008

—%F FRET #3t&E P RT SARS-CoV-2 D4/ Ls RNA DiEE

Single molecule FRET spectroscopy reveals the structure of genomic RNA of SARS-CoV-2 virus
Takahiro Kimura'??, Takuya Katayama'?, Shinnosuke Saitou'?, Kamila Putridifa Priyambada',

Yuuhei Yamano!, Kazumitsu Onizuka'!-?, Fumi Nagatsugi'-, Shilpi Laha*, Athi N Naganathan®,

Yuji Ttoh!23, Satoshi Takahashi'->? (\IMRAM, Univ. Tohoku, *Grad. Sch. Life Sci., Univ. Tohoku, *Grad.
Sch. Sci, Univ. Tohoku, *IITM)

YU HF/ RiEICE B DNA BEHRLIERD 3D-BF ML

3D-Solid Materialization of DNA Data Processing Systems by silica nano droplets

OB EE, B &R GREURLARY L8 Ad L3R

Kengo Kurematsu, Ryuji Kawano (Department of Biotechnology and Life Science, Tokyo University of
Agriculture and Technology (TUAT))

BERVT7IVICEBHHAMEENR  DNABRIBEGRICL 2EEFRREX A v F 2 JHl@E
Cooperation/inhibition of polyamines on regulation of gene expression switching in relation to
higher-order structural changes of DNA

OB, PR KA 12, 51 #6F- 1, R B0A L 0 B — 1 (O RREREK - Bededn el 2
WA ELF 2T —NAF T AT L)

Haruto Ogawa!, Takashi Nishio!?, Yuko Yoshikawa', Takahiro Kenmotsu', Kenichi Yoshikawa!

('Grad. Sch. Life and Med Sci., Doshisha Univ., 2MolBiS, AIST)

In silico FRATIC & % GTP BEEHEY F,-ATPase D%

Design of GTP-driven F,-ATPase by in silico analysis

ORZE Rk |, AR BF 1, R sk 1 Ry 32— 2, B 14T 13 (U ROK B e L, 2 40 7Rkt
GER, 3 WK 7T & & U — )b ATFFEREA)

Tatsuya Oya', Ryohei Kobayashi!, Hiroshi Ueno!, Kei-ichi Okazaki?, Hiroyuki Noji'** (Grad. Eng.
Appl. Chem., Univ. of Tokyo, *Institute for Molecular Science, *RIPH., Univ. of Tokyo)
BEROTOMERE MV REIZ Y N EFT B FFATP ARBERONRETFROILER

Attempt to extend the design strategy for F F,-ATP synthase with multiple proton-driven torque-
generating units

Ok BLBK !, EWF 5 1 B 147 12 (VROR0R - BE LA, 2 UK - 77 4 7 1) — )V AFER
i)

Riku Marui!, Hiroshi Ueno!, Hiroyuki Noji'? (\Grad. Sch. Eng., Univ. Tokyo, *RIPH., Univ. Tokyo)
axle-less F,-ATPase O 1 D FEIEFEIC & > TRRE & h /-3 7/- & BEEhEFOBER

A new dwell-time discovery by single-molecule rotation assay of axle-less F,-ATPase

OWI A& 1, 1B 5 1 Sobti Meghna??, Stewart Alastair G.23, BF# 147 14 (1 UK - B2 T, 2Mol.
Struct. & Comput. Biol. Div., VCCRI, NSW, Australia, St Vincent’s Clin. Sch., Fac. Med., UNSW
Sydney, NSW, Australia, * JK « 7°F % & V) —~ )V AWHEHE)

Tomo Uchiyama!, Hiroshi Ueno!, Meghna Sobti®3, Alastair G. Stewart>3, Hiroyuki Noji'* (!Grad. Sch.
Eng., The Univ. of Tokyo., >Mol. Struct. & Comput. Biol. Div., VCCRI, NSW, Australia, 3St Vincent’s Clin.
Sch., Fac. Med., UNSW Sydney, NSW, Australia, *Res. Inst. Planet. Health (RIPH), Univ. Tokyo)

1 B FEHBIRUEREE £ AV - 5EM F-ATPase DR

Exploration of high-speed F,-ATPase with single-molecule assay and machine-learning
OZHER L, AR BE 1, LI Hsk 1 T B0 !, 50 4 2, B AT 1 (USloKR - - ik, 2 e
WA -KRL - F—IHF ALV 3HK - 7T 55—~V ATk

Kodai Miyake!, Ryohei Kobayashi!, Hiroshi Ueno', Mai Taguchi!, Yutaka Saito?, Hiroyuki Noji'»
('Dep. Appl. Chem., Grad. Sch. Eng., Univ. Tokyo, *Dep. Data Sci., Sch. Fro. Eng., Univ. Kitasato,
3RIPH, Univ. Tokyo)
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1GE009

1GEO10

1GEO11

1GE012

YAANYTIT ATP BRERICH TS a P T1=y b CRBMEICKZHEEL H =X LD
Revealing a Unique Inhibitory Mechanism of C-terminal Extension of a-Subunit in
Mycobacterial ATP Synthase

O #K 1, Y38 52 |, Meghna Sobti>3, 5 51 1, Alastair Stewart®®, P AT 14 (1 HOK - B
T84k, 2Mol. Struct. & Comput. Biol. Div., VCCRI, NSW, Australia, St Vincent’s Clin. Sch., Fac.
Med., UNSW Sydney, NSW, Australia, * K 77 £ ¥ V) — W 7et¥tE)

Ryota Tamura!, Ryo Watanabe', Sobti Meghna®?3, Hiroshi Ueno!, Stewart Alastair?3, Hiroyuki Noji'*
(4pp. Chem., Grad. Sch. Eng., Univ. Tokyo, *Mol. Struct. & Comput. Biol. Div., VCCRI, NSW, Australia,
38t Vincents Clin. Sch., Fac. Med., UNSW Sydney, NSW, Australia, *RIPH, Univ. Tokyo)

TR THREILAY T Ly —ZERICLBEEBE KIFIA ¥ 32 2 OEEMEBEDSE & HiEHEE
DIEE

Computationally identified suppressors rescue pathogenic mutations in KIF1A kinesin and
restore neurological function

Odb 0 L FR A 12 (VSRR - A drRhae, 2 ALK - SBRET)

Tomoki Kita!, Shinsuke Niwa'? (!Grad. Life. Sci., Tohoku Univ., *FRIS., Tohoku Univ)
LEETFATFHHEY 32— 32I0& D Fi-ATPase M 40°Y 7 X 7 v T B DRER
Investigating the 40° substep rotation mechanism of Fi-ATPase using all-atom MD simulations
OAMEG BK V2, 5547 3 L H AR 23 (e - BRBLTAE, 2 BUE - BESRAIFSET, 3 BEAT - B153
Bty v —)

Masahiro Motohashi'2, Eiro Muneyuki', Yuji Sugita®? (\Grad. Sch. Sci. Eng., Univ. Chuo, >RIKEN
Pioneering Research Institute, >RIKEN Center for Computational Science)

DNAFUHIBF/ X7 > J &ALV Kinesin-3 E— 42— 4% > /N & KIF1A DFEHE]

Force measurement of the kinesin-3 motor KIF1A using a programmable DNA origami
nanospring

O B3l 12, 58 1L7 3, AR BEAT 4 G0 6% 450, bk AT 2 (P H0K - Bedvsei, 2 K - 1
PR, 3 IHEK - BEEER, 4 BOK - Bed:dbkig, SNICT - R ICT, ¢ UK - IFReC)

Nobumichi Takamatsu'2, Hiroko Furumoto?®, Takayuki Ariga?, Mitsuhiro Iwaki*>¢, Kumiko Hayashi?
('Grad. Sch. Frontier Sci., Univ. Tokyo, *Inst. Solid State Phys., Univ. Tokyo, 3Grad. Sch. Med.,
Yamaguchi Univ., *Grad. Sch. Frontier Biosci., Osaka Univ., >Adv. ICT Res. Inst., NICT, °IFReC, Osaka
Univ.)

1GF

SR - ATHE - 88, %, F14F7 37X, BHiEE

Biological & Artificial membrane: Structure, Property, Dynamics, Signal transduction

ER XK ER (FREFHZENAZRAS), B2 T (5XP)
Session Chairs: Shiro Suetsugu (NAIST), Chiho Watanabe (Hiroshima Univ.)

15:10~18:10
F &5 (R¥%E 202) RoomF (Meeting Room 202)

1GF001

IREZRGERERZMEF v 2L TRPVI QMRS O X b — 7 O

Investigation of Crosstalk between Olfactory Receptors and TRPV1 Channels

Ol &< 5 12 B a2, B fr— 12 (0 KBRER A BE A RERT 7eRt, 2 KBRS SR
FRFFERT)

Sakura Moriyama'-?, Shuji Hinuma?, Shun'ichi Kuroda'? (\Graduate School of Frontier Biosciences,
The University of Osaka, >SANKEN, The University of Osaka)
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1GF002

1GF003

1GF004

1GF005

1GF006

1GF007

1GF008

1GF009

1GF010

1GF011

HBREER - 1 D TFEEICL ZHRRREEEE N X 1 BB ORERA

Mechanisms of hierarchical domain organization on cell membranes revealed by super-
resolution and single-molecule imaging

O Bt 1, I M 2, B s — W0 23, RIS BICR 4, Al WA S, R FERg 6, SR fe— 1123
(VISR KB - MR, 2 ENLASABIZE 7 —BFZERT, 3 IR K - iGCORE, 4 HUHRK - iCeMS, * il
RHEER R BER S, ¢ Ik - 1)

Toui Kawai', Rinshi S. Kasai?, Koichiro M. Hirosawa??, Takahiro K. Fujiwara*, Akihiro Kusumi®,
Yasunari Yokota®, Kenichi G. N. Suzuki'->? (\UGSAS, Gifu Univ, ?Natl. Cancer. Ctr. Res. Inst,,
3iGCORE, Gifu Univ, *iCeMS, Kyoto Univ, *OIST, ®Dept. Eng., Gifu Univ)

Development of nanoforce polydiacetylene-based biosensors and tailoring their properties by
integrating additives

Fabiano Altieri':2, Kaori Sugihara®? (!Graduate School of Engineering, University of Tokyo, *Institute of
Industrial Science, University of Tokyo, *Department of Physical Chemistry, University of Geneva)
Synergistic Interaction between LL-37 and HNP-1 for Reducing Cytotoxicity on MDCK-I

Jing Zhang!, Yuge Hou!, Takashi Yasuda?, Siu Yu Angela Chow!, Soshi Ito', Mizuho Otuska',
Yoshiho Ikeuchi!, Xiang Li2, Kaori Sugihara! (!The University of Tokyo, 2Hokkaido University)
HEEEZ AV DHA EF U VEEE DM MEICI § 5 B2 EFTHE

Evaluation of the Effects of DHA-Containing Phospholipids on Phase-Separated Membranes
Using Fluorescent Derivatives of Phospholipids

O R WEREB L AT w2, A AT (Juk - BeBl, 280K - BEBE D)

Kotaro Shimizu!, Masanao Kinoshita?, Nobuaki Matsumori' (\Grad. Sch. Sci., Univ. Kyushu, >Grad.
Sch. Sci. & Tech., Univ. Gunma)

I ZXIVERRME JCVI-syn3B DEE LS

Measurement of membrane potential in the minimal synthetic bacterium JCVI-syn3B

O &L, Rl AE, B %, 5 B CREAILK - Bedy)

Satoshi Kanamori, Hana Kiyama, Kenji Nobumoto, Makoto Miytata (Grad. Sch. Sci., OMU)

MR DIFEXI TR & Ry —1%

Asymmetry and Heterogeneity in the Plasma Membrane

OIWH #FfH 32 (ORI - BeBRsEar B, 2 IR - 575 JE0ERT)

Teppei Yamada', Wataru Shinoda? ('Grad. Sch. Env., Life, Sci. and Tech., Okayama Univ., *Research
Institute for Interdisciplinary Science, Okayama Univ.)

Single Amino Acid Drives LL-37/HNP1 Synergy: Unveiling Antimicrobial Peptide Interactions
Ariane Schwitter!, Kaori Sugihara® (\Grad. Sch. Eng., Univ. Tokyo, *Inst. Ind. Sci., Univ. Tokyo)
Bilayer lipid packing effects on the structure and electron transfer activity of cytochrome ¢
oxidase

Bon Leif Dominguez Amalla', Atsuhiro Shimada?, Satoshi Nagao®, Hiroyuki Kumeta®,

Takeshi Uchida'**, Koichiro Ishimori' (Grad. Sch. of Chem. Sci. Eng., Hokkaido Univ., *Fac. of Appl.
Biol. Sci., Gifu Univ., 3JASRI, *Fac. of Adv. Life Sci., Hokkaido Univ., *Fac. of Sci., Hokkaido Univ.)
VA Y ORGT N ZATEBL U RY — AOBNEE SIS & 2EERHIE

Liposomes synthesized by microfluidic devices change shape in response to microtubule
polymerization

OVWH $hE, Ak B, el B, 0 M, 205 B —8 GREORY: - ESLiisesrh)
Takuma Nishimura, Hiroto Ishii, Yusei Sato, Masahiko Yamagishi, Junichiro Yajima (Graduate School
Art and Science, The University of Tokyo)

Machine Learning-Driven Functional Screening of Peptides Using Mechanochromic Lipid
Sensors

Jiali Chen, Kaori Sugihara (ZIS., Univ. Tokyo)
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1GF012 AL SEELMZER MIp24 (C& 5 GABA BL U L-FI=F > DY #H > FEBEE
Ligand recognition mechanisms of GABA and L-ornithine by the chemoreceptor Mip24 in Vibrio
cholerae
OSH HiFLA |, KA I 2, P EZ2 3, V60 SE— B0 4, 1R ART 256, 4 e 3 (P ok - 21,
2 PRBOK - BEBLUL, 3 BOK - BB, 4 SRR - IS ARG, S RBOK - A ARk, BB - <A 2 1 -
FIFIRy S =)
Ririka Iida!, Fuga Omori2, Norihiro Takekawa?, So-ichiro Nishiyama®, Tkuro Kawagishi>>-,
Katsumi Imada’ ('Sch. Sci., Osaka Univ., *Grad. Sch. Sci. and Engin., Hosei Univ., *Grad. Sch. Sci.,
Osaka Univ., *Dept. Appl Life Sci, Niigata Univ of Pharm and Appl Life Sci., *Dept. Front Biosci., Hosei
Univ., °Res. Cen. Micro-Nano Tech,. Hosei Univ.)

1GG  &@mOEE - ML, BREWE, NM(F(X-V2T

Origin of life & Evolution, Theoretical biology, Bioimaging

ER: i A— (REXF), 28 HE (EHLF)
Session Chairs: Norikazu Ichihashi (Univ. Tokyo), Atsushi Mochizuki (Kyoto Univ.)

15:10~18:10
G215 (£H#% 203) Room G (Meeting Room 203)

1GG001

1GG002

1GG003

1GG004

Molecular Simulation of Prebiotically Plausible Interactions Between Amino Acids and Fatty
Acid Membranes

Taren Ginter'2, Ryoji Abe!?, Masayuki Imai®, Akiko Baba®, Wataru Shinoda*?, Yusuke Miyazaki*>,
Kosuke Fujishima'-® (' Earth-Life Science Institute, *Institute of Science Tokyo, School of Life Science and
Technology, *Tohoku University, Department of Physics, *Okayama University, Research Institute for
Interdisciplinary Science, *Okayama University, Department of Chemistry, ®Keio University, Graduate
School of Media and Governance)

R ERE RUCE & U BT ORBELEE/# S EEOER

Evolution with genomic complexity acquisition under LLPS droplet as a reaction field

Offi % AR BRsk L B0 BESE |, B9 14T 12 (VREOK - BEL 2K - 79 4 9 Y —~ IV A%
BeAE)

Mirai Sasaki!, Yoshihiro Minagawa!, Hiroyuki Noji'? (\Grad. Sch. Eng., Univ. Tokyo, >RIPH., Uni.
Tokyo)

KBS T ERBRBEROMEEEREES LURREREFE T TCORBI FOLREHOLE
FAFEAZEY IaL—2 3> aHVEBT

Analysis of the interaction and diffusion behavior of nucleic acid molecules with the fatty acid
membrane system using AA-MD simulations

OZMBL, Fry— 7=V ¥ LHRE 854123 (VRRMARE A ar B TR, 2 RO R
HuERA A RIFTET, 3 BERE SRR AE R BOR - 2 74 THFJER)

Ryoji Abe!, Taren Ginter!, Kosuke Fujishima'->3 (1School of Life Science and Technology, Science
Tokyo., *Earth-Life Science Institute, Science Tokyo., *Graduate School of Media And Governance, Keio
University.)

BIEFEOERERFREEL LEEREEZIREO T O—NIVERR

Global propagation of genetic perturbation effects through stoichiometry conservation
architecture

OT-E Tk |, k2 —R0 1, /N AW 12, KRH FRs 123 5K #h— 123 (V0K - BEfe &30, 2 31
K BHEREG Y AT A9 ¥ 8 —, 3 HOK - AP E PEFSE A

Genta Chiba', Ken-ichiro F Kamei!, Arisa H Oda'-2, Kunihiro Ohta'?3, Yucihi Wakamoto'?? (!Grad.
Sch. Arts Sci., Univ. Tokyo, *Res. Cent. Complex Syst. Biol., Univ. Tokyo, *UBI, Univ. Tokyo)
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1GG005

1GG006

1GG007

1GG008

1GG009

1GG010

1GG011

E®Y AT LICE T ZEREREREERO—MLAERRE T IVICED CBEERR

Describing Interaction Dynamics in Living Systems via the Generalized Gradient Flow Model
of Adaptive Components

OS8R Bz 12, 25 iR 123 (VR0K - A, 2 50K - Be L, 2 J0Kk - Bedd)

Ryunosuke Suzuki'?, Taiji Adachi'?? ('LiMe, Kyoto Univ., >Grad. Sch. Eng., Kyoto Univ., *Grad. Sch.
Life Sci., Kyoto Univ.)

BHEZEBZAVHRIREREZA ML AT 7 AN TR EEEZER L - HRAOFES | HHEE
Cell Morphology and Stress Fiber Formation Mechanisms-Informed Traction Force Microscopy
Using Machine Learning

OIS BAE 1 BRI BAR 1, SR SO T, SR Kk 12 154 Gl — 12 (P R Jui K - Bk oA,
PEEEWMK - TS EE 5 —)

Koki Fujiwara', Ryosuke Fujikawa!, Yukihiro Suzuki!, Kenta T. Suzuki'2, Yuichi Sakumura'? (! Grad.
Sch. Sci. Tech., NAIST, 2DSC, NAIST)

FRELE 72 3 EEZFIEIC & 24 & TV BHRH C. elegans DFNA X —2 > FFEORHE
Development of infrared imaging methods for a living nematode, C. elegans, using anesthetics
or optogenetic control

OWpH A 1, Bl B7- 1, e B 2, SRIF SRR 13, /I JBIE 24, 4 30 13 (O TR LERER
B TEATFIER, 2 KIRASLRARABEIE IR, 3 A T b F 77/ a Ty —iffsEt v & —,
SRR R A bl se £ >~ 4 —)

Nodoka Wakita!, Akiko Ito', Ryu Sato?, Tatsuro Nishikino!, Mitsumasa Koyanagi>*, Yuji Furutani'-
('Graduate School of Engineering, Nagoya Institute of Technology, >Graduate School of Science, Osaka
Metropolitan University, 3Optobiotechnology Research Center, *The OMU Advanced Research Institute

for Natural Science and Technology, Osaka Metropolitan University)

XBEFARXA =TT - PETTT4—ICH T DZRTBERBFEORREET > T UHF
BEBEITNDIEA

Development of structure refinement protocol for XDIT and its application to structure analysis
of rice-starch

OJFH AL 14, il #5824, hald el 34 (0 BRI R S KA BEB LA ZeRE, 2 AL R B
BEEA 7 R=va ¥ - A= — MR v & —, 3 BRIESEOR A B0 B, 4 B LR %E
it BRI ZE R > 4 —)

Kosei Harada'**, Yuki Takayama®*, Masayoshi Nakasako®* (! Graduate School of Science and
Technology, Keio University, 2International Center for Synchrotron Radiation Innovation Smart, Tohoku
University, *Department of Physics, Faculty of Science and Technology, Keio University, *RIKEN
SPring-8 Center)

BRRREEMER IO L 2IERBMERRE T ICH T 2RE 2 > /N EOMBRS RN BEOHENR
Subcellular Localization of Antifreeze Proteins in a Non-Freezing Cold Environment Revealed
by Super-Resolution Microscopy

ORTH BEZR 1, PIEE JARE 1, H 5 2, RHYE 12, b st 12 (1 bRy B, 2 bk
o St A ar R RESEBE)

Kosuke Maeda!, Kaho Uchizawa!, Sakae Tsuda?, Tomoyasu Aizawa'2, Tatsuya Arai'? (\School of
Science, Hokkaido University, *Faculty of Advanced Life Science, Hokkaido University)

WS/ WFE RV HRE ORI

Probing cytoplasmic physics with Genetically Encoded Multimeric nanoparticles

OR3lfe 22 1, B H e 123 (V0K - 3L 2 30K - 1%, 3 B BDR)

Sora Hirokane!, Yasushi Okada'?3 ('Grad. Sch. Sci., Univ. Tokyo, >Grad. Sch. Med., Univ. Tokyo,
3BDR, Riken)

HRREGRBEICE T B FTAEEFFOEN 1 S FEWIC K 5T EENEMRET
Spatiotemporal dynamics analysis of synaptic adhesion molecules during neurite outgrowth by
single molecule fluorescence imaging

Offi 4 A DK, SEA 84T, Hil Kk, Boil fiog GROK - BelR)

Kodai Sasaki, Shigeyuki Namiki, Daisuke Asanuma, Kenzo Hirose (Grad. Sch. Med., Univ. Tokyo)
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1GG012 FIURRF—IVEMRA XA —D T ICEBFOMRBERRDP SR EhBINITY v NE
Eifla DENRERRT
Visualizing rare cell fusion events leading to hybrid tumor cell formation using trans-scale live-
cell imaging
OF 74 5= A4 vHFT 4 2 e B—2 IR KE 2, AR — 2, ik 8E3 B8 45 5 4,
TRFH G 23 (P RBRORFEATRTERE, 2 KIOK R R AT TERT, 3 KIROR 5635 10 7 BT S b,
AP N Ny N o e e Y )
Izzati Rafidah'2, Shun-ichi Fukushima?, Taishi Kakizuka®?, Tetsuichi Wazawa?, Taro Ichimura3,
Atsushi Kumanogoh*, Takeharu Nagai>? (! The University of Osaka Graduate School of Pharmaceutical
Sciences, 2SANKEN, The University of Osaka, 3OTRI, The University of Osaka, *The Univeristy of Osaka
Graduate School of Medicine)

1GH  EEEHFE: FFIalb—Yal, ETUCYT

Computational biology: Molecular simulation, Modeling

ER B8 AL (BRFEHAREE), )0 - (&RXF)
Session Chairs: Hisashi Okumura (ExCELLS), Kazutomo Kawaguchi (Kanazawa Univ.)

15:10~18:10
H 25 (R8=E 204) “RoomH (Meeting Room 204)

1GHO001

1GH002

1GHO003

1GH004

BFFEHNFEYIaL—2 a3 T TLIY LTI TICL2EREABEETI 1S I ALZRE
DIBERET

Molecular Dynamics and Umbrella Sampling Reveal Structural Changes in Filamin-A Mutants
associated with Neurodegenerative disorders

OfFtiE AR, 710 255 2, PR ERRR 1, TGS A58 34, 4% B3 S, IR sk | (1 Sli ROR KB
BE AR ZE T H 4 B 27 R 0 I At RE ARV 7 A PR 00, 2 44l B K BRI IR - HIF e 58
A AR GHT, 3 KBRS D3 &~ & — RBUREHRRHABFFEERM, 4 KBRS RS B BB 6 RE By
PR S — iR ETEN & B HOR R e b )

Shota Ite!, Koyo Tsujikawa?, Kentaro Sahashi', Takeshi Kawasaki®*, Yoshitake Sakae®,

Masahisa Katsuno' (! Department of Neurology, Nagoya University Graduate School of Medicine,
2Department of Genetics, Research Institute of Environmental Medicine, Nagoya University, *D3 center,
Osaka University, *“Department of Physics, Osaka University, >Research Organization for Information
Science and Technology)

BERETICHITIZF /T XVROEL N EOBEREN

Effect of Lipid Leakage on the Structural Stability of Membrane Proteins in Nanodiscs

OJFL MR, & #in GREKR - 21

Sara Inoue, Takaharu Mori (Tokyo University of Science)

AlphaFold CFRIS h =S REDEEY > TV L JICEIK 4NV EOBHRI XIVX —5EF
EDRFE

Development of Free Energy Calculation Method Based on Enhanced Sampling of Various
Protein Conformations Predicted by AlphaFold

OFA bR, HEH FI2 JEH B2 (S0 A dr BB R, 2 LR Y. BHAR 2 7E & >
5 =)

Toma Aoki', Yasuteru Shigeta?, Ryuhei Harada? ('School of Life and Environmental Sciences, University
of Tsukuba, >Center for Computational Sciences, University of Tsukuba)

In silico study of transmembrane allosteric effect of CBD on CB1 receptor activation

Vi Toan Lam, Duy Phuoc Tran, Akio Kitao (/nstitute of Science Tokyo)
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1GH005

Differences in Conformational Dynamics of Glycans on FcyRIlIb Revealed by Molecular
Simulation

Yue Zhang!, Hirokazu Yagi>?, Koichi Kato>?, Takumi Yamaguchi'->? (\Sch. Materials Sci., JAIST,
2Grad. Sch. Pharm. Sci., Nagoya City Univ., >ExCELLS, NINS)

1GHO06  HBEICE D  WIBRVIERR | SAM 2 EHE £ T 2 KB - REFE PLP BEROLLE
Structure-Based Mechanistic Insights into Nucleophilic and Electrophilic PLP Enzymes Using
SAM
ORSH A1, )N 22382 Sl & 1 (VH0K - BEE, 2 B - BB IRR A > 5 —)
Kazuki Shimada!, Takayoshi Awakawa?, Tohru Terada' (\Grad. Sch. of Agri. and Life Sci., Univ. of
Tokyo, >CSRS, Riken)

1GHO007 Theoretical Study of Drug Resistance Caused by G13D and Q99L Secondary Mutations in
KRAS G12C Against Sotorasib and Adagrasib
Riksa Meidy Karim, Kazutomo Kawaguchi, Hidemi Nagao (Graduate School of Natural Science and
Technology, Kanazawa University)

1GH008  #fER 7 —ILDESBR OB ICE T - FRBRE D FEHFEDORSRE
Innovating Coarse-grained Molecular Dynamics Simulation: beyond Temporal/Spatial Limits
OFHRAR e, SFH & OROK - Beg - B4
Yosuke Teshirogi, Tohru Terada (Dept. of Biotechnol., Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo)

1GH009  MIRHDEROLHNOY IaL—2 3>
Simulation of oxygen diffusion in blood flow
Ol #5412, B[ 1#5] 2, Dmitry Fedosov® (! BFHER - BeBE L, 2 RUKRPIENE, 3FZ Jilich)
Tetsuya Yamamoto'2, Hiroshi Noguchi?, Dmitry Fedosov® (\Grad. Sch. Sci. and Tech., Keio Univ.,
2ISSP, Univ. Tokyo, 3FZ Jiilich)

1GH010 De Novo ATPase D EIEDEIEHE
Rational Enhancement of De Novo ATPase Activity
ORKH $HtL 1, /Mg B2 W EZ (P FURKPEREB B AR, 2 550 FRIARFTET 128501 ¥
AT LG Y 5 —)
Takuya Orita!, Takahiro Kosugi?, Shigehiko Hayashi! (' Graduate School of Science, Kyoto University,
2Research Center of Integrative Molecular Systems, Institute for Molecular Science)

1GHO11 Mesoscale Modeling of Amyloid Formation in Heterogeneous Membraneless Organelles
Kento Fujita, Yusuke Takagi, Eiji Yamamoto (Grad. Sci., Univ. Keio)

1GHO12 XAFINR/ A KOEBRBBICH T2 T L ZIVEEBES Fur? OMBEEOENRR
Computational Study on the Catalytic Mechanism of Prenyltransferase Fur7 in the Biosynthetic
Pathway of Meroterpenoids
OXA 0% 1, M LY, Ay B 2, BT 054 L oA KRR L B A L SR & T (P HOK - BERA:
T2 R - BRI
Takuto Ohmura', Fan Zhao!, Yoshitaka Moriwaki?, Tomohiro Noguchi!, Taro Shiraishi',
Tomohisa Kuzuyama!, Tohru Terada! ('Dept. of Biotechnol., Grad. Sch. of Agri and Life Science., The
Univ. of Tokyo., ?Med. Res. Lab., Inst. Integr. Res., Science Tokyo,)

1GI REWE  KZR, KEK, £BIRE

Photobiology: Photoreception, Photosynthesis, Ecology & Environment

ER:ElER (KBRXZ), ZF L% (BHEXS)
Session Chairs: Genji Kurisu (Osaka Univ.), Hiroyuki Mino (Nagoya Univ.)

15:10~18:10
| &5 (% 205) Room | (Meeting Room 205)
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1GI001

1Gl002

1GI003

1Gl004

1GI005

EARBRBERENEOBEHIRE

Structural insights into UV sensitivity of mouse SWS1 opsin revealed by low-temperature FTIR
spectroscopy

OKEF B |, Fidk 22 LA 8 12 il B 12 (B TR RL 22 TKR AT NS 4T 2
Jay—pgtr s —)

Yosuke Mizuno!, Sora Arai!, Hideki Kandori'?, Kota Katayama'? (\Grad. Sch. Eng., Nagoya inst.
Tech., >OptoBio Technology Research Center., Nagoya inst. Tech.)

Chrimson (A AFH F v RJVO K72 > HulaChrimson DEF® Y 7 MRIRZAXY MILEZD
HulaChrimson—a novel channelrhodopsin homologous to Chrimson with a distinctly blue-
shifted absorption spectrum

Hiroto Takahashi!, Shunki Takaramoto', Takashi Nagata', Shai Fainsod?, Yoshitaka Kato!,

Andrey Rozenberg?, Oded Béja?, Keiichi Inoue' (' The Institute for Solid State Physics, The University
of Tokyo., *Faculty of Biology, Technion — Israel Institute of Technology., >The Nancy and Stephen
Grand Technion Energy Program (GTEP), Technion—lIsrael Institute of Technology.)

X ZILPH%E B 725402 Photoactive Yellow Protein 5E14E8 4L OO 18 & T

Structural analysis of the active site of ancestral photoactive yellow protein using chiral
spectroscopy

ORH BRI !, Dohmen Rosalie?, #{# HI# !, Hoff Wouter D.2, {8 HEw] ! (M EHK - BePl L7,
2% 7 I AR MIEK)

Yoshimitsu Onaka', Rosalie Dohmen?, Tomotsumi Fujisawa!, Wouter D. Hoff?, Masashi Unno' (' Fuc.
Sci. Eng., Saga Univ., 2Dep. Microbiol. Mol Gen., Oklahoma State Univ.)

FMF v RIART Y2 ChR024 DRBRERINA HZZA LB LVA F 2 BBBBOBEEE
Structural basis for the red-shifted absorption and the channel conducting mechanism of the
novel channelrhodopsin ChR024

O HE !, WERR Rt 2, 7 22— AR 2, {HRG 224 3, fRH Bk 3, oAy B 4, 374 (R 5,

PP AHEL O, 1T B O, A2l MK 6, 4 A 3, ol B 6, A 4R O, AN T O, A e 34,
Fe b B 5 g e 123 (VHOK - BERL 2 0K - BERRSE, 3 UK - ST, 4 HOK - BRI, S UK -
WVERE, ¢ LK - BEL)

Yuka E. Takeno!, Masaya Watanabe?, Koichiro E. Kishi?, Seiya Tajima?, Masahiro Fukuda®,

Masaki Tsujimura®, Shunki Takaramoto®, Yuma Ito®, Yo Yamashita®, Masahiro Sugiura®, Suhyang Kim?,
Kota Katayama®, Yuji Furutani®, Hideki Kandori®, Hiroshi Ishikita®*, Keiichi Inoue’, Hideaki E. Kato'->?
('Grad. Sch. Sci., Univ. Tokyo, >Grad. Sch. Arts and Sci., Univ. Tokyo, 3RCAST, Univ. Tokyo, *Grad. Sch.
Eng., Univ. Tokyo, 3ISSP, Univ. Tokyo, °Grad. Sch. Eng., Nagoya Inst. Tech.)

LM SEFEME O ZRTBED 5 8 CRRFIHEE

Unveiling the spectral tuning mechanism through three-dimensional structures of red and green
cone pigments

Sayaka Ohashi'!, Kota Katayama'~?, Asato Kojima?, Masahiro Fukuda*, Xuchun Yang’, Ryoji Suno®,
Yukihiko Sugita’, Nipawan Nuemket®?, Hiroo Imai'?, So Iwata®!!, Eriko Nango®'2, Takuya Kobayashi®,
Takeshi Noda’, Massimo Olivucci®!?, Hideaki Kato>*, Hideki Kandori'? ('Life Science and Applied
Chemistry, Nagoya Institute of Technology, *OptoBioTechnology Research Center, 3The Graduate School
of Arts and Sciences, The University of Tokyo, *Research Center for Advanced Science and Technology,
The University of Tokyo, SUniversity of Siena, °Kansai Medical University, "Institute for Life and Medical
Sciences, Kyoto University, $Japan Synchrotron Radiation Research Institute, >RIKEN Spring-8 Center,
Center for the Evolutionary Origins of Human Behavior, Kyoto University, "' The Graduate School of
Medicine, Kyoto University, “Institute of Multidisciplinary Research for Advanced Materials, Tohoku
University, 3Bowling Green State University)
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1Gl006

1GIl007

1GI008

1GIl009

1GIl010

1GI011

1Gl012

ANYFART Y P ORBIES 1 F 37 X% RS SNap bond DFRNFIEIC K B KREEHEN
Direct detection of a crucial Hydrogen Bond in Heliorhodopsin, SNap bond, using Low-
Temperature IR Spectroscopy

OHAS 8L 1, Singh Manish'!, #7548 12, 2 #3012 (1 i R LSRR B LA ge bt A
ISHALF BRI 2 B R LERFA T I+ 77 /Y-ty ¥ —)

Toshiki Nakamura!, Manish Singh', Hideki Kandori'?, Yuji Furutani'? (' Department of Life Science
and Applied Chemistry, Nagoya Institute of Technology, Nagoya, Japan, >*OptoBioTechnology Research
Center, Nagoya Institute of Technology, Nagoya, Japan)

ISFARTIUICE T BRREBETDNTRYT Gs 2NV EEREHEDMERX HZX A
Distinct structural transition in jellyfish rhodopsin reveals the mechanistic basis for Gs protein
activation

ORS ST 1, /M SBIE 2, 7k B 523, b 25— 3, SRt WIA 2, IR 4 14, i fFk 14 (P 440
K- BEL, 2 RBRAK - BEBL 3 WK - WHERR 4 B LK - T A 77 /0yt s —)
Shino Inukai!, Mitsumasa Koyanagi?, Takashi Nagata®, Keiichi Inoue?®, Akihisa Terakita?,

Hideki Kandori', Kota Katayama'# (\Grad. Sch. Eng., Nagoya Inst. Tech., >Grad. Sch. Sci., Osaka Met.
Univ., 3ISSP, The Univ. Tokyo., *OptoBioTechnology Research Center, Nagoya Inst. Tech.)
SREBEPRICEDHRIEZERINI T H VTR E— Sz g~ 5 REEDEE & BEEDEIRT

Role of S g ~ 5 state in photosystem Il manganese cluster revealed by multifrequency EPR
O/NIE A 1 i S 5 2, Tk @0 2, =8 s 1 (V440K - Bl 2 ROk - S HFALBENT)
Shinya Kosaki!, Yoshiki Nakajima?, Jian-Ren Shen?, Hiroyuki Mino' (Grad. Sch. Sci., Nagoya Univ.,
2Res. Inst. Interdiscip. Sci., Okayama Univ.)

SmETON R TARTVICE T 2HEREBESOHRE

Study of weak organic acid binding on outward proton-pumping rhodopsin

O FH !, S RHE 2, E £— 12 (VRO R Bedr I gk it S/ R B, 2 3
TR MR ZERT)

Zikun Lyu', Shunki Takaramoto?, Keiichi Inoue'? (! The Department of Advanced Materials Science,
Graduate School of Frontier Sciences, The University of Tokyo, *The Institute for Solid State Physics,
University of Tokyo)

WEETOR KO TORTS Y NsXeROFLWTO M BEXHZX L

A new proton transfer mechanism for inward proton pump rhodopsin NsXeR

Ofil fHEL Y, SREP SERE 12, AN A 12, 348 #ha 12 (V&K - BEL, 2 /0K - 4 7 by A o)
Yuma Tto!, Tatsuro Nishikino'-2, Hideki Kandori', Yuji Furutani'? (' Department of Life Science and
Applied Chemistry, Nagoya institute of technology, *OptoBioTechnology Research Center, Nagoya
institute of technolocy)

BRICKZHED TV AZEEDFIE

Controlling Bacterial Twitching Motility by Feeding

Shufeng Zhao!, Corrado Salvatore?, Nozomu Obana’, Andrew Utada* (' Graduate School of Science and
technology, University of Tsukuba, Japan, >Department of Computer Engineering, Modelling, Electronics
and Systems Engineering, University of Calabria, Italy, *Institute of Medicine, University of Tsukuba,
Japan, *Institute of Life and Environment Science, Microbial research Center for Sustainability, and
Tsukuba Institute for Advanced Research, University of Tsukuba, Japan)

SHKFREIC BT 3 EYEOBMBRE BRI RRE M

Shear-driven instability in biofilms at oil-water interfaces

Hongtao Zhang', Shufeng Zhao!, Andrew Utada®** (! Graduate School of Life and Earth Sciences,
Univ. Tsukuba, Institute of Life and Environment Science, Univ. Tsukuba, *Microbial research Center for
Sustainability, Univ. Tsukuba, *Tsukuba Institute for Advanced Research, Univ. Tsukuba)
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1GJ

AREYF - ATHil, 58, 2oft

Synthetic biology & Artificial cells, Measurements, Miscellaneous topics

R : BHEE &R (KBRXZ), A &2 (BHEXD)
Session Chairs: Kayo Hibino (Osaka Univ.), Takayuki Uchihashi (Nagoya Univ.)

15:10~18:10
J &5 (£H%E 206) RoomJ (Meeting Room 206)

1GJ001

1GJ002

1GJ003

1GJ004

1GJ005

1GJ006

1GJ007

tRNA array &IC & % 21 FEED tRNA O in vitro FEIRFFEIR
Simultaneous in vitro expression of minimal 21 transfer RNAs by tRNA array method
OB #7651, A0 BT 2, 7k 302, T A— 194 (1 3050kRE A CILmiedt  Inisbyy
Y, 2 BAF BDR, ® HURUK  SHERL2ARFJERERs, 4 JOnUR AR % E MR JE R
Ryota Miyachi!, Keiko Masuda?, Yoshihiro Shimizu?, Norikazu Ichihashi'3* (\Grad. Sch. Arts Sci.,
Univ. Tokyo, *Riken BDR, *Komaba Institute for Sci., Univ. Tokyo, *Research Center for Complex System
Biology, Universal Biology Institute Univ. Tokyo)
Versatile control of a minimal synthetic bacterium JCVI-syn3B for morphology and fusion
Muhammad Algiffari', Hana Kiyama', Yoshiki Tanaka?, Makoto Miyata'? (\Grad. Sch. Sci., Osaka
Metropolitan Univ., Dept. Phys., Gakushuin Univ., >’OCARINA, Osaka Metropolitan Univ.)
FEE/NEADKREER B /NLIVF/ K7 OBERTFE LS FHEORE
Reconstitution method and molecular transport of modified 3-barrel nanopore into lipid vesicles
OXI AT, M JEHE (REK - BeBl L)
Toshiyuki Tosaka, Koki Kamiya (Grad. Sch. Sci. & Tech., Gunma Univ.)
AL DNA REBEICL 5 GUV RICH T 22 FomEIEICE T T
Toward regulation of molecular distribution in giant unilamellar vesicles based on artificial DNA
cortex

FA KWL, g i OUNLSERS RFRE L)
Takuro Yoshinaga, Yusuke Sato (Graduate School of Computer Science and Systems Engineering,
Kyushu Institute of Technology.)
Design of bioluminescent biosensors via enzymatic kinetic contrast: Demonstration with a Cu?*
Sensor
Ti Wu'2, Hossain Md Nadim!, Mitsuru Hattori', Takeharu Nagai'? (\SANKEN, The University of Osaka,
2The Graduate School of Pharmaceutical Sciences, The University of Osaka)
BT/ E4VEL FEBVEHBREE &R FHROBREHEIC & 2 MANREOHET
Analysis of the intracellular environment by simultaneous measurement of temperature and
particle diffusion using fluorescent nanodiamonds
O #hi%E 1, e B2, SRR GG 3, 50 BERE 24 (U BOREL - 429, 2 UK WPI-PRIMe, * HUHR_L
Tk, 4 UK QIQB)
Yuki S. Kato', Keisuke Fujita, Shingo Sotoma?, Yoshie Harada®* ('Sch. Sci., Univ. Osaka, >WPI-
PRIMe, Univ. Osaka, 3Fac. Mol. Chem. Eng., Kyoto Inst. Tech., *QIQB, Univ. Osaka)
REMBCESWEFRY 70U 77 2ORRICL 3T D 2 IV BEBIREOBEEDOER
New Microreactors from Aqueous Two-Phase Emulsion for the Simplification of Digital Nucleic
Acid Detection
O S8 1, 050 R 2 80 B5E L B AT 13 (P ORUR SR B LA Ze R n L2 K,
2Laboratoire Guilliver, UMR7083 CNRS/ESPCI Paris, 3 BEL KT 5 & & VU — )V AWFZEHERE)
Bicheng Zhang!, Kanji Tomohara?, Yoshihiro Minigawa!, Hiroyuki Noji'** (' Graduate School of
Engineering, The University of Tokyo, Tokyo, Japan, *Laboratoire Guilliver, UMR7083 CNRS/ESPCI
Paris, *Research Institute of Planetary Health (RIPH), The University of Tokyo)
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1GJ008

1GJ009

1GJ010

1GJO11

1GJ012

NAZI=Ty M XA =T 2 TIC K BEICEEFE CheB HIIINBIEEDRET

Quantification of CheB’s behavior in a single cell by high throughput imaging

OFA B—, WH #3ET, Ak BGZ, i A8l (0K - Bedk arirentse)

Yoichi Kuroki, Yumiko Uchida, Akihiko Ishijima, Hajime Fukuoka (Grad. Sch. Front, Biosci., Univ.
Osaka)

FEFEHBERSEERVET 7 UAY A HTIVNHEOE—Miahz~ v B JHE

Mapping Single-Cell Mechanics in Xenopus laevis Embryos during Early Development Using
Atomic Force Microscopy

Ol 927 L /A 381 e 48 2, 8 k25 3, fS #ia 1 (ALl ks - R Betd#int
Bt / WFZERE, 2 BTAZE R - BB, P WK - KRB G L 7est)

Miki Yamamoto', Takahiro Kotani', Takayoshi Yamamoto?, Tatsuo Michiue?, Takaharu Okajima'
(*Graduate School / Faculty of Information Science and Technology, Hokkaido University, *Graduate
School / Faculty of Education, Tokyo Gakugei University, >Graduate School / Faculty of Arts and
Sciences, The University of Tokyo)

&EFR 3D BEFHRIRMT OGRS LG

In vivo 3D thermometry by light-field fluorescent nanodiamond microscopy and deep learning
O HHLZE 1wk 3BAE |, Bl FZ395 2, R M — 2, % 5AZ 2, IR R 2, T G 2,

1 4 T (VIR RRER AR A L R AR e R, 2 5 1 RS Bl ZE BRI B, 3 3 K-
FHFFERT)

Yurina Nakane', Haruka Maeoka', Manami Takahashi?, Kiich Kaminaga?, Hiroyuki Takuwa?,

Shin Usuki?, Ryuji Igarashi?, Takuma Sugi' (! Graduate School of Integrated Sciences for Life, Hiroshima
University, 2National Institutes for Quantum and Radiological Science and Technology, *Research
Institute of Electronics, Shizuoka University)

Developing a label-free and non-destructive method to resolve single cell transition paths
Tobias Frick'2, Katsuyuki Shiroguchi' ('RIKEN Center for Biosystems Dynamics Research (BDR),
2Osaka University)

FRMEFEMBEICLIDIENTETU -2 M OEBBEILERIFR

Transmission Electron Microscopy Comparative Study of Histological Structure of Hydra and
Green Hydra

ORl i LK - L)

Tomoki Yanase (Information Engineering, Univ. Kyusyu kougyou)
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OEEHE (1 T7=>J v a>) Oral Presentations (Evening Session)

1HH (9B 24H (K)) Day1 (Sep.24 Wed.)

1EA KB :#Eea 008, F/79/80—
Nucleic acid: binding protein, nanotechnology

B R XE (EHBW - ELX215—/N\14> X5 L), Archer Richard James (REFEZKX)
Session Chairs: Takashi Nishio (MolBis, AIST), Richard James Archer (Inst. Sci. Tokyo)

18:50~20:30
A< (8% 101+102) Room A (Meeting Room 101+102)

1EA001 Y 1 XEAICH T 5 DNA BREBEZL LR - REYIHEDIER
Higher-order structure of DNA confined in cell-size droplets modulates its localization and
droplet material properties
OFiR Kifi (ERHF - ELF 25— F Y AT L)
Takashi Nishio (MolBis, AIST)

1EA002 Nuclease-induced stepwise photodropping (NISP) to investigate single-stranded DNA
degradation behaviors of exonucleases and endonucleases
Hsiufang Fan (National Sun Yat-sen University, Kaohsiung, Taiwan)

1EA003 Modulation of RNA transcription through DNA condensates reactions' encapsulation as a model
for Chromatin micro rheology studies
Nathan Evangelista!, Takahiko Chimura?, Masahiro Takinoue'>? (\Dept. of Life Sci. and Tech., Inst. of
Science Tokyo, *Dept. of Comp. Sci., Inst. of Science Tokyo, >Research Center for Autonomous Systems
Materialogy (ASMat), Inst. of Integrated Research (IIR), Inst. of Science Tokyo)

1EA004 Dynamic assembly of complex hierarchical DNA polymer networks by biomolecular active
agents
Farhana Afroze!, Richard James Archer?%, Mahammad Mustakim?, Rakesh Das?,
Arif Md. Rashedul Kabir!, Yuuto Miura', Rubaya Rashid’, Tetsuya Hiraiwa?, Shin-ichiro M. Nomura?,
Shogo Hamada®’, Akira Kakugo'? (! Department of Chemistry, Hokkaido University, Sapporo, Japan.,
2Department of Robotics, Tohoku University, Sendai, Japan., *Institute of Physics, Academia Sinica,
Taipei, Taiwan, *“Max Planck, Institute for the Physics of Complex Systems, Dresden, Germany.,
SDepartment of Physics and Astronomy, Kyoto University, Kyoto, Japan., °Department of Computer
Science, Institute of Science Tokyo, Yokohama, Japan., "Biomolecular Design Institute, CBI Research
Institute, Tokyo, Japan.)

1EB N FAXA—=T Y, &l
Bioimaging, Measurement
EBR:ILgE (&RX - -/ EGFEMER), 15 E8 (RX - ki)
Session Chairs: Takeru Yamazaki (WPI Nano Life Science Institute (WPI-NanoLSI), Kanazawa Univ.),
Zhuohao Yang (RCAST, Univ. Tokyo)

18:50~20:30
B &5 (2% 103+104) Room B (Meeting Room 103+104)
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1EB001 FLIM ICEL ZBEBIED =D ICHEINE 2 HI U R HREET
Red Fluorescent Thermometer with Suppressed Viscosity Response for FLIM-based
Thermometry
Ol 4 1, 111 fET2, JZEEI 63 3, Fr e T (VAR - 2 A RHETET, 2 RO R
K - FAERT IR, 3 R RUEE K - leu%ﬁﬂ]:)
Takeru Yamazaki!, Toshiko Yamazawa?, Syuzo Hirata?, Satoshi Arai! (' WPI Nano Life Science Institute
(WPI-NanoLSI), Kanazawa Univ., >Core Research Facilities, The Jikei Univ. Sch. of Med., *Dept. of Eng.
Sci., Univ. of Electro-Commun.)

1EB002 The maturation state of dengue virus particles affects their structural dynamics and
nanomechanical properties
Steven John McArthur, Kenichi Umeda, Noriyuki Kodera (Nano Life Science Inst., Kanazawa Univ.)

1EB003 Comprehensive profiling of single-cell proteome based on 3D single-molecule imaging
Latiefa Kamarulzaman'2, Sooyeon Kim!, Takuya Hidaka®, Yuichi Taniguchi'?? (!Institute for
Integrated Cell-Material Sciences (iCeMS), Kyoto University, >Graduate School of Frontier Biosciences,
The University of Osaka, >Graduate School of Biostudies, Kyoto University, *Institute of Molecular
Biotechnology of the Austrian Academy of Sciences (IMBA), Vienna BioCenter (VBC))

1EBO04 Single aptamer-modified DNA origami nanopore for specific chemical detection
Hiromu Akai, Kan Shoji (Nagaoka University of Technology)
1EB0O05S Pixel-Wise Deconvolution of Antibody Binding Kinetics Enables Visualization of Instantaneous

Secretion Dynamics

Zhuohao Yang!, Takashi Kamatani2, Mai Yamagishi?, Nobutake Suzuki', Yuto Kurisu*,

Takashi Funatsu'®, Yasuyuki Ozeki!, Yoshitaka Shirasaki' (\RCAST, Univ. Tokyo, *Inst. Integrated Res.,
Inst. Sci. Tokyo, *Live Cell Diagnosis, Ltd., *Grad. Sch. Pharm. Sci., Univ. Tokyo, Grad. Sch. Integrated
Sci. for Life, Hiroshima Univ.)

1EC  MilaE#MFHERE 2FE—2—, FFE
Cell biology, Molecular motor, Nonequilibrium
ER EHEESH (&@RX - EERERRY - B), 148 B (PBXF EHRERER £EHERZEH)
Session Chairs: Kenshiro Fujise (Dept. FSIR, Faculty of Medicine, Kanazawa Univ.),
Seine A. Shintani (Department of Biomedical Sciences, College of Life and Health Sciences,
Chubu University)

18:50~20:30
C 215 (&= 105+106) Room C (Meeting Room 105+106)

1EC001 HENBER 7 7O0—FICL D N—/N3 22T RMNAOR R B DR
Distinct synaptic vesicle populations in dopaminergic neurons: insights into organization and
sorting by in cellulo reconstitution assay
Ol BEMR, =—vx ENF I 7472 € a7 3 3 23 8 (SP0K - RERE
BFgEs - 5, 2 Tl—lfy’f‘/j: CSEEREYAEAREE, 3 A T VK - IR - AR
Kenshiro Fujise!, Nisha Mohd Rafig?, Pietro De Camilli®, Atsushi Saito! (\Dept. FSIR, Faculty of
Medicine, Kanazawa Univ., >IFIB, Univ Tiibingen, Germany, *Dept Neurosci, YSM, Yale Univ, USA)
1EC002 NBL %%2205 [EV] £22>A0FXT7F o JILLUKRBENZEE - EMFRLH#E
XA DXL
Gear change to go through: Cooperation of two different kinesins enables fast and efficient
axonal transport
Ol Z3 12 H3 6% 23, W H BEE 12 (O REUK - BeBesE, 2 BOF A arikie Rl A ige & ~
7 —, 3 B E 7Rk
Kanako Iwasaki'2, Mitsuhiro Iwaki>?, Yasushi Okada'? (!Grad. Sch. Med., Univ. Tokyo, 2BDR, Riken,
3NICT)
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1EC003 PAMBIOHKIEE RiEREEES, BRF/ESTTY b7+ —LDRER
Nano-liquid signaling platform responsible for both cancer cell growth and immune evasion
Taka-aki Tsunoyama!, Christian Hoffmann?, Daiki Sasaki!, Bo Tang!, Koichiro M Hirosawa?,
Yuri L Nemoto*, Rinshi S Kasai®, Takahiro K Fujiwara®, Kenichi GN Suzuki®-%, Reinhard Fissler’,
Hiroki Ishikawa!, Dragomir Milovanovic?, Akihiro Kusumi'-® (\OIST, 2DZNE, 3iGCORE, Gifu Univ.,
4Biosig. Res. Cent., Kobe Univ., *Div. Adv. Bioimag., Natl. Cancer Cent. Res. Inst., SWPI-iCeMS, Kyoto
Univ., "Max Planck Inst. Biochem.)

1EC004 HELOE Y ILAX TICBEKE & H T ZAOEREEE
Localized Chaos within Periodic Beating of Cardiomyocyte Sarcomeres: Evidence for Chaordic
Homeodynamics
OFrgy 148 123 (PR A A Hepl#i AR RE, 2 PR E AL T — S A = v X
g =, Al R R BT
Seine A. Shintani">? (\Department of Biomedical Sciences, College of Life and Health Sciences, Chubu
University, *Center for Mathematical Science and Artificial Intelligence, Chubu University, *Institute for
Advanced Research, Nagoya University)

1ED &R, BMEYF, EREDF

Biological membrane, Synthetic biology, Theoretical biology

ER:FEEE (RitX - REYE), K& T FBFEX - £HEI)
Session Chairs: Minoru Kurisu (Dept. Physics, Grad. Sch. Sci., Tohoku Univ.),

Ai Kohata (Sch. Life Science and Technology, Science Tokyo)

18:50~20:30
D £i5 (2% 107+108) ~Room D (Meeting Room 107+108)

1ED001

1ED002

1ED003

1EDO04

BREEEFAL THFRPRT ZND 7 IILROBRFE

Osmotic spawning vesicle

O%ME %, 49 1B (ALK - Beriiy )

Minoru Kurisu, Masayuki Imai (Dept. Physics, Grad. Sch. Sci., Tohoku Univ.)

PDA-Based Microfluidic Sensor for pathogenic bacteria Detection

Bratati Das, Kaori Sugihara (Institute of Industrial Science, The university of Tokyo)

TI7 L BERROEEI 0 EIDENKRE

Diagrammatic expressions for steady-state distribution and static responses in population
dynamics

OR il e, A1l SR, Gk 84 CROKCHE)

Koya Katayama, Ryuna Nagayama, Sosuke Ito (Dept. of Phys., U Tokyo)

FREVEHEH OB CERLICK B KEICFE D SHED B BN 4IRS

Spontaneous oscillation of oil droplets on water surface by self-assembly of surfactants
OAHE % 1, I HESF: 2, W7 FH 205 29, G 2002 (VBbK - RGBT 2 R K - B - FIHEY X
7 MBI 25— Bk - T)

Ai Kohata!, Yuhei Yamada?, Shingo Maeda®3, Kazushi Kinbara'? (\Sch. Life Science and Technology,
Science Tokyo, 2ASMat, IIR, Science Tokyo, 3Sch. Mechanical Engineering, Science Tokyo)
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1EE  FtEE#¥: 9F¥IalL—Yar, ETUYT
Computational biology: Molecular simulation and modeling

BR:V152 LNIYRN FTAUHCES (EEEE - BF - KEWRA AEE EEHRt42-),
Fan Shujie (Institute of Organic Chemistry and Biochemistry, Czech Academy of Sciences)
Session Chairs: Jelang Muhammad Dirgantara (Laboratory of In Sllico Design, Artificial Intelligence Center
for Health and Biomedical Research, National Institutes of Biomedical Innovation, Health and
Nutrition, Osaka, Japan),
Shujie Fan (Institute of Organic Chemistry and Biochemistry, Czech Academy of Sciences)

18:50~20:30
E£15 (£#% 201) RoomE (Meeting Room 201)

1EEQ01 B EEA T : XTF FORMM & EYFAIREE & ORIREDREER
To Affinity and Beyond: Investigating the Relationship Between Peptide Affinity and Biological
Functions
Jelang Muhammad Dirgantara', Takuto Nogimori?, Kazuma Kiyotani?, Takuya Yamamoto?,
Suyong Re! (!Laboratory of In Sllico Design, Artificial Intelligence Center for Health and Biomedical
Research, National Institutes of Biomedical Innovation, Health and Nutrition, Osaka, Japan, *Laboratory
of Precision Immunology, Center for Intractable Diseases and ImmunoGenomics, National Institutes of
Biomedical Innovation, Health and Nutrition, Osaka, Japan, *Laboratory of Immunogenomics, Center
for Intractable Diseases and ImmunoGenomics, National Institute of Biomedical Innovation, Health and
Nutrition, Osaka, Japan)

1EE002 Bayesian Inference of the Transport Mechanism of the Zn#*/H* Antiporter YiiP from Microscale
Thermophoresis and Simulations
Shujie Fan', David L. Stokes?®, Oliver Beckstein? (' Institute of Organic Chemistry and Biochemistry,
Czech Academy ofSciences, *Dept. of Physics, Arizona State University, *Dept. of Cell Biology, NYU
School of Medicine)

1EE003 An Integrative Computational Framework Using Sequence, Structural, and Functional Analyses
to Predict Novel Pathogenic Troponin C Mutants
Pooja Pradipta Bandyopadhyay (School of Computational and Integrative Sciences, Jawaharlal Nehru
University, New Delhi- 110067)

1EE004 JEREEL Y T (F Withdrawn

1EE005 Learning Transcription Machinery from Minimal Model, Molecular Dynamics, Genome Profiling,
and Directed Evolution
Carmen Masri!, Biao Wan?, Ligiang Dai?, Chao E?, Jin Yu' (' Department of Physics and Astronomy,
University of California-Irvine, USA, >Wenzhou Institute, UCAS, Wenzhou, Zhejiang, China, *Beijing
Computational Science Research Center, Beijing, China)
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OERX (BRE - @ELERRK) Oral Presentations (High School Students)

3HB (9A 268 (&) “Day3 (Sep. 26 Fri.)

3HL

F—HF A Y- EAR B4 (FREGHZRMAZRAT), RE B (RREGREFMAZRKXS),

KR EB (FERERMZRMAZREAT), FH A— (EREGHRERMAFZRXZ)

Organizers: Hironari Kamikubo (NAIST), Kazuma Yasuhara (NAIST), Shiro Suetsugu (NAIST),

Yuichi Sakumura (NAIST)

09:00~11:45
D215 (£#% 107+108) ~Room D (Meeting Room 107+108)

3HL0900

3HL0915

3HL0930

3HL0945

3HL1000

3HL1015

3HL1030

NARAKITA HEBT ML ARBEFERTOY 27 b~MT3 2 KX NEREADED ) ~
NARAKITA Project to Address the Expansion Abandoned Bamboo Forests: The Road to
Bamboo Compost Development

EAR M, A WIBE)Y, HI RS, OMRr B, 1A B, T8 RO 8, I SRR (RRIBY R
JemsEFR)

Rento Oimoto, Aruno Tani, Kazuma Taguchi, Keita Nakamura, Yuka Yamamoto, Yunosuke Kono,
Nahoko Takeuchi (Nara Prefectural Narakita Senior High School)

FHATIIFAITDAT 24 L ICHT ZRERIECE AV EPNDEER

Prevention of crop damage using Ambigolimax valentianus’ repellent reaction to caffeine
Ol AR, SR PO, MR E G BRI 28 RIS S50

Yuma Takahara, Kaito linuma, Gaku Shiomi (Nara Prefectural Narakita Senior High School)
FZRZEORLICH T 2T K EEEDRF

Investigation the relationship between the distribution of the groundwater and the ground
vegetation at satoyama in Naragakuen High School

OFF Bk, H &N, i s, W A& (FRYPE&SFER)

Ataru Tezuka, Haruto Yasuda, Takayoshi Hazama, Yuki Nishida (Naragakuen High School)
AREREEAR M2 AE OO Fe 4/ F D FE 2 KT

Quantitative Evaluation of Risk Factors for Deep Vein Thrombosis

Ol B3R (P4 RN i 55744

Yurina Takase (Nishiyamato Gakuen High School)

72 7 OBEICH T BIEMEREO ZEAVEEEOFHE

Evaluation of the Dual Functions of Reactive Oxygen Species in Planarian Regeneration
Om s M, I 3, £ iR (0 R R w H2E %)

Yui Takashima, Soma Yamada, Ruikinshinn Ou (Nishiyamato Gakuen High School)
PREXFEERAVABRE (Saccharomyces cerevisiae) MA—JL K X — 7 &0 1ET
Investigation of conditions for the freeze tolerance of Saccharomyces cerevisiae using school
facilities

OmAR ZHl, 5L PR, $i — 0%, S K, br Bk (V4R B 3554

Kosuke Takagi, Shosei Tsuji, Kazuma Nishiki, Shota Hamada, Xiaomi Ruan (Nishiyamato Gakuen High
School)

BAMBALEYEINITI-TN 2B ~TE2LBTIVLEERT RGO~
Make yogurt with kudzu lactobacillus and plant milk~Investigation of conditions to achieve
complete gelation~

OB e, NG FAEH, NIA #oR (4 RIS 41%)

Momoka Okuda, Akari Kawasaki, Saya Kawamoto (Nara Prefectural Seisho Senior High School)
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3HL1045

3HL1100

3HL1115

3HL1130

Yv Y FOEHEME

The increasing zinc content of Yamatomana and the number of days of zinc treatment
OBM 2, BT #ik, H)1 Je i, Hig w3 (FRETHFHSSER)

Saya Shimamura, Yuya Sakaguchi, Eri Yoshikawa, Ayumi Tanabe (Nara Prefectural Seisho Senior
High School)

TOoEZTHRONY TV T DITEIDHRE

Observation of Bacterial Behavior in Ammonia

O H B, A58 T4, HH B, hH RE AR/ MARSFR)

Ryohei Kouta, Kazuki Hondou, Riku Hamada, Shunichi Nakada (Komatsu high school)

ANV EDEHEETFORERAFIEVENRTF NEEPEATETCLES ?

When the temperature factor of the main chain atoms in a protein molecule is high, does the
peptide bond become more twisted?

OB H WA B B0, B/ 47 2, K &3, TR 280 1 (RS, 2 50K #A, 3 R
AHIF J-PARC £ > & —)

AKkari Shimada', Mahan Kunii', Toshiyuki Chatake?, Takashi Ohhara’, Kaori Chiba' (‘Indust. Eng. Natl.
Inst. Tech, Ibaraki Coll. Japan, >)KURNS, Kyoto Univ., >J-PARC, JAEA)

BINLIEBIZ L NI BDERKICHE T 30— D DGG ESIAH 62V HHR

ORIME effect of the DGG sequence on the loop in the biosynthesis of B-barrel proteins
O b KB R RS BB K28R BR TR 2B 1 (SRR, 2 50K - 38,3 RO
i)

Daiki Tagami', Hiromu Ohshima', Masaru Hoshino?, Nobuhiro Suzuki?, Kaori Chiba' (‘Indust. Eng.
Natl. Inst. Tech, Ibaraki Coll., *Pharm., Kyoto Univ., *NARO)
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1Pos001

1Pos002

1Pos003

1Pos004

1Pos005

1Pos006

1Pos007

1Pos008

1Pos009

KX 2 —FEK Poster Presentations

1HH (9B 248 (K)) /Day1 (Sep.24 Wed.) 13:00 ~ 15:00

01A. 2> /N9 8 : #5& 7 01A. Protein: Structure

Mutation Effect of Terpene Cyclase CotB2 Revealed by Ambient Temperature Crystallography
Atika Nur Rochmah!, Takaaki Fujiwara!, Tomohiko Kuzuyama?, Eriko Nango' (!Grad. Sch. Sci., Univ
Tohoku, >Grad. Sch. Agr. Life. Sci., Univ. Tokyo)

JIAFETFERBEERAVAE PNRXD D 3 F v XIVDEEE S/ T 1« X7 R TOBERN
Cryo-EM structure of human Pannexin-3 in lipid nanodiscs

Shota Kawaguchi', Shota Suzuki?, Koki Nishikawa?, Yoshinori Fujiyoshi?, Atsunori Oshima'* (!Grad.
Sch. PharmSci., Nagoya Univ., >CeSPL, Inst. Integrated Research, Inst. Science Tokyo, *Tokyo Univ. Agri.
and Tech., *CeSPI, Nagoya Univ.)

EMBEATOEESNY > TETRE S h /- RAF EEEFEOZFEK

Molecular composition of RAF kinase complexes in living cells revealed by proximity labeling
Kenji Okamoto, Yasushi Sako (RIKEN PRI)

Structural rearrangement of DNMT3B driven by histone modifications stimulates its DNA
methylation activity

Cho Chao-Cheng!, Chu Woei-Chyn?, Hanna S. Yuan' ('Academia Sinica, *National Yang Ming Chiao
Tung University)

Structural insight into the mechanism of amyloid fibril formation by hen egg-white lysozyme
Haruka Kawabata', Yan Li2?, Haruka Umezawa!, Yuxi Lin%, Naito Ishimoto', Yunseok Heo?,
Jae-Hyun Park!#, Jeremy R.H. Tame!, Young-Ho Lee*>%78, Sam-Yong Park' (! Graduate School of
Medical Life Science, Yokohama City University, >Biopharmaceutical Research Center, Korea Basic
Science Institute (KBSI), *Research Institute of Biomedical and Health Science, Konkuk University,
4Department of Molecular Cell Biology, Sungkyunkwan University, SBio-Analytical Science, University
of Science and Technology (UST), ®Graduate School of Analytical Science and Technology, Chungnam
National University, 'Department of Systems Biotechnology, Chung-Ang University (CAU), $Frontier
Research Institute for Interdisciplinary Sciences (FRIS))

EXTUTTEARTHD 7 1 AE Y Y — LOEHEEEBERTICE T 2R E A
Approaches to high-resolution structural analysis of the phycobilisome, a photosynthetic light-
harvesting antenna complex

Yuya Fujita'2, Soichiro Seki?, Akihiro Kawamoto'?2, Yuu Hirose?, Genji Kurisu'? (' The University of
Osaka, Grad. Sch. Engineering, Japan, *The University of Osaka, Institute for Protein Research (IPR),
Japan, 3Toyohashi University of Technology, Grad. Sch. Engineering, Applied chemistry and Life science,
Japan)

Co-crystal structure of a human 8-oxoguanine DNA glycosylase with photocaged substrate
toward time-resolved crystallography

Momoko Yumita', Tomoki Imura', Yuhei Hosokawa?, Kai-Chun Yang? Hsuan-Yu Shih?,

Manuel Maestre-Reyna?, Junpei Yamamoto! (' Graduate School of Engineering Science, Osaka
University Department of Chemistry, *National Taiwan University)

Structural basis for the mechanisms of complex assembly by the Influenza A virus
nucleoprotein and importin

Haruka Umezawa (Yokohama City Univ., Medical Life Science, Drug Design Lab.)

EXTIVFRAAL 222N EOEETE

Structure prediction of large multidomain proteins

Ryota Kobayashi', Suguru Fujita!, Yoshitaka Moriwaki?, Tohru Terada! (\Grad. Sch. Agri. and Life Sci.,
Univ. Tokyo, >Med. Res. Lab., Inst. Integr. Res., Science Tokyo)

- 8125 -



1Pos010

1Pos011

1Pos012

1Pos013

1Pos014

1Pos015

1Pos016

1Pos017

1Pos018

1Pos019

Improved Resolution of Enterococcus hirae V-ATPase by cryo-EM: Structural Insights into the
Full Complex

Yuan-E Lee!, Raymond N. Burton-Smith!-2, Akihiro Otomo??, Kano Suzuki*, Tsukasa Nakamura®,
Toshio Moriya’, Takeshi Murata®, Ryota lino>?, Kazuyoshi Murata!? (' ExCELLS/NIPS, Okazaki,
2SOKENDAI, Okazaki, *IMS, Okazaki, *Chiba University, Chiba, >’KEK, Tsukuba)

Crystal structure elucidation of Rubricoccus marinus halorhodopsin

Naithok Khachuk Debbarma!, Takaaki Fujiwara!?, Eriko Nango'? (\Grad. Sch. Life Sci., Univ.
Tohoku, 2IMRAM ., Univ. Tohoku)

01B. 2>\ & : it (REM, ihi/z4#%E) 01B. Protein: Physical property

Kinetic Analysis of heparin-induced fibrillation of a-synuclein

Takashi Ohgita, Norihiro Namba, Nao Minami, Hiroyuki Saito (Kyoto Pharm. Univ.)

Rose Bengal & FU\ =2 > /N7 BRE 7O+ XD

Evaluation of Protein Aggregation Process Using Rose Bengal

Gen Takebe!, Shigetoshi Okazaki', Heidi Ottevaere? (' Hamamatsu Photonics K.K., 2Department of
Applied Physics and Photonics, Vrije Universiteit Brussel)
HEBEREFAMREOEEICL 7T B F—EO7O0XF Yy a2 25— 3>
BEORE

Allosteric communication pathway within adenylate kinase elucidated by correlation between
interresidue distances and local environments

Shinichi Kurino, Tomoki P. Terada (Dept. Appl. Phys., Grad. Sch. Eng., Nagoya Uniyv.)

VCD ZRWEZRNA AU INYETZT A2 bOT 204 KEFMS LIVBAFX IV T 1 OFER
Amyloid Polymorphism and Supramolecular Chirality in Spike Protein Fragment as Studied by
Vibrational Circular Dichroism

Shunsaku Nagai', Hisako Sato?, Izuru Kawamura' (\Grad. Sch. Sci., Yokohama Natl Univ., 2Sch. Sci.,
Univ. Ehime)

TyRET I/ BERVEERERAS A 2 F v 2IVOFEN &R

Design and characterization of transmembrane ion-channel peptide containing fluorinated
amino acids

Keiya Saito!, Daisuke Sato?, Peng Zugui®, Ai Niitsu*, Ryuji Kawano?, Izuru Kawamura' (‘Grad. Sch.
Eng. Sci., Yokohama Natl. Univ., *Inst. Sci. Eng., Ibaraki Univ., *Inst. Eng., Tokyo Univ. of Agri. & Tech.,
*Yokohama Inst., Riken)

Gum Ghatti DAL FHEE D EET

Structural Analysis of Emulsified Nanoparticles of Gum Ghatti

Kento Yonezawal2, Sawa Fusamae?, Yuya Iwao?, Ryuki lida?, Shoma Igarashi?, Naoya Sagawa?,
Keigo Kinoshita®, Yoichi Yamazaki?, Sachiko Toma?, Hironari Kamikubo'? ('NAIST, CDG, *NAIST,
M.S.,3San-Ei Gen FFL, inc.)

IEHOHDFZAL— D LDL OMMHEICE R 2 HE

Effect of the binding of epigallocatechin gallate to LDL on physical properties of LDLs

Seiji Takeda, Mocko Kitagawa, Naoya Ishihara, Takahisa Hiruma (Faculty Parm. Sci. Hokkaido Uniyv.
Sci.)

ST/NITITOBAY X L%ET S Kai BEt 2 > N EOLAHEEEE
Association-dissociation behavior of Kai-clock proteins regulating cyanobacterial circadian
rhythm

Ken Morishima, Ritsuki Sakamoto, Rintaro Inoue, Masaaki Sugiyama (KURNS, Kyoto Univ.)
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1P0s020

1Pos021

1Pos022

1P0s023

1Pos024

1Pos025

1P0s026

1Pos027

1Pos028

1Pos029

1Pos030

01C. #> /N7 B : #ic (RICHE, £¥EM4LE) 01C. Protein: Function

Molecular Dynamics Study on the Taste-Recognition Mechanism of Human Taste Receptor
Heterodimers
Yu Yamamori, Rikuri Morita, Yasuteru Shigeta, Ryuhei Harada (center of computational science,
University of Tsukuba)

Structural and functional characterization of novel ice-binding protein isoforms discovered via
genome and transcriptome analyses

Tatsuya Arail2, Kaho Uchizawa?, Kosuke Maeda?, Sakae Tsuda', Tomoyasu Aizawa'-? (! Faculty of
Advanced Life Science, Hokkaido University, 2School of Science, Hokkaido University)

Effect of phospholipid composition on binding behavior of a-synuclein to lipid membranes
Norihiro Namba, Shiori Ariyoshi, Honori Shiroshita, Takashi Ohgita, Hiroyuki Saito (Kyoto Pharm.
Univ.)

KaiC M) »ER{EF(ICHKTE L 7= KaiC-KaiA #E&REDE1L

Phosphorylation-Level-Dependent Changes in KaiC—KaiA Binding Strength
Arisa Nakao!, Risako Aoyama', Yoichi Yamazaki', Shuji Akiyama?3, Kento Yonezawa*,

Hironari Kamikubo'* ('NAIST, MS, >?CIMos, IMS, NINS, 3SOKENDAI, *NAIST, CDG)

Biochemical assay development for kinetic analysis of ATPase cycle of KaiC

Yasuhiro Onoue!, Yoshihiko Furuike'?, Shuji Akiyama'-? (\nstitute for Molecular Science, NINS, *The
Graduate University for Advanced Studies (SOKENDAI))
FUTYUHRERESMBREROTONTF NMERIC K 2BREMEEHRE

Mechanism of Enzyme Activity Inhibition by the Propeptide Region of a Trypsin-Like Protease
Orika Ashida', Nana Sakata!, Kairi Ogawa!, Miki Matsuzaki', Mitsuhiro Miyazawa?,

Shigeru Shimamoto!, Yuji Hidaka' ('Grad. Sch. Sci. Eng., Univ. Kindai, *PrevenTec Inc.)
AEHBRTOAXE TSV UREEAEEYRT I OHEEERHER

Interaction analysis of medaka prostaglandin binding protein with riboflavin

Kazuki Mitani', Koichi Uegaki?, Shigeru Shimamoto' (!Faculty of Science and Engineering, Kindai
University, *Faculty of Agriculture, Kindai University)

URAVETOARET ST 2 D EREREORGERIT

Phylogenetic and Functional Analysis of Lipocalin-type Prostaglandin D Synthase

Kodai Nakamoto, Chinatsu Noma, Kei Iida, Shigeru Shimamoto (Faculty of Science and Engineering,
Kindai University)

01D. #>/X7 g : §H - B DA EER 01D. Protein: Measurement & Analysis

TIFRAAAONTEDEAF IV AEHHOT3MBRUE770—F

A coarse-grained approach to characterizing the dynamics of multi-domain proteins
Chigusa Kobayashi!, Yuji Sugita!2 (\RIKEN R-CCS, *RIKEN PRI)

BRI N EECRBF v oN—TLAICKIEEETHRET 5 F-ATPase &V
PPase b5 DEWE | > ERFREE

Highly sensitive detection of phosphate released from F,-ATPase and PPase using phosphate-
binding protein in droplet chamber arrays

Waren Imaoka', Tomohiro Aoyama', Yoshihiro Minagawa?, Hiroshi Ueno?, Nobukiyo Tanaka!,
Hiroyuki Noji%, Tomoko Masaike' (!Dept. Appl. Biol. Sci., Tokyo Univ. Sci., 2Dept. Appl. Chem., Univ.
Tokyo)

MRAR & >N B REKETE & ZDORRIE

The process of intracellular protein crystal formation and its visualization

Etsuko Tokunaga, Yasufumi Umena (NUSR, Univ. Nagoya)
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1Pos031

1Pos032

1Pos033

1Pos034

1Pos035

1Pos036

1Pos037

1Pos038

1Pos039

MDY Iab—aréza—20zy b7—72lAEDELZ N7 EORE AFM EGRET
Analysis of HS-AFM images of proteins combining MD simulation and Neural Network
Katsuki Sato!, Yui Kanaoka?, Tomoya Tsukazaki®, Takayuki Uchihashi?, Takaharu Mori! (!7okyo
University of Science, >Nagoya University, 3Nara Institute of Science and Technology)
TEXANIUEEBRINH LRI S—EBTHRISI - RUIFLJTYA-IRERTD
RENREFET S

Dextran-Binding Enzyme Glucansucrase Induces Droplet Formation in Dextran— Polyethylene
Glycol Mixtures

Mikage Iwakiri, Hideyuki Komatsu (Department of Bioscience and Bioinformatics, Faculty of Systems
Engineering and Computer Science,, Kyushu Institute of Technology)

ORy MEBZICESC 2NV EORBESFETAOLODEET L — LT — 7 D%
Development of a Computational Framework for Predicting the Internal Motion Properties of
Proteins Based on Robot Kinematics

Keisuke Arikawa (Fcl. Eng., Kanagawa Inst. of Tech.)

O1E. >IN E : 22 NV EI % #{LTS 01E. Protein: Engineering

SREH—TPFEENEVEIETANIEZ NI EHT Y FOEBRERTR & FEEHIH
In vitro assembly of a nonviral protein capsid and its morphological control mediated by
versatile cargos

Kenya Tajima!, Yusuke Sakai>, Naohiro Terasaka' (' Earth-Life Science Institution, Institute of Future
Science, Institute of Science Tokyo, *RIKEN Center for Biosystems Dynamics Research, *Institute for
Quantitative Biosciences, The University of Tokyo)

Model screening of an epitope-tag peptide from a random library consisting of a reduced set
of amino acids using PL display

Shingo Ueno, Fumi Toshioka, Takanori Ichiki ((CONM, Kawasaki Inst. Industry. Promo.)
DFERICE D71V ZEBRTFOBES R kAL

Functionalization and structural diversification of artificial nucleocapsids by laboratory evolution
Naohiro Terasaka (Earth-Life Sci. Inst., Inst. Future Sci., Inst. Sci. Tokyo)

RS NV ERERI DT D JIC L B RIBICEERER

Engineering in-cell protein crystals for the stimuli-responsive solid-solid phase transitions
Kosuke Kikuchi!, Misaki Nagama!, Junko Tanaka', Haonan Kong!, Satoshi Abe?, Takafumi Ueno'>
(!Sch. of Life Sci. and Tech., Science Tokyo, *Grad. Sch. of Life and Env. Sci., KPU, 31IR-ASMat, Science
Tokyo)

FIT47 - F—Z0TIC&B ATP AREBEROBEES /N IF, DEEE

Redesign of the inhibitor protein IF, for ATP synthase via an active-learning framework
Ryohei Kobayashi'-2, Constantin Guyot>3, Jun Ohnuki®?, Hiroyuki Noji'*, Kei-ichi Okazaki*? (' Dep.
Appl. Chem., Grad. Sch. Eng., Univ. Tokyo, *Institute for Molecular Science, 3SOKENDAI, *RIPH, Univ.
Tokyo)

01F. Z> /XU 8 : RRAZEM 01F. Protein: Intrinsic disorder

EE AFM - (L2 FiKIC K 5 EGAP/E6/p53 EEFDIBEH BN AT

Integrated analysis of structural dynamics of EBAP/E6/p53 complex by HS-AFM and
biochemical methods

Soma Yamamoto'?, Holger Flechsig?, Hiroki Konno? (!Grad. Sch. of Nat. Sci. & Technol., Kanazawa
Univ., *WISE Program for Nano-Precision Medicine, Science, and Technology, Kanazawa Univ., WPI
Nano Life Sci. Inst. (WPI-Nano LSI), Kanazawa Univ.)
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1Pos040

1Pos041

1Pos042

1Pos043

1Pos044

1Pos045

1Pos046

MAP7 3B/ IVERESEE AL T FUS DESBEZ T 5 : ALS BREZRA L DHEFRLEL S
DRR

MAP7 Regulates FUS Condensate Formation via Microtubule Binding: Insights from ALS-
Linked Mutant Interactome Analysis

Kyota Yasuda'>’, Hyun-woo Rhee*’, Tomonobu Watanabe'?3, Shin-ichi Tate'>%7 (\Grad. Sch. Int. Sci.
Life., Univ. Hiroshima, *Res. Int. Radiation. Bio. Med., Univ. Hiroshima, >BDR, RIKEN, *Chem., SNU,
SReMeD, Univ. Hiroshima, °MIMS, Univ. Meiji, "WPI-SKCM?2)

ERFETEADBEMEEAVEEX N TIVERBEZ 4T

Histone tail dynamics monitoring using high-speed atomic force microscopy

Ryota Imada!, Quynh Pham?, Yusuke Miyanari’, Shoko Sato*, Hitoshi Kurumizaka®, Mikihiro Shibata>>
('Grad. Sch. Math. & Phys., Kanazawa Univ., *Grad. Sch. NanoLS., Kanazawa Univ., >WPI-NanoLSI,
Kanazawa Univ., *Institute for Quantitative Biosciences, Tokyo Univ., *InFiniti, Kanazawa Univ.)

B4 # > Sup35 DREFAIEBIEDEE AFM B1E

High-speed AFM observation of the droplet formation process of yeast prion Sup35

Aya Ogino', Yumiko Ohhashi?, Hideki Taguchi?, Hiroki Konno?® (!Grad. Sch. of Nat. Sci. & Technol.,
Kanazawa Univ., *Inst. of Integ. Res., Science Tokyo., *WPI Nano Life Sci. Inst. (WPI-Nano LSI),
Kanazawa Univ.)

02. NL& >IN B /02. Heme proteins

BRI UDTFIVhBERITTAEI/OECO7OXT Y v VEFHEHRAES
Deciphering hemoglobin allosteric equilibria through functional analysis in single crystals and
silica gels

Naoya Shibayama (Div. Biophys., Jichi Med. Univ.)

TYOHY M OLBEBEROKDNABRY 712y ML UM EhBEKEF v RILOE
SR

Structural analysis of a hydrophobic channel formed by nuclear DNA-coded subunit of bovine
heart cytochrome c oxidase

Kazumasa Muramoto, Kyoko Shinzawa-Itoh (Grad. Sch. Sci., Univ. Hyogo)

03. &4 > /N9 8 /03. Membrane proteins

BEMETUARICH TR 7O RENAEE—F—DA MY FUH 5 2 /NI E FIL & MotAB
BEEFESHOHEEER

Association of stomatin-like protein FliL and MotAB stator complex of proton-driven flagellar
motor in marine Vibrio

Michio Homma'2, Kazuki Yokoyama?, Norihiro Takekawa*, Tatsurou Nishikino®, Hajime Nakatani',
Seiji Kojima® (' Dep. Biomol. Eng., Grad. Sch. Eng., Nagoya Univ., 2Dep. of Physics, Grad. Sch. Sci.,
Nagoya Univ., *Div. Biol. Sci., Grad. Sch. Sci., Nagoya Univ., *“Dep. Macromol. Sci., Grad. Sch. Sci.,
Osaka Univ., >Dep. Life Sci. Appl. Chem., Nagoya Inst.Tech.)

ATR-FTIR ICEBIRIRX 7 LFF FEKFFHH Y 7 LF v IV SthKk DY B > FEIRO D FHEEHR
Investigation of molecular mechanisms of ligand selection in a cyclic nucleotide dependent
potassium channel SthK by using ATR-FTIR

Taisei Maeda!, Tatsuro Nishikino'-2, Hiroki Ogasawara®, Hiroto Fukuda®, Yuji Furutani'? (' Graduate
School of Engineering, Nagoya Institute of Technology, >Optobiotechnology Research Center, *Nagoya
Institute of Technology)
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1Pos047

1Pos048

1Pos049

1Pos050

1Pos051

1Pos052

1Pos053

1Pos054

Visualization and analysis of P-glycoprotein dynamics by using HS-AFMVisualization and
analysis of P-glycoprotein dynamics by using HS-AFM

Yui Kanaoka!, Takeshi Murata?, Takayuki Uchihashi'? (\Grad. Sch. Sci., Univ. Nagoya, *Grad. Sch.
Sci., Univ. Chiba, 3ExCELLS)

BRE42 > N7 G#H4 OmpG F/ K7 ORFAZEEHE

Observation of gating behavior of OmpG nanopore conjugating other protein

Kazuha Endo, Koki Kamiya (Grad. Sch. Sci. & Tech., Gunma univ.)

04. DNA - DNA #&& % > /X2 B /04. DNA & DNA binding proteins

L F-EE DNABSID 2 > T LY E— MIEHET % Dof SBERFD 1 S FHE
Single-molecule observation of Dof transcription factor accumulating to neighboring tandem
repeats of target DNA sequences

Hayato Yamashita!, Akihiro Tsuji!, Hirotake Furihata?, Zhangliang Zhu??3, Takuya Miyakawa??,
Masayuki Abe! (!\Grad. Sch. Eng. Sci., Univ. Osaka, *Grad. Sch. Agr. Sci., Univ. Tokyo, *Grad. Sch. Bio.,
Kyoto Univ.)

UID AU H—EDFERE C RIgREAZEREKED DNA &7+ U =8 E/ER

DNA-mediated interaction between wild-type and C-terminal deletion mutants of UvrD helicase
Hiroaki Yokota (Grad. Sch. New Photon. Indust.)

HRBSBECE WK T 27/ X5 —IVERE OB A FHEEER

Fluorescence lifetime correlation analysis on nanoscale liquid condensates formed through
liquid-liquid phase separation

Rene Toyama, Miyuki Sakaguchi, Shoichi Yamaguchi, Takuhiro Otosu (Grad. Sch. Sci. Eng., Saitama
Univ.)

05. RNA * RNA #&& 4 > /37 & 705. RNA & RNA binding proteins

Folding of Frameshift-Stimulating RNA Pseudoknots Is Modulated by the Upstream Structures
Jin-Der Wen (National Taiwan University)

06. DNA/RNA -/ 7%/ B — /06. DNA/RNA nanotechnology

BC#ER% B8 MK T % DNA BEORE

Design of Growing DNA Droplets Toward Self-Replication

Yusei Kudo', Tomoya Maruyama?, Masahiro Takinoue'>? (1Sch. of Computer Science, Institute of
Science Tokyo, 2Sch. of Life Science and Technology, Institute of Science Tokyo, 3Research Center for
Autonomous Systems Materialogy (ASMat), Institute of Integrated Research, Institute of Science Tokyo)
miRNA OBE%52#T 5 DNARE I > 1 — 2 BEL RV ALERES I 2L -2 3>
Chemical reaction simulation for development of DNA droplet computers which recognize
concentration of miRNAs

Chisa Kato!, Yuko Yoshida', Masahiro Takinoue'?? (\Sch. Comp. Sci., Inst. Sci. Tokyo, 2Sch. Life Sci.
Tech., Inst. Sci. Tokyo, 3ASMat, Inst. Sci. Tokyo)
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1Pos056

1Pos057

1Pos058

1Pos059

1Pos060

1Pos061

1Pos062

BESMEOR Y b EEHEFEE % AV /- DNA SRIEERERO B 21555t

Automated design of DNA logic circuits using automated pipetting robots and machine learning
Yuko Yoshida', Kanta Takagi', Masahiro Takinoue!?? (\School of Computer Science, Institute of
Science Tokyo, 2School of Life Science and Technology, Institute of Science Tokyo, *Research Center for
Autonomous Systems Materialogy (ASMat), Institute of Science Tokyo)

DNA 7/ 37 Z#tV) : FPEMICERSAIRe &2 7/ 1 V) $18E

DNA-Based Miura-ori: A Mechanically transformable Nano-Origami Architecture

Daisuke Ishikawa!, Ibuki Kawamata?, Masahiko Hara®, Masashi Ikeuchi! (\LBB, Science Tokyo, *Grad.
Sch. Sci., Kyoto Univ., 3Sch. Mater. Chem. Technol., Tokyo Tech)

07. &%& : ZDftb,/07. Nucleic acid: Others

CRISPR Cas13a ¥ 27 Ls& F\ /= Salmonella RNA DT < 2 Ltk

Digital Detection of Salmonella RNA with CRISPR Cas13a system

Svitlana Kovalchuk!, Yoshihiro Minagawa', Hiroyuki Noji'? (' Graduate School of Engineering, The
University of Tokyo, *Research Institute of Planetary Health (RIPH), The University of Tokyo)
HEMIMERICKYYBE SN FH— % DNA BEPOADEH

Force propagation in heterogeneous DNA solution induced by electrostatic interactions
Miku Nakao', Saki Matsuyama', Akinori Miyamoto?, Yoshihiro Murayama'-? (\Dep. Biomedical
Engineering., Grad. Sch. Engineering., Tokyo University of Agriculture and Technology, *Dep. Applied
Physics., Grad. Sch. Engineering., Tokyo University of Agriculture and Technology)

08. 7O~ F > - #ta{k ~08. Chromatin & Chromosomes

DFENEYIaAL—2 a3 EAVWEA 2 E—HL—2a> UEDNA EX VLAY —LDEE
4 F 39 REHR

The conformation and dynamics of intercalated DNA and nucleosome analyzed by molecular
dynamics simulation

Hisashi Ishida!, Hidetoshi Kono!? (‘Inst. Quantum Life Sicence, OST, 2cQUEST, Chiba Univ.)
Unveiling the centromere/kinetochore structure in chicken DT40 cells using expansion
microscopy and fluorescence correlation spectroscopy

Yasuhiro Hirano'2, Akira Kitamura?, Toru Hirota?, Tatsuo Fukagawa! (' Graduate School of Frontier
Biosciences, The University of Osaka, *Cancer Institute of JECR, *Faculty of Advanced Life Science,
Hokkaido University)

BRATR EHE L FBETHRONFN— ARG HFEETY T

Particle-based modeling of reactive dynamics of transcription coupled with condensate
formation

Daiki Sugata, Shoji Takada (Grad. Sch. Biol., Univ. Kyoto)

09. BFIREE 09. Electronic

IRXNVX—HGHEHCEBINXNTFNOAE
Classification of peptides by energy level statistics
Masanori Yamanaka (CST, Nihon Univ.)
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10. K - KF0,EBEEE 10. Water & Hydration & Electrolyte

YEZOMB & EAHRAAT Al BIEORER

Development of drug discovery Al incorporating physics-based knowledge

Yuuka Ogawa!, Tatsuki Kawauchi?, Tomohiko Hayashi? (\Faculty of Engineering, Niigata Univ., *Grad.
Sch. Sci. and Tech., Niigata Univ.)
hLNO—RKBHEE AV AQP BRIRI CHO il DRFERTE

Cryopreservation of AQP4-overexpressing CHO cells using trehalose aqueous solution
Sumire Matsuo!, Masato Yasui?, Youichiro Abe?, Tsutomu Uchida® (' Graduate school of engineering,
Hokkaido University, 2School of Medicine, Keio University, *Faculty of Engineering, Hokkaido
University)

12. F&4 - 9tk 12. Development & Differentiation

ATEMEETIVICH T MR £ /N2 — o

Cell Migration and Pattern Formation in Engineered Human Embryo Models

Kiyoshi Ohnuma', Chihiro Takeuchi!, Hazuki Tsuboi!, Ryo Kojima', Tsuji Shota!,

Emilio Macias Estrada Raul', Hayashi Yohei?, Miyu Mori! (\Nagaoka University of Technology,
2RIKEN)

Bk 5 OHIREE N OHTE & SHRaRER KR

Image-based force inference of pairwise cell-cell interactions for multicellular morphogenesis
Hiroshi Koyama'2, Toshihiko Fujimori'? (' Div. Embryology, NIBB, 2SOKENDAI (Graduate University

for Advanced Studies))

13. A (BEHHE - IHE) 13. Muscle

IA Y VRO 1 HFRREGHMEROMS 2 BHT 25 ETTILOBE

Construction of a simulation model which reproduces both of the single molecule experiment
of myosin head and the muscle fiber experiment

Kenshiro Kaneko, Tomoki P. Terada (Dept. Appl. Phys., Grad. Sch. Eng., Nagoya Univ.)

TP L UBRENET I F OROBEBRRELS A F IV ADYTIVE 1A LB

Real-Time observation of the Disassembly of Fascin-Mediated Actin Bundles

Masayuki Hoshida'2, Takumi Toji%, Tatsuya Iwata®, Noriko Takeuchi', Hajime Honda?, Ikuko Fujiwara
('School of Health Sciences, Kitasato University, *Materials Sci. & Bioeng., Nagaoka Univ. of Tech.,

2

3Faculty of Pharmaceutical Sciences, Toho University)

14. 9FFE— 4 —_14. Molecular motor

NITFUTHEEE—2—ICHT 5 MotAB DERENEME : BRETVICLZ 77 O—F
Exploring the Driving Mechanism of MotAB in the Bacterial Flagellar Motor via Theoretical
Modeling

Shintaroh Kubo!?, Yasushi Okada?, Shoji Takada* (' Wako, RIKEN, *Dept. of Applied Chem., the Univ.
of Tokyo, 3Dept. of Med., the Univ. of Tokyo, *Grad. Sch. Sci., Kyoto Univ.)
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1Pos071
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1Pos073

1Pos074

1Pos075

1Pos076

1Pos077

1Pos078

1Pos079

1Pos080

ADP-Pi 372 > S1 & F-actin FBREIH DMIEFIEICDOWVT

On the physical principle of the driving force between myosin S1 with ADP-Pi and F-actin
Makoto Suzuki (Tohoku University)

X221 OBRERICH T IERT F v MEE

Information ratchet mechanism for the coordinated unidirectional movement of kinesin-1
Michio Tomishige', Hiroshi Isojima?, Kohei Matsuzaki' ('Dept. Phys. Sci., Aoyama Gakuin Univ.,
2Dept. Appl. Phys., Univ. Tokyo)

BEYKF ¥ RIVEN L ENAEE— 4 —OREEESDLFE TR FE N ZHEN

All-atom molecular dynamics analysis of rotational motion of flagellar motor mediated by
dynamic water channels

Yukinari Kamiyama, Takumi Matsumoto, Tsubasa Nakai, Mitsunori Takano (Grad. Sch. Adv. Sci. &
Eng., Waseda Univ.)

DNA ALSAFE— 2 —DEEAYHRER L

Rational performance improvement of DNA artificial molecular motor

Takanori Harashima'2, Akihiro Otomo'-2, Ryota Iino'? (\Institute for Molecular Science, >Graduate
Institute for Advanced Studies, SOKENDAI)

Modulating potential alignment to enhance molecular motor speed

AKkihiro Fukuda, Yohei Nakayama, Shoichi Toyabe (Grad. Sch. Eng., Tohoku Univ.)
Rhodamine-Phalloidin (Z& > TRIBIEE =TI F 2T 1 T 42 bOBESEMIE, U CES
FUATP+3IF> 2 NIC&->THIHIEN S

Structural polymorphism of actin filaments revealed by Rhodamine Phalloidin is suppressed by
phosphate and ATP + myosin Il

Kenta Toshino, Taro Q.P. Uyeda (Dept. Pure. & Appl. Phys., Grad. Sch. Adv. Sci. & Eng., Waseda Univ.)
RESEAFM (C& > TS ISk - ABEFD LV F-ATPase DILE-HE DY TV T
Chemomechanical coupling in rotor-less F,-ATPase revealed by high-speed atomic force
microscopy

Shingo Fukuda', Akihiro Otomo??, Ryota Iino>3, Toshio Ando! (' WPI NanoLSI, Kanazawa Univ., *Inst.
for Mol. Sci., NINS, 3SOKENDAI)

TH-—DHREICLDX XTI -1 T—2— FXA 1 OEFRNEENEEDOREA

Tether-dependent regulation reveals core motility mechanism of the kinesin-1 motor domain
Rieko Sumiyoshi', Masahiko Yamagishi'2, Junichiro Yajima'>? (\Grad. Arts & Sci., Univ. Tokyo,
2Komaba Inst. Sci., Univ. Tokyo, > RCCSB, UBI, Univ. Tokyo)

C.elegans ¥ 22 2 BMK-1 EFRPRF* %2 > Eg5 FRERIDAILEAFE EHEER
Biochemical Characterization and Interaction of C.elegans kinesin BMK-1 with Mitotic Kinesin
Eg5 Inhibitors

Fofou Yonta Tostani, Shunsuke Kumagai, Nur Fatin Liyana Binti Salwadi, Shinsaku Maruta (Grad.Sch.,
Soka Univ.Tokyo)

KIF6 IC & 2HEEH E T RILX —RBHOPFAH=X L

KIF6's Role in Ciliary Motility and Energy Regulation

Tsukasa Makino!, Chizuru Ito?, Takeshi Masuda®, Kazuho Ikeda!, Daisuke Takao'#, Yasushi Okada'-,
Kiyotaka Toshimori?, Masahide Kikkawa! (Univ. Tokyo, 2Chiba Univ., *Keio Univ., *Huazhong
Agricultural Univ., >RIKEN BDR)

15A. a4 HIZERE : #%F 15A. Cell biology: Adhesion

WEREOREDERELE FimD O X RiEREEHENT
Structure of FimD, a tip protein of the pili of gum disease bacterium Porphyromonas gingivalis
Norihiro Takekawa, Yusuke Ando, Rei Kojima, Katsumi Imada (Grad. Sch. Sci., Osaka Univ.)
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1Pos087
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15C

1Pos089

HRRZREY ) & A M EHC L 2 HRA S OEITEERIEADREA

Modulating Cell Cycle Progression by Dynamic Control of Cell Shape Using Stimuli-Responsive
Substrates

Sayaka Masaike, Satoru Kidoaki (/MCE, Univ. Kyushu)

15B. MHRaLE M HYEERE | ¥EH) 15B. Cell biology: Motility

EX#EER Spirostomum ambiguum DAFFEIAERICE H SREBINERB DI V) EE)

Active sliding between microtubule ribbons extending from the ciliary basal bodies elongates the
giant ciliate Spirostomum ambiguum

Kosuke Nakamura', Seiji Sonobe!, Kazuhiro Oiwa'? (\Grad. Sch. Sci., Univ. Hyogo, Adv. ICT Res.
Inst., NICT, Kobe)

EEREERE AV 7 X — N\ MR D ES | HiGHEIE

Inference of cellular traction forces using temporal information

Kazuko Hamaoka, Hirokazu Tanimoto (Grad. Sch. Nanobiosci., Yokohama City Univ.)

CheY Phosphorylation-Mediated Turning Enables Polarity Alignment at the Swarming Front in
Vibrio alginolyticus

Kakeru Sumitomo, Ikuro Kawagishi, Masatoshi Nishikawa (Grad. Sch. Sci., Univ. Hosei)
Mechanosensitive adhesion complexes that lead to complex cell crawling behaviors in a one-
dimensional track.

Hsuan-Yi Chen (National Central University)

F# S W A-BFRSANEINIC K YERS 0T 2 MEROER &4 FREDHERER

Reveal the causal relationship between tissue deformation and molecular response through
optical manipulation

Kenji Nishizawa!, Shao-Zhen Lin?, Claire Chardés?, Jean-Frangois Rupprecht?, Pierre-Frangois Lenne?
('Graduate School of Engineering, Tohoku University, >°CNRS, Centre de Physique Théorique., 3CNRS,
The Institute of Developmental Biology of Marseille.)

YZIWELLT 4 — KNy JBBERAVEYTI ML A FOES ICL 3BBAIBADHBBILE
Modulation of Beating Response to Mechanical Stimulation by Substrate Stiffness Using Real-
Time Feedback Control

Ayaka Namiki, Arisa Mizutani, Yuuta Moriyama, Toshiyuki Mitsui (Dept. Phys. Sch. Sci.,
Aoyamagakuin Univ.)

Integrative Spatiotemporal Analysis of Collective Cell Migration and ERK Dynamics in Epithelial
MDCK Wound Healing

Lisna Hidayati', Kazuhiro Aoki?, Yuichi Sakumura' (' Graduate School of Science and Technology,
Nara Institute of Science and Technology, *Graduate School of Biostudies, Kyoto University)

. MRAEYFRIEE - HERER - BB 15C. Cell biology: Cytoskeleton & Membrane skeleton

HEM#iaEA IC 5 5 membrane-cortex attachment & BAR 4% > /X% B ORI 4
Mechanical control of cell-cell fusion during osteoclastogenesis by membrane-cortex
attachment and BAR proteins

Yuri L. Nemoto'2, Yumeng Wan?, Tsukasa Oikawa?, Kazunori Takano?, Takahiro K. Fujiwara®,

Kazuya Tsujita'-2, Toshiki Itoh'? (' Biosignal Research Center, Kobe University, 2Kobe University
Graduate School of Medicine, Graduate School of Medicine, Hokkaido University, *Graduate School of
Science, Chiba University, >Institute for Integrated Cell-Material Sciences (WPI-iCeMS), Kyoto
University)
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1Pos093

1Pos094

TRV HIRRTE (SEIS U 7=/ R BB R DR R

Development of centrosome isolation methods adaptable to various cell types

Momoko Miyazawa, Shohei Yamamoto, Daiju Kitagawa (Grad. Pharm., Univ. Tokyo)

TIRFEICE BTV F U ERS1F I XICHT B His161 OIREIREH

Elucidating the role of His161 in actin polymerization dynamics using TIRF analysis

Kota Onozato!, Mitsusada Iwasa?, Shuichi Takeda?, Toshiro Oda®, Hajime Honda!, Ikuko Fujiwara'
("Materials Sci. & Bioeng., Nagaoka Univ. of Tech., *Grad. Sch. Info., Nagoya Univ., >Facaulty of Health
and Welfare, Tokai Gakuin University)

TOFOERRENCE T AEHBES LYY CE RN XA 2O TIRF 3 KUHEBERTIC & 516
Dissecting Domain Functions of Archaeal Gelsolin in Actin Assembly by TIRF and Structural
Analyses

Houryou Mizuki!, Shuichi Takeda®3, Robert Robinson*, Tkuko Fujiwara! ('Materials Sci. & Bioeng.,
Nagaoka Univ. of Tech., *Grad. Sch. Info., Nagoya Univ., *RIIS, Okayama Univ., *VISTEC, Thailand.)
TIRF SEfM85 & #EMITIC K WBAS A ICH& - 7= Cytochalasin D D7V F 27 1« T X > MEAHE
Cytochalasin D Inhibits Actin Dynamics through Transient Capping and Severing

Takahiro Mitani!, Shuichi Takeda?, Toshiro Oda®, Akihiro Narita*, Yuichiro Maéda?, Hajime Honda',
Ikuko Fujiwara! ('Materials Sci. & Bioeng., Nagaoka Univ. of Tech., *Grad. Sch. Info., Nagoya Univ.,
3Fac. Health & Welf., Tokai-gakuin Univ., *Grad. Sch. Sci., Nagoya Univ.)

DHEICH T 32— BN EROMEELEETD/N— X FDORE

Changes in the physical properties of early embryonic nuclei promote a transcriptional burst
Masahito Tanaka!, Rin Sakanoue?, Atsushi Takasu?, Yasuki Miyagawa®, Naoko Watanabe!,

Yu-Chia Chen*, Aussie Suzuki*, Kei Miyamoto®3, Yuta Shimamoto'- (\Laboratory of Physics and Cell
Biology, National Institute of Genetics., >Graduate School of Biology-Oriented Science and Technology,
Kindai University, >Faculty of Agriculture, Kyushu University, *McArdle Laboratory for Cancer
Research, Department of Oncology, University of Wisconsin-Madison, >Department of Genetics,
Sokendai University)

15D. MR M2ERYEERE « 1E3RIGE - MIBIAE.15D. Cell biology: Signal transduction & Cell membrane

1Pos095

1Pos096

1Pos097

1Pos098

The mechanical properties of cells grown at the interface of ferroelectric domain walls

Alexis Borowiak, Takeshi Shimi, Yohei Kono, Takeshi Fukuma (NanoLSI, Kanazawa University)

1 9F SuperPAINT ;%I & B HAMESFICH 38T/ 25— LA — O ER{E
SuperPAINT visualization of dynamic nanoscale heterogeneity of the entire plasma membrane
Maoji Wang!, Bo Tang!, Takahiro Fujiwara?, Taka-Aki Tsunoyama', Akihiro Kusumi' (!Okinawa
Institute of Science and Technology, *Institute for Integrated Cell-Material Sciences, Kyoto University)
KiFEMAA CaEE MO EHRE

A reconsideration of intracellular Ca?* homeostasis in Escherichia coli

Takemasa Nakamura!, Hiroyuki Noji!?, Kazuhito Tabata'-? (! Department of Applied Chemistry, School
of Engineering, University of Tokyo, 2Research Institute of Planetary Health (RIPH), The University of
Tokyo)

WS -7 AR OBREWEE © 577 Y > & Ena/VASP OHERAEERICL 2TV F U ES
Initiators for inhibitory synapse formation: actin polymerization induced by co-condensation of
gephyrin and Ena/VASP family proteins

Amine Aladag!, Taka-Aki Tsunoyama!, Irina Meshcheryakova!, Maoji Wang!, Jun-Seok Lee!,

Bo Tang', Hiroko Hijikata3, Takahiro K Fujiwara’, Sawako Yamashiro?, Akihiro Kusumi! (' Okinawa
Institute of Science and Technology, *Kyoto University Graduate School of Biostudies, *Kyoto University
Institute for Integrated Cell-Material Sciences, KUIAS)
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1P0s099  FRFU/N—EDICKBIUXMIUER NI EDIEE S &V Ras/PIP3 N X 1 > O#l{H
Phospholipase D regulates on-membrane diffusivity of a myristoylated protein and defines the
Ras/PIP3 patch territory
Gen Honda'%, Satoshi Sawai'*, Miho Yanagisawa'->3 (! Department of Basic Science, Graduate School
of Arts and Sciences, University of Tokyo, *Komaba Institute for Science, Graduate School of Arts and
Sciences, University of Tokyo, *Research Center for Complex Systems Biology, Graduate School of Arts
and Sciences, University of Tokyo)

1Pos100 Two distinct regulatory mechanisms limiting macrophage phagocytosis: membrane
backtracking and inhibition of phagocytosis initiation
Dan Horonushi!, Souta Suzuki!, Maiha Ando!, Haruka Yuki!, Shinya Kato!, Kenji Yasuda'? (! Dept.
Pure & Appl. Phys., Grad. Sch. Adv. Sci. & Eng., Waseda Univ., *Dept. Phys., Sch. Adv. Sci. & Eng.,
Waseda Univ.)

1Pos101  #HEHRIC & 2 OB ifeE R OB EEEER
Excitatory Connection Between Cardiomyocyte Populations Mediated by Neurons
Ayuri Sakaguchi, Kentaro Kito, Tomoyuki Kaneko (LaRC, FB, Grad. Sch. Sci. & Eng., Hosei Univ.,
Tokyo, Japan)

1Pos102  HEHMNFERRICH T 2 HRESEAMREDRELLETE H» 5 DRAABHEEDEE
Determining Maximum Macrophage Phagocytosis by Measuring Membrane Extension
Response During Sequential Particle Uptake
Shinya Kato!, Dan Horonushi', Haruka Yuki', Kei Shibata?, Syunya Morikawa?, Kenji Yasuda'-? (' Dept.
Pure & Appl. Phys., Grad. Sch. Adv. Sci. & Eng., Waseda Univ., *Dept. Phys., Sch. Adv. Sci. & Eng.,
Waseda Univ.)

1Pos103  F TV LA VO —RFLVIT 27/ 07 7—VREOHEEEHS P ICT IRBEMHE
& HRaEE) D AEBE AR
Coupled coordination of phagocytic membrane extension and cell migration reveals polarity in
macrophage response to opsonized microneedles
Haruka Yuki!, Dan Horonushi', Maiha Ando', Sinya Kato', Kenji Yasuda'? (' Dept. Pure & Appl. Phys.,
Grad. Sch. Adv. Sci. & Eng., Waseda Univ., >Dept. Phys., Sch. Adv. Sci. & Eng., Waseda Univ.)

1Pos104  B—HIRL ~NIVICH T ZEHRCHMERER Y M7 — 7 OEERE
Conduction Velocity of Linear Cardiomyocyte Networks at single-cell level
Shinnosuke Mori, Tomoyuki Kaneko (LaRC, FB, Hosei Univ.)

16A. HE1KIE - ALK : #85& - ¥t 16A. Biological & Artificial membrane: Structure & Property

1Pos105  IRBICEMEHAEBRICLDZIETNVEBERE 47 2 NV BOHEERER
Interactions between Lipid Membranes and Tau Protein Probed by Environment-Sensitive
Fluorescent Probes
Chiho Watanabe (Grad. Sch. Int. Sci. Life, Hiroshima Univ.)

1Pos106 Computational studies of the disruption mechanism of pathogenic bacterial membrane by coco-
glucoside from coconut oil
Phonphiphat Bamrung (rusineiman wminodunvasman?)

1Pos107  AIHBR$Z Y 50— RICk 3 DPPC EFIVAFKEEICH T 2 HRES VTR
The artificial sweetener sucralose induces the formation of an interdigitate gel phase in DPPC
model biomembranes
Emika Matsumoto', Michael Postrado?, Hiroshi Takahashi? (!Sch. Sci. Tech. Gunma Univ., *Grad. Sch.
Sci. Tech. Gunma Univ.)
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1Pos112

2EKDS b1 RKOHEKERFEEHD?7 vRELAVYCBEPBELANVENIF)FOANTS >
(bR)YDERIEEE Y 1 VIVICRITTHE

Quaternary structure and photocycle of bR in bilayers composed of phospholipids with a single
partially fluorinated hydrophobic chain

Ai Nakagawara!, Takafumi Shimoaka', Toshiyuki Takagi?, Hiroshi Takahashi', Takashi Kikukawa?,
Hideki Amii'*, Masashi Sonoyama'*? (\Grad. Sch. Sci. & Tech., Gunma Univ., 2AIST, *Fac. Adv. Life.
Sci., Hokkaido Univ., *GIAR, Gunma Univ., SGUCFW, Gunma Univ.)

16B. £E14f% - ATHE : 417 3% X 716B. Biological & Artificial membrane: Dynamics

REVEHIEES ¥ 2 HIEOMS R/ aFR

Involvement of the surface carbohydrates in bacterial membrane vesicle formation

Jun Kawamoto!, Taiku Tsudzuki', Tomoya Imai2, Takuya Ogawa!, Tatsuo Kurihara' (Institute for
Chemical Research, Kyoto University, Research Institution for Sustainable Humanosphere)

Giant Plasma Membrane Vesicle D Ex4EHITE

Viscosity of Giant Plasma Membrane Vesicls

Tatsuya Itoi (Dept. of Physics, Tohoku University)

BENMERTIC & 2 BHE OBEMREGRT — 2 BT ER L

Improving accuracy of microscopic image data analysis for membrane viscosity measurement
using automation technique

Kenya Haga, Yuka Sakuma, Masayuki Imai (Grad. Sch. Sci., Tohoku Univ.)
INE—MEATRERE L Y MK D ATERED FORFEERE

Spatiotemporal Manipulation of Membrane Molecules in Artificial Membranes Using Membrane
Patterning and Optical Tweezers

Yasushi Tanimoto', Shunya Moriyama', Kyoko Masui', Fumio Hayashi?, Kenichi Morigaki*,

Chie Hosokawa! ('Grad. Sch. Sci., Osaka Metropolitan Univ., >Grad. Sch. Sci., Kobe Univ., >Biosignal
Res. Center, Kobe Univ., *Grad. Sch. Agri., Kobe Univ.)

16C. &£#HE - ATHE : BE - F v xJV,/16C. Biological & Artificial membrane: Excitation & Channels

1Pos113

1Pos114

1Pos115

BAKFMTO M2 F v RIVEMIED N KiFHE

N-terminal control of voltage-gated proton channels

Ryuya Nawata, Akira Kawanabe, Yuichiro Fujiwara (Grad. Sch. Biomed. Health Sci., Hiroshima Univ.)
ERFEFHEDEHEC L ZIERSHEEFHESRED AMPA RBHKF/ 41 F 37 ADHEH
High-speed atomic force microscopy reveals nano-dynamics of AMPARs with the non-
competitive inhibitors

Keisuke Sato!, Yimeng Zhao?, Motoyuki Hattori?, Mikihiro Shibata®* ('Grad. Sch. NanoLS., Kanazawa
Univ., 2Sch. Life Sci., Fudan Univ., *WPI-NanoLSI, Kanazawa Univ., *InFiniti, Kanazawa Univ.)
PKERMEE AV RRAER T TOT7 7 7R > OKEBHEAE

Measuring aquaporin water permeability using pressure-determined droplet interface bilayers
with defined membrane tension

Misuzu Ueki, Takahisa Maki, Masayuki Iwamoto (Dep. Mol. Neurosci., Facul. Med. Sci., Univ. Fukui)
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16D. & FHE - ATHR @ 83X - 15$R{5Z . 16D. Biological & Artificial membrane: Transport & Signal

1Pos116

1Pos117

1Pos118

1Pos119

1Pos120

1Pos121

transduction

lon translocation mechanism of Na*-pumping NADH-quinone oxidoreductase from molecular
dynamics simulations

Takehito Seki'?, Moe Ishikawa-Fukuda®*, Jun-ichi Kishikawa®, Masatoshi Murai?, Takahiro Masuya®,
Hideto Miyoshi?, Danielle McFee?, Blanca Barquera*, Kei-ichi Okazaki'? (\SOKENDALI, *Institute for
Molecular Science, 3Graduate School of Agriculture, Kyoto University, *“Department of Biological
Science, Rensselaer Polytechnic Institute, >Department of Applied Biology, Kyoto Institution of
Technology)

¥EIEE MPlase *EA5 9 2 E 4 2 /N BEE BB O I L 2B

Exploring the Role of a Glycolipid MPlase in Membrane Protein Transport through
Physicochemical Studies

Shoko Mori!, Kaoru Nomura', Kohki Fujikawa!, Tsukiho Osawa!, Ken-ichi Nishiyama?,

Keiko Shimamoto'? ('Bioorg. Res. Inst., Suntory Fdn. Life Sci., *Fac. Agric., Iwate Univ., *Grad. Sch.
Sci., Osaka Univ.)

17. {E2Z % 17. Chemoreception

ALSHET I/ BREMZEGOLE,P DPRENLRMTOT 71V

The versatile and specific sensing profiles of Vibrio cholerae amino-acid chemoreceptors
So-ichiro Nishiyama', June Minaki', Taisei Kumakura', Yuta Nogami', Fuga Omori>3, Katsumi Imada®,
Tkuro Kawagishi>? (' Fac. App. Life Sci., Niigata Univ. Pharm. Med. Life Sci., >Grad. Sch. Sci. and
Engin., Hosei Univ., *Res. Cen. Micro-Nano Tech., Hosei Univ., *Dep. MacroMol. Grad. Sch. Sci., Osaka
Univ.)

18. f4#% - BE (MAT - B2 > /NV & - 4F) 18. Neuroscience & Sensory systems

Abnormal differentiation of olfactory sensory neurons in ATF5 upstream open reading frame
mutant mice

Haruo Nakano, Sanetoki Koide, Shuya Yoshida, Mariko Umemura, Shigeru Takahashi, Yuji Takahashi,
Yasuhiro Shinkai (Environ. Biol., Life Sci., Tokyo Univ. Pharm. Life Sci.)

HERIREE(IC B (T 2R H C. elegans DEKETHEESHEE & ATELEHTICK 2HRATORER
Mechanism of acquisition of cold tolerance in C. elegans during starvation and search for novel
factors by artificial evolution analysis

Seiya Kamino!, Miina Fuzisawa', Atsushi Doi?, Hideki Doi?, Akane Ohta', Atsushi Kuhara!? ('Institute
for Integrative Neurobiology , Konan University, >Kinki University - School of Agriculture Medical
Institute of Bioregulation, *PRIME, AMED)

C. elegans DIKEM I ICEH 2 EEHRET TCEB O#EAEMDR VA A

Narrowing down the functional cells of TCEB, a transcription elongation factor involved in cold
tolerance in C. elegans

Sho Yabuuchi'?2, Hiroaki Teranishi'-2, Toshihiro Iseki'2, Natsune Takagaki'?, Yohei Minakuchi?,
Atsushi Toyoda®, Akane Ohta'2, Atsushi Kuhara!?* (Dept.Biol. Grad. Sch. Sci. Konan Univ, *Inst. of
Integral NeuroBiol. Konan Univ, *National Institute of Genetics, Japan, *PRIME AMED)
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19. ##HEEIEE - RIDTEERNIE,19. Neuronal circuit & Information processing

HAINHEHEERL F T RS TIHEC O FF—EHEROMR: BEFBHBEOME &E
BRI T ORHIE KRBT ORIE

Investigation of effect of a casein kinase 2 inhibitor at the frog NMJ: EPP was reduced and
short-term plasticity was intensified

Naoya Suzuki (Grad.Sch.Sci., Nagoya Univ.)

Thermosensory signal processing by multiple thermoreceptors within a single thermosensary
neuron in C. elegans

Nanako Kanamura'?2, Akane Ohta'2, Yuki Sato'?, Akira Kawanabe?, Yuichiro Fujiwara*,

Atsushi Kuhara'>* (!Graduate School of Natural Science, Konan University, Kobe, Japan, *Institute for
Integrative Neurobiology, Konan University, Kobe, Japan, *Faculty of Medicine, Kagawa University,
Kagawa, *Graduate School of Biomedical and Health Sciences (Medical), Hiroshima University,
Hiroshima, Japan, >PRIME, AMED)

21A. k& - HE - XZFE 21A. Photobiology: Vision & Photoreception

JAZARAALER]AF L ELTEDY L TFT L L OFRHR

Spectroscopic studies of a coral opsin with chloride ion as a counterion

Yuri Tominaga', Shino Inukai', Yusuke Sakai?, Mitsumasa Koyanagi?, Akihisa Terakita2,

Hideki Kandori'?, Kota Katayama'? ('Grad. Sch. Eng., Nagoya Inst. Tech., *Grad. Sch. Sci., Osaka Met.
Univ., 30OptoBio Technology Center; Nagoya Inst. Tech.)

T7TVEFRPEORHESN - FEORXFRT7 4> F v XIVORK T2 > ApuRs DR FZRIFFE
Spectroscopic characterization of ApuRs, novel UV- and blue-absorbing anion channel
rhodopsins from Apusomonads

Takashi Nagata!, Luis Javier Galindo?, Shunki Takaramoto!, Andrey Rozenberg?, Hiroto Takahashi',
Oded Béja?, Keiichi Inoue' (\nst. Solid State Phys., Univ. Tokyo, *Inst. Water Res., Univ. Granada,
Spain, 3Faculty Biol., Technion — Israel Inst. Tech., Haifa, Israel)

B NMRICEBAYAORT Y > OF7 I/ BEERENE S 1 30 2870 b ALKEO#ER
Residue-Specific Characterization of Heliorhodopsin Dynamics and Protonation States by solid-
state NMR

Yuki Samatsu!, Sari Kumagai', Kota Katayama?, Hideki Kandori?, Izuru Kawamura' (!Grad. Sch. Eng.
Sci., Yokohama Natl. Univ., >Grad. Sch. Eng., Nagoya Inst. Tech.)

Time-resolved crystallography reveals structural transitions of a bifunctional cryptochrome
bearing a light-harvesting antenna chromophore

Junpei Yamamoto!, Wei-Ting Lin?, Meng-lao Fong?, Kai-Chun Yang?, Hikaru Saito!,

Yuhei Hosokawa?, Manuel Maestre-Reyna? (' Grad. Sch.Eng.Sci., Univ. Osaka, >Dep. Chem., National
Taiwan Univ.)

BHERY 7 PULAXRBRRZ IO N R T7ORNTY > OREEFHIEEEOWHR

Study on the color-tuning mechanism of a blue-shifted light-driven inward proton-pumping
rhodopsin

Yoshitaka Kato', Borja Aldeguer-Riquelme?, Oded Béja*#, Josefa Anton?, Keiichi Inoue! (ISSP, Univ.
Tokyo, 2Department of Physiology, Genetics and Microbiology, University of Alicante, *Faculty of
Biology, Technion—Israel Institute of Technology, *The Nancy and Stephen Grand Technion Energy
Program, Technion—Israel Institute of Technology)
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EEHBYAHREER L TS >0 G 2N ERHBFREOBT

G protein-coupling specificity of ciliary opsins in invertebrates

Kazuki Ohmichi!, Tomoki Kawaguchi', Keita Sato?, Hideyo Ohuchi?, Hisao Tsukamoto! ('Grad. Sch.
Sci. Kobe Univ., 2Okayama Univ.)

BEMET Sy b7+ —L2AVWAEORT Y D RIGERE RS OREHER

Automated System for High-Throughput Production of Spectral-Tuning Rhodopsin Variants
Masae Konno, Takashi Nagata, Keiichi Inoue (ISSP, Univ. Tokyo)

Expression analysis of heliorhodopsin genes in actinomycetes

Rei Abe-Yoshizumi', Hideki Kandori'? (\Grad. Sch. Eng., Nagoya Inst. Tech., *OptoBio., Nagoya Inst.
Tech.)

Stretomyces alkaliphilus RNV AO R 72 1%, BEHEETHRETS

Heliorhodopsin from Stretomyces alkaliphilus is expressed in solid phase culture

Koyo Yamada!, Rei Abe-Yoshizumi!, Tatsuro Nishikino'-2, Hideki Kandori'? ('Grad. Sch. of Eng.,
Nagoya Inst. of Tech., *OptoBio Tech. Res. Cent., Nagoya Inst. of Tech.)

thiB MR Modestobacter muralis BROO K 7> > OB & XRIE

Expression and photoreaction of rhodopsin from the mesothermal bacterium Modestobacter
muralis

Haruna Matsumura', Shota Takahashi!, Takafumi Shimoaka', Fumio Hayashi?, Takashi Kikukawa?,
Masashi Sonoyama'*? (\Grad. Sch. Sci. Tech., Gunma Univ., >Ctr. Inst. Analysis, Gunma Univ., >Fac.
Adv. Life. Sci., Hokkaido Univ., *GIAR, Gunma Univ., >’GUCFW, Gunma Univ.)

21B. 44 - 3tA K. 21B. Photobiology: Photosynthesis

RERODEABEHRIIECLZMEADS R EAERBESHKEED

Capturing in vivo dynamic photosynthetic supercomplexes using state-of-the-art fluorescence
excitation-emission microscopy

Xianjun Zhang'?, Ryutaro Tokutsu®, Jun Minagawa®, Shen Ye!, Yutaka Shibata! (! Tohoku University,
2Massachusetts Institute of Technology, 3School of Veterinary Science, Kitasato University, *National
Institute for Basic Biology)

FALZZR 1 #5R & AV 2 Mn,Ca0s 7 7 X 2 — DIBEEIB ORI 2RI 3 L fEth
Time-resolved infrared study of the photoassembly process of the Mn,CaOjs cluster using
photosystem Il crystals

Yuki Kato!, Kazuki Ogura!, Yoshiki Nakajima?, Jian-Ren Shen?, Takumi Noguchi! ('Grad. Sch. Sci.,
Nagoya Univ., *Res. Inst. Interdiscip. Sci., Okayama Univ.)

Spectral Shifts in Chromophore Absorption Wavelengths Caused by Three Linkers in the
Phycobilisome Rod of Synechocystis PCC 6803

Hiroto Kikuchi (Dept. Phys., Sch. Med., Nippon Med. Sch.)

¥ eSS EHE Phaeospirillum molischianum @ LH2 2N EOEEE : AOF/ 4 KERA
EMERIORE

Reconstruction of LH2 protein from a purple photosynthetic bacterium Phaeospirillum
molischianum: effects of carotenoids and detergents

Taiga Miura, Yoshitaka Saga (Grad. Sch. Sci. Eng, Kindai Univ.)

RERBERERICE T HBRET I/ BREMICL DY AT 1 > IV BREEGLF ORI
Formation of a cysteine sulfonate ligand via post-translational modification in the
photosynthetic oxygen-evolving complex

Kazuha Nakamura!, Takehiro Suzuki?, Hatsune Mizue', Tomomi Kitajima-Ihara!, Minako Hirano',
Yuki Kato!, Naoshi Dohmae?, Takumi Noguchi' ('Grad. Sch. Sci., Nagoya Univ., >RIKEN, CSRS.)
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EREHATRERLER | OXBEREICHTZ2HAT/ 1 FORE

Light-harvesitng functions of carotenoids in the far-red light utilizing photosystemll from
Acaryochloris marina

Vasco Joris!, Naoki Suenaga?, Miki Bando-Uotani'3, Kyoko Shinzawa-Ito*, Natsuko Inoue-Kashino?,
Yasuhiro Kashino*, Keisuke Kawakami®, Koji Yonekura®, Daisuke Kosumi® (' Grad. Sch. Sci. and Tech.,
Kumamoto Univ., *Facul. Sci., Kumamoto Univ., 3Dev. Tech., Kumamoto Univ., *Grad. Sch. Sci, Hyogo
Univ., >RIKEN, SPring-8, °lINa, Kumamoto Univ.)

HALZER | BEAERDOE I HERE AFM BiZ

High-resolution AFM imaging of photosystem | supercomplex in thylakoid membrane

Azusa Owada', Daisuke Yamamoto? ('WDB Co., LTD., *Fac. Sci., Fukuoka Univ.)
KERBEBFRERICH T IEHET I/ BOIRRHIVEXD 5 — MRAFADEIRELR
Post-translational conversion of aliphatic amino acids to non-natural carboxylate ligands in the
photosynthetic oxygen-evolving complex

Hatsune Mizue!, Takehiro Suzuki?, Takumi Matsubara!, Tomomi Kitajima-Thara!, Minako Hirano',
Yuichiro Shimada', Yuki Kato'!, Naoshi Dohmae?, Takumi Noguchi! ('Department of Physics, Graduate
School of Science, Nagoya University, 2Biomolecular Characterization Unit, RIKEN Center for
Sustainable Resource Science)

21C. 4 : KBIR2E - FHHH,21C. Photobiology: Optogenetics & Optical control

HYUYLF v VAR T2 BIChR2 O KHRIRE X HZ X LOBBEERICEITT

Towards a mechanistic understanding and application of K+ selectivity of potassium
channelrhodopsin B1ChR2

Ryotaro Shimamura', Shoko Hososhima!~?, Hideki Kandori'?, Satoshi Tsunoda'? (\Grad. School of
Engineering., Nagoya Institute of Technology, >Opto Bio Technology Research Center)

PYP & R\ =R 2 2 /N7 G R B R O fF 4R

Analysis of photo-reversible proteinaceous liquid-liquid phase separation formation using PYP
Yoichi Yamazaki!, Ranmaru Shirahama', Kento Yonezawa'?, Hironari Kamikubo'? ('\NAIST MS,
2NAIST CDG)

Disordering of cell membrane lipids induced by THz irradiation

Hiromichi Hoshina (RIKEN RAP)

HEREEMDEWF MUY LR TOR TS U ICHEI 270 M AL FF—IIVERERBDOKTFE
wEFYRT—Y

Hydrogen-Bonding Network Around the Protonated Retinal Schiff Base in a Sodium-Pumping
Rhodopsin with Low H* Transport Activity

Hiroto Takizuka', Yuma Ito!, Akiko Ito!, Hideki Kandori'-?, Yuji Furutani'? (! Graduate School of
Engineering, Nagoya Institute of Technology, *Optobiotechnology Research Center, Nagoya Institute of
Technology)

F v XJVORNT Y 2 GICCR3 DFKEFIH & F v X VEIRAMEE

Color tuning and channel gating mechanism of cation-channelrhodopsin GtCCR3

Jinichiro Tabe!, Shoko Hososhima'-2, Hideki Kandori!*?, Satoshi Tsunoda'? (! Graduate School of

Engineering, Nagoya Institute of Technology, *Opto Bio Technology Research Center)
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23. & DL - (k. 23. Origin of life & Evolution

Unveiling Calcium’s Role in the Emergence of Molecular Chirality

Chen Chen!, Ruiqin Yi?, Tony Z. Jia® (\Biofunctional Catalyst Research Team, RIKEN Center for
Sustainable Resource Science (CSRS), >Guangzhou Institute of Geochemistry, Chinese Academy of
Sciences, 3Earth-Life Science Institute, Institute of Future Science, Institute of Science Tokyo)
REBEOREZICRIFT R EMaMEORE

Effects of cell number and cell differentiation on the photo-response of green algae

Daito Seito, Yoshihiro Murayama (Tokyo University of Agriculture and Technology, Faculty of
engineering, Department of Biomedical Engineering)

RN/ LB ORBREEITEL

Adaptive laboratory evolution of minimal genome bacterium

Masaki Mizutani', Minoru Moriyama?, Ryuichi Koga?, Takema Fukatsu?>*, Shigeyuki Kakizawa?
("Faculty of Science, Gakushuin University, *Bioproduction Research Institute, National Institute of
Advanced Industrial Science and Technology (AIST), >Graduate School of Science, University of Tokyo,
4Graduate School of Life and Environmental Sciences, University of Tsukuba)

BT 2 H L% RNA £HICRIRT 5 BIROMFIT

Exploring emergent heritability in short random RNA pools

Jiro Kakizaki!, Alika Andjani Widada', Norikazu Ichihashi?, Ryo Mizuuchi! ('Fac. Sci. Eng., Waseda
Univ., *Grad. Sch. Arts and Sci. Univ. Tokyo)

24. AR EMS - ATH#IIE ~24. Synthetic biology & Artificial cells

BHRE7IMIFI 2y NT—7IC& B ATHBOMEZEL

Morphological modification of artificial cell encapsulating membrane-bound actomyosin system
Yusei Sato!2, Rieko Sumiyoshi?, Masahiko Yamagishi?, Takeshi Haraguchi?, Kyohei Matsuda?,

Suguru Sato?, Kohji Ito?, Junichiro Yajima? ('X-star, JAMSTEC, *Dep. of Life Sci., Grad. Sch. of Arts and
Sci., The Univ. of Tokyo, *Dep. of Biology, Grad. Sch. of Sci., Chiba Uni.)

DNA T2 ERMENT U F 51 : DNA &£ 2 2 /N BOBIE L IC & 2 #EEHRR
DNA-Regulatable Actin Cytoskeleton in Synthetic Cells: Bridging DNA and Proteins toward
Enhanced Functionality

Daichi Nakajima', Keita Abe!, Satoshi Murata!, Shinichiro M. Nomura!, Hideaki Matsubayashi?
('Department of Robotics, Graduate School of Engineering, Tohoku University, *Frontier Research
Institute for Interdisciplinary Sciences, Tohoku University)

AT FOLZEEIC L 2B NEDTOT T LT RE AL ECHIHIE

Programmable Microtubule Arrangement via Synthetic Molecular Modification

Kenta Tamaki', Hiroto Morita!, Ryota Iino?, Takayuki Uchihashi' (!Grad. Sch. of Sci., Nagoya Univ.,
2IMS, NINS)

BIREF ORI A BEREICL B in vitro BT HEIEROBEE

Sustainable regeneration of translation factors toward in vitro self-regeneration

Kentaro Shoji!, Katsumi Hagino!, Norikazu Ichihashi'->? (Department of Life Science, Graduate
School of Arts and Science, The University of Tokyo, >Komaba Institute for Sciences, University of Tokyo,
3Universal Biology Institute, University of Tokyo)

A Hybrid In Silico/In-Cell Controller for Robust Optimization of Microbial Bioprocesses
Katsuyuki Kunida!-2, Tomoki Ohkubo?, Yuichi Sakumura? (! Department of Computational Biology,
School of Medicine, Fujita Health University, *Data-Driven Biology, Division of Biological Science,
Nara Institute of Science and Technology)
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EFFIEEY 2 —WEAWVEYRY — LOALHIH

Artificial regulation of ribosomes using the trans-acting engineered regulatory module

Maho Fujino, Yoshikazu Tanaka, Takeshi Yokoyama (Grad. Sch. Life Sci., Tohoku Univ.)

74 OFREA TOKIKBIBED BV 9 #ba Y  XREDRRECS

Spontaneous generation of linearly-arranged uniform microdroplets through phase separation
in microfluidic channel

Mayu Shono!, Ken Hirano?, Akihisa Shioi®, Kenichi Yoshikawa* ('Komaba Institute for Science,
Graduate School of Arts and Sciences, *Health and Medical Research Institute, National Institute of
Industrial Science and Technology (AIST), *Department of Chemical Engineering and Materials Science,
Doshisha University, *Faculty of Life and Medical Sciences, Doshisha University)

SRR IC K DEIR EHB LU - RNA 7/ LEROZHEAY 35

Multicell-like communicating droplets enabling spatial control of translation-coupled genomic
RNA replication

Hidekazu Sono!, Keiji Murayama?, Kensuke Ueda?, Norikazu Ichihashi®**, Ryo Mizuuchi¢ (! Dept.
Elect. Eng. & Biosci., Fac. Sci. & Eng., Waseda Univ., 2Dept. Biomol. Eng., Grad. Sch. Eng., Nagoya
Univ., *Komaba Inst. for Sci., Univ. Tokyo, *Dept. Life Sci., Grad. Sch. Arts & Sci., Univ. Tokyo,
SUniversal Biol. Inst., Univ. Tokyo, °FOREST, JST)

Organization of multicellular-like liposome structures with specific shapes

Shun Okada, Kan Shoji (Nagaoka Univwersity of Technology)

26A. ETEAEYF: £&1EERY. 26A. Computational biology: Bioinformatics

BERSE2BELEERG S NVEOT7 YTV y 2 2 JIC &L 2EERENR
Interaction analysis by ensemble docking of mutant proteins assuming structural fluctuations
Nobuyuki Uchikoga', Yuri Matsuzaki? ('Dept. Network Design, Sch. Interdisip. Math. Sci., Meiji Univ.,
2Acad. Leadership, Sci. Tokyo)

Towards automation in HS-AFM data analysis and interpretation

Romain Amyot, Holger Flechsig (NanoLSI, Kanazawa University)

P AMBICH TS TP53 Ky XKy NERERFLEHORERE

Association between TP53 hotspot mutations and expression alterations in breast cancer
tissues

Takaharu Naito, Takanori Sasaki (Fac. Adv. Math. Sci., Meiji Univ.)

RNA-seq % AV - HHRIBTIC & 2 EHEELL A O miRNA F#& FRIEF OEH

Selection of miRNA Prognostic Factors for Metastatic Breast Cancer by Correlation Analysis
Using RNA-seq

Sota Kageyama, Takanori Sasaki (/. Fac. Adv. Math. Sci., Meiji Univ.)

ATBEEICL BIADPADTFRICEET 23REEHERTF & PPI network $RIZOF#l
Prediction of effect modifiers and PPI network regions involved in endocrine therapy-induced
breast cancer prognosis

Shoya Oba, Takanori Sasaki (/. Fac. Adv. Math. Sci., Meiji Univ.)

ARELET -2ty FCEBUABEMEBETNLVEFALLEZ D NIE - VA FiE&HRM
DOFH

Predicting protein-ligand binding affinity using pre-trained models on large-scale dataset

Sei Inoue, Tohru Terada (Dept. of Biotechnol., Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo)
EBREVH > FHEEMERAD pIC50 DEFEFHl

pIC50 Prediction Using Protein-Ligand Interactions

Shuji Endo, Masanori Yamanaka (Grad. Sch. Sci. & Tech., Nihon Univ)
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STEEYE: #F I 2L — 3> /26B. Computational biology: Molecular simulation

REEZET IV gr Predictor # AW 2 2NV E 2 EFREOKINA T

Predicting the Hydration Structures at the Protein-Protein Interfaces of Dimers using a Deep-
Learning Model “gr Predictor

Yuki Ito, Takashi Yoshidome (Dep. of Appl. Phys., Tohoku Univ.)

Analysis of water dynamics around antifreeze proteins by molecular dynamics simulations
Nao Abe!, Simon Hikiri?, Takuya Takahashi? ('Grad. Sch. Life Sci., Ritsumeikan Univ., >Coll. Life Sci.,
Ritsumeikan Univ.)

QM/MM Study of the Reaction Mechanism of a SAM-Dependent 3-Amino-3-Carboxypropyl
Transferase in Nocardicin Biosynthesis

Masayuki Karasawa!, Takayoshi Awakawa?, Takahiro Mori**, Ikuro Abe>*, Tohru Terada'* (' Dept. of
Biotechnol., Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo, >RIKEN Cent. Sustain. Res. Sci. (CSRS),
3Grad. Sch. of Pharm. Sci., Univ. of Tokyo, *Collab. Res. Inst. Innov. Microbiol. (CRIIM), >JST PRESTO)
Elucidating the Binding Pathway of Abltide to Abl Kinase through Enhanced 2D Replica
Exchange Molecular Dynamics Simulations

Yichao Wu, Ai Shinobu (Premium Research Institute for Human Metaverse Medicine (WPI-PRIMe), The
University of Osaka)

Free energy analysis of drug inclusion in polymeric micelles using molecular dynamics
simulation

Mai Ukawa!, Simon Hikiri?, Takuya Takahashi? (\Grad. Sch. Life Sci., Ritsumeikan Univ., >Coll. Life
Sci., Ritsumeikan Univ.)

BEMM-GEN: A Toolkit for Generating a Biomolecular Environment-Mimicking Model for
Molecular Dynamics Simulation

Takunori Yasuda, Rikuri Morita, Yasuteru Shigeta, Ryuhei Harada (CCS, Univ. of Tsukuba)

Effects of Phosphorylation in the Naturally-Denatured Region of TGIF-1 on Functional
Regulation

Madoka Nakatani!, Simon Hikiri?, Junichi Higo?, Takuya Takahashi? (' Grad. Sch. Life Sci.,
Ritsumeikan Univ., *Coll. Life Sci., Ritsumeikan Univ., *Grad. Sch. Info. Sci., Univ. Hyogo)

Binding Free Energy Analysis of PD-L1 and Macrocyclic Peptide Inhibitors

Hyunji Kim', Simon Hikiri?, Takuya Takahashi? ('Grad. Sch. Life Sci., Ritsumeikan Univ., >Coll. Life
Sci., Ritsumeikan Univ.)

Elucidation of the binding mechanism between botulinum toxin and antibodies through binding
free energy analysis

Yuka Maeda', Simon Hikiri2, Takuya Takahashi? (Grad. Sch. Life Sci., Ritsumeikan Univ., >Coll. Life
Sci., Ritsumeikan Univ.)

TIOFOHFES EICRET 2EBOBEES

Multiple functional motions of actin are embedded in its intrinsic molecular fluctuation
Ryotaro Koike', Kei Moritsugu?, Motonori Ota! (\Grad. Sch. Info., Nagoya Univ., >Grad. Sch. Sci.,
Osaka Metro. Univ.)

MD ¥ X 2L —% 3 & AVWEEOGRMERER

Analysis of the Thermal Insulation Properties of Lipid Bilayers Using Molecular Dynamics (MD)
Simulations

Ayaka Kiyota!, Yuichi Togashi'? ('Grad. Sch. Life Sci., Ritsumeikan Univ., >RIKEN)

Molecular Simulation Study on the Conformational Dynamics and Activation Pathway of
Melanopsin

Ruisi Zou!, Kohe Obayashi?, Hisao Tsukamoto?, Toshifumi Mori'* (!Grad. Sch. Integr. Sci. & Eng.,
Univ.kyushu, *Grad. Sch. Sci., Kobe Univ., *Inst. Mater. Chem. & Eng., Kyushu Univ.)

-S144 -



1Pos179

1Pos180

1Pos181

1P0s182

1Pos183

1Pos184

1Pos185

1Pos186

1Pos187

1Pos188

Investigating Protein Condensation and lon Contributions with Explicit Solvent Coarse-Grained
Models

Yangyang Zhang!, Cheng Tan!, Yuji Sugita!? ('"RIKEN R-CCS, Kobe, Japan, >*RIKEN PRI, Wako,
Japan)

Neuropsin (KLK8)D i EM (C3xt T 2 £ BRMNR O EILZ A%

Effect of metal ion addition on the catalytic activity of Neuropsin (KLK8): a computational study
Masami Lintuluoto', Mari Fujimoto', Humika Nakamura'!, Souma Kai!, Yoshifumi Fukunishi?,

Hideki Tamura®, Jua Mikael Lintuluoro* (' Graduate School of Life and Environmental Sciences, Kyoto
Prefectural University,, *Cellular and Molecular Biotechnology Research Institute, National Institute of
Advanced Industrial Science and Technology (AIST), *Laboratory of Biofunctional Science, Hoshi
University School of Pharmacy and Pharmaceutical Sciences, *Graduate School of engineering, Kyoto
University,)

BFEHEY I 2L -2 3 > TRV SRBEREREF MdfA OEBERREMY & BRERIB OB
Analysis of substrate specificity and efflux mechanism of the multidrug transporter MdfA using
MD simulations

Hodaka Tanabe, Tohru Terada (Dept. of Biotechnol., Grad. Sch. of Agri. and Life Sci., Univ of Tokyo)
BERORRES LTI — S NI ENDEEICES A 2HEOWRT U > TIVIC L B1&EE
Verification of the effect of ligand and receptor flexibility on inhibitory activity by generalized-
ensemble algorithms

Suzuka Saitou', Simon Hikiri?, Junichi Higo®, Takuya Takahashi? ('Grad. Sch. Life Sci., Ritsumeikan
Univ., *Coll. Life Sci., Ritsumeikan Univ., *Grad. Sch. Info Sci., Hyogo Univ.)

SRR E AV 2-F XV TIVAIVBEKFEED A X7 F—EICL 340/ O IVRIKKK
IS DRSO EEA

Computational study on the catalytic mechanism of 2-oxoglutarate-dependent dioxygenase in
the ring expansion of orobanchol

Hanting Jiang!, Takatoshi Wakabayashi?, Hajime Sato', Yoshitaka Moriwaki'**, Masato Homma?,
Yukihiro Sugimoto?, Tohru Terada! (\Dept. of Biotechnol., Grad. Sch. of Agri. and Life Sci., Univ. of
Tokyo, 2Dept. of Appl. Biol. Chem., Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo, *Dept. of Biochem.,
Grad. Sch. of Agri. and Life Sci., Kove Univ., *“Med. Res. Inst., Inst. of Integr: Res., Science Tokyo.)
FERIHED1-HD AQP7 F v XIVADHEERRAICET 21 > 2 U g

In silico analysis of inhibitor intrusion into the AQP7 channel for efficient drug design

Koryo Obata!, Yasuteru Shigeta, Ryuhei Harada? (\Grad. Sch. degree programs in life and earth
sciences, University of Tsukuba, *Center for Computational sciences, University of Tsukuba)
DFEHFEERV: BERFEMD piezo 1 LFBELILENR

Analysis of ultrasound-induced structure changes in piezo1 using Molecular Dynamics
Yoshio Nakano, Kazuki Arita, Satoka Kasai, Kazumi Yoshizawa, Tsugumi Yamauchi, Daisuke Yamada,
Akiyoshi Saitoh, Satoru Miyazaki (Fac. Pharm. Tokyo Univ. Sci.)

PFEHHFHBEICLZIBERXY 52T 57—+t Atgd OFFES)ICH (T 288 RUKDPFOEENENT
Lipid and Water Dynamics during the Functional Cycle of the Lipid Scramblase Atg9: A
Molecular Dynamics Study

Ayaka Shimbo, Takaharu Mori (Grad. Sci., Tokyo Univ. of Sci.)

BEEETIICEZ2EFY 32— arh s OERIEAEOES

Learning coarse-grained force fields from all-atom simulations via diffusion models
Ryounosuke Kouriki, Tsuyoshi Terakawa (Dept. Biophys., Grad. Sch. Sci., Kyoto Univ.)

AlphaFold E MD ¥ 3 2L —>3a>ic&3a5 -5 =ZE S5 ¥ ABEDEHEIT

Structural Analysis of Collagen Triple Helices Using AlphaFold and Molecular Dynamics
Simulations

Rikuto Noguchi', Taiyo Eguchi!, Aimi Yamashita', Kohsuke Adachi?, Masato Kinoshita®,

Yuuta Moriyama', Toshiyuki Mitsui' ('Grad. Sch. Sci. and Eng., Aoyamagakuin Univ., *Fac. Agr. and
Mar: Sci., Kochi Univ., *Grad. Sch. Agr., Kyoto Univ.)
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26C. StEEYE  £BETVTEYIaL—2 a3/
26C. Computational biology: Biological modeling and simulation

HREOAEESCTERETIVICE T 2B/ 5 — > OfFF

Analysis of fracture patterns in a vertex model including detachment of cells

Nozomi Fujita!, Yuichi Togashi'-? (\Grad. Sch. Life Sci., Ritsumeikan Univ., > BDR, RIKEN)
LB FETIVICE B 2NV EOERETOXT Y v T Hlf

Coarse-Grained Lattice Modeling of Protein Evolution and Allostery

Jin Kousaka'?, Radek Erban®, Yuichi Togashi! (' Graduate School of Life Sciences, Ritsumeikan
University, 2Kobe Inst., Riken, *Mathematical Institute University of Oxford)

Boosting weak signals with incorrect ligands in the sensory system

Yan-Ru Chen (Department of Physics, National Central University)

27. BIBEYMS: - FRAEWE 27. Mathematical & Theoretical biology

TJUFTSA—HROBEIA WX LEHAT 2 -ODOBEET Y > J LM
Mathematical modeling and analysis to elucidate the migration mechanism of glioblastoma cells
Hauna Tagawa!, Daisuke Kanematsu?, Asako Katsuma?, Yonehiro Kanemura?, Yuichi Sakumura!
('Graduate School of Science and Technology, Nara Institute of Science and Technology, *National
Hospital Organization Osaka National Hospital)

Modeling hysteresis in protrusion mechanics during neuronal polarization

Akane Uchida, Naoyuki Inagaki, Yuichi Sakumura (Graduate School of Science and Technology, Nara
Institute of Science and Technology)

2 TFIVIGERICH T 5REFSEOE

Evolution of temporal encoding in signaling network

Thoma Itoh!?2, Yohei Kondo?, Kazuhiro Aoki*, Nen Saito? (' Dept. Basic Biol., Grad. Sch. Life Sci.,
SOKENDAL, *Grad. Sch. Integrated Sciences for Life, Univ. Hiroshima, *Grad. Sch. Med., Univ. Nagoya,
4Grad. Sch. Biostudies., Univ. Kyoto)

Mathematical Modeling and Simulation of Epithelial Wound Closure Dominated by Fingering
Instability

Hikaru Emoto, Nen Saito (Graduate School of Integrated Sciences for Life, Hiroshima University)
Mechanical balance of adhesions mediates chiral collective rotation induced by cell chirality
Ryohei Nishizawa'2, Tomoki Ishibashi', Goshi Ogita', Tatsuo Shibata'? (\BDR, Riken, *Grad Sch. of
FBS., Osaka Univ.)

28. 4 RE “IREE 28. Ecology & Environment

Multiphase chemistry of bio-related molecules in microdroplets studied aerosol optical tweezers
Yuan-Pin Chang (Dept. of Chem., National Sun Yat-sen Univ., Taiwan)

29. JEF#F - &6 X L 29. Nonequilibrium state & Biological rhythm
JEFEB S/ B I 'IVDTFT FTAILY IRENEENE

Terahertz vibrational condensation in out-of-equilibrium nanoscale reverse micelles
Hiroshi Murakami (QST)
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1Pos204

1P0s205
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30. §+#l,30. Measurements

F/ AR AFM % AV 7o B RS IC X 2 R IREE & ZEAIE
Nanoendoscopy-AFM based nanomechanical measurements reveal changes in nuclear
elasticity during epithelial-mesenchymal transition

Takehiko Ichikawa, Yohei Kono, Makiko Kudo, Takeshi Shimi, Takeshi Fukuma (NanoLSI, Kanazawa
Univ.)

F/ Ry —IVEE - LREEEST A F IV AN -ODEEAFM - BHS v EEKE
High-speed AFM/micro-Raman multimodal system for studying nanoscale conformational and
chemical dynamics

Keishi Yang!, Feng-Yueh Zhan?, Verma Prabhat!, Takayuki Uchihashi®3, Takayuki Umakoshi'# (!Grad.
Sch. Eng., Univ. Osaka, *Grad. Sch. Sci., Univ. Nagoya, *ExCELLS, *Inst. Adv. Co-creation Studies, Univ.
Osaka)

WRFEERENEFZRAL 23 RTNITYTNAF T 4 IVLAD Invivo ¥4 VAL ABT —EHEI
In vivo microrheological measurement for 3D bacterial biofilm with machine learning image
analysis

Takuya Ohmura!, Dominic J. Skinner?, Konstantin Neuhaus®#, Gary P.T. Choi®, Jorn Dunkel®,

Knut Drescher?® (\RIES, Hokkaido Univ., 2Cent. Comput. Biol., Flatiron Instit., 3Biozentrum, Univ. of
Basel, *“Dept. Phys., Univ. of Marburg, >Dept. Math., Chinese Univ. of Hong Kong, °Dept. Math., MIT)
L—H—vZEal—2 a3 R AVWEBHRES / A 7EHRIORME

The development of the ultralow concentration detection using laser manipulation method and
nanopore sensing

Masaya Yokono (Nagaoka Univ. of Tech.)

B {t¥/a-SiH BB EEIC L 2 AMBOERE T INCHFEAVEKBTEREORE Y X7 L4
Fabrication of photocatalysts based on oxide/a-Si:H stacked thin films and detection system of
hydrogen production using flavan molecules

Yuki Sato!, Kohei Saito!, Akiko Hinoguchi', Hiroshi Masumoto?, Yutaka Tsujiuchi'? ('\Mat. Sci., Akita
UNIV., *FRIS, Tohoku UNIV.)

T, RHREATRYE, FLAVAN 2F, F8F, ERVERBES 1 F— FFUFIES X7 4
Light irradiation diode characteristic control system using gels, UV-Visible light converting
materials, FLAVAN molecules, semiconductors

Yutaka Tsujiuchi'2, Hiroshi Masumoto?, Yuto Takayama', Kohei Saito!, Akiko Hinoguchi' (Mat. Sci.,
Akita UNIV, 2FRIS, Tohoku UNIV)

DFREDRDBET 5 HIV-1 7 Z 2 MESH RNA OEERE—HDOE—23F L NIV O
Analysis of structural heterogeneity in HIV-1 G-quadruplex RNA induced by molecular crowding
at the single-molecule level

Miyuki Sakaguchi', Atsuki Harada', Kunihiko Ishii>?, Tahei Tahara®3, Takuhiro Otosu!,

Shoichi Yamaguchi' (!Grad. Sch. Sci. Eng., Saitama Univ., >*Molecular Spectroscopy Lab., RIKEN,
3RIKEN Center for Advanced Photonics)

Single power-law rheology of crowded cytoplasm in living cells

Hiroyuki Ebata, Daisuke Mizuno (Department of Physics, Kyushu University)

-s147 -



1Pos207

1P0s208

1P0s209

1Pos210

1Pos211

1P0s212

1Pos213
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31. NfF 1 *x—2 > % /31. Bioimaging

RIERRTO— T %E - 7 RIS S EBEBREAMREIC L 2NEMOI FEEEDER

The composition of endogenous molecular complexes by IRIS, multiplexed super-resolution
imaging using antiserum-derived probes

Tai Kiuchi!, Ryouhei Kobayashi?, Shuichiro Ogawa!, Louis Elverston?, Dimitrios Vavylonis?,

Naoki Watanabe? ('Grad. Sch. Med., Kyoto Univ., *Grad. Sch. Bio., Kyoto Univ., *Dept. Phys., Lehigh
Univ.)

Fluorescence lifetime imaging for quantification of subcellular GTP/GDP ratios in mammalian
cells

Loan Thi Ngoc Nguyen!, Cong Quang Vu?, Satoshi Arai'? ('Div. NanoLSI, Univ. Kanazawa, >WPI-
NanoLSI, Univ. Kanazawa)

Development of Organelle Heating Technology to Study the Spatiotemporal Dynamics of HSP
Expression

Hettimudalige Dilini Nisansala!, B.M.K.D. Basnayake', Takeru Yamazaki?, Kayoko Nomura?,

Satoshi Arai'2 (\Grad. Sch. of Frontier Science Initiative, Division of Nano Life Science, Kanazawa
University, 2WPI Nano Life Science Institute (WPI-NanoLSI), Kanazawa University)

BROF/ A5 —IVEBBREEERLAINLI) —ERE—FFAA—T LT AT LORE
Label-free high-precision single-molecule imaging system for nanoscale enzyme motion
Masato Sawa', Yasushi Okada'23*5 (\Grad. Sch. Sci., Univ. Tokyo, *Grad. Sch. Med., Univ. Tokyo,
3Kobe Inst., Riken, *WPI-IRCN, Univ. Tokyo, >UBI, Univ. Tokyo)

EMCCD OESEE/ 1 AET NV EAVHHZEB LS 2MROEEREVREA A -T2 TD
EODTFI/A4T0T

Denoising for high-magnification bioluminescence imaging of cells through machine learning
with precise noise modeling of EMCCD

Tetsuichi Wazawa', Haiyang Jiang?, Ryohei Ozaki-Noma!, Yingiang Zheng?, Imari Sato?,

Takeharu Nagai' (\SANKEN, Univ of Osaka, *Al Center;, Univ of Tokyo, >Digital Content and Media
Sciences Research, NII)

=E AFM % BV 7z PIDYN2 DEREERRRHICE S v 5 U 7 RHS BB ORR

Investigation of Plasmodium division mechanisms based on membrane recognition by PfDYN2
using high-speed AFM

Hirona Osaka', Hiroshi Yamada?, Kohji Takei?, Takayuki Uchihashi'3 ('Grad. Phys. Sci., Univ. Nagoya,
2Grad. Sch. Med., Dent. and Pharm. Sci., Okayama Univ., 3ExCELLS)

IF T IORFICHEE L T U F R OBBRRIRBIRENR

Super-resolution images of actin filaments bound to myosin molecules using a microscope with
a home-built illumination system

Daichi Kobayashi, Taiki Tsujimoto, Kuniyuki Hatori (Graduate School of Science and Engineering,
Yamagata University)

—RFEXA XA —T T ERAVESTF A NALICEZ 7 IO FERERRD X H =X LD
Amyloid conformation-dependent disaggregation of chaperone revealed by single molecule
fluorescent imaging

Yoshiko Nakagawa!, Shingo Tamai', Takashi Nomura!, Takahiro Nakayama?, Motomasa Tanaka'
('RIKEN, CBS, >WPI Nano Life Science Institute, Kanazawa University)

BEY v TEREFEDEHEOR R & R

Development and characterization of a temperature jump high-speed atomic force microscopy
Mai Tambo, Ayumi Sumino (Grad. Sch. of biostudies, Kyoto univ.)
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32. N1 AT > =7V > % /32 Bioengineering

1P0s216 Load-induced remodeling of mechanosensing proteins in suspended cell sheets
Madoka Suzuki!, Keiko Kawauchi?, Hiroaki Machiyama®, Hiroaki Hirata®, Shin'ichi Ishiwata®,
Hideaki Fujita® (\nst. Protein Res., Univ. Osaka, *Fac. Front. Innov. Res. Sci. Technol., Konan Univ.,
3Dept. Immunol., Tokyo Med. Univ., *Dept. Life Sci. Biotechnol., Kanazawa Inst. Technol., *Fac. Sci.
Eng., Waseda Univ., °Res. Inst. Radiation Biol. Med., Hiroshima Univ.)

1Pos217  £F/HFEZAVIRLEREREOEFBEHEEERN NI FHD Y
Efficacy of uncapped gold nanoparticles for electron transfer to redox proteins and its
application for bioproduction
Yasuhiro Mie!, Chitose Mikami', Kentaro Akiyama?, Yoshiaki Yasutake' (' Biomanufacturing
Production Res. Ctr., AIST, 2Molecular Biosystems Res. Inst., AIST)

1P0s218 ARTIFICIAL CONTROL OF A HIGHLY ACTIVATED PLASTIC DEGRADING ENZYME BY
PHOTOCHROMIC NANODEVICES
Ateke Yanick Besong, Shota Nishida, Shinsaku Maruta (Grad.Sch.Sci.Eng., Soka.Univ)

34. Miscellaneous topics % Mfth,~34. Miscellaneous topics

1Pos219  REWBCROVEEBREEICH T 2 ROBBKFME L ZORE
The role of population for first passage time problem with anomalous diffusion
Yuta Sakamoto, Takahiro Sakaue (4doyama Gakuin University)
1P0s220 2 = MSD BT DER & it A
Two-Point MSD Analysis for Eliminating External Motion
Naoya Katayama, Takahiro Sakaue (Dept. of Phys. Aoyama Gakuin Univ.)

2HEB (9H 258 (K)) ~Day2 (Sep.25Thu.) 14:00 ~ 16:00

01A. 2> /N7 & : ¥3& 01A. Protein: Structure

2Pos001 YR/ ATCIVZAATY N ERBEL T 54— sCD300If DA £ DREEEA
Elucidation of the binding mechanism between murine norovirus capsid and sCD300If receptor
Kentaro Hiraka'?, Reiko Todaka®, Kei Haga®, Kazuhiko Katayama?, Kazuyoshi Murata'-? ('ExCELLS,
NINS, 2NIPS, NINS, 3Grad. Sch. Infection Control Sci., Kitasato Univ.,)

2Pos002  MIEDHRARICES T 5 4 /N E FtsZ DIBEEREB OB
Structural transition mechanism of Bacterial cell division protein FtsZ
Kodai Yamamoto!, Taichi Takasawa', Takumi Oshiro', Yoshio Kodera!2, Go Watanabe?,
Takashi Matsui'? (!Grad. Sch. Sci., Kitasato Univ., *Center for Disease Proteomics, Sch. Sci., Kitasato
Univ., 3Sch. of Front. Eng., Kitasato Univ.)

2P0s003 BHENMRICEZBERRES TF 22N E MyD88 DS 21t H L HEERMRET
NMR analysis of the interactions of the MyD88 TIR domain in innate immune signaling
Shiho Nukui, Yudai Ito, Kazuki Kasai, Hidehito Tochio (Dept. of Biol. Sci., Grad. Sch. of Sci., Kyoto
Univ.)
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2Pos004

2Pos005

2Pos006

2Pos007

2Pos008

2Pos009

2Pos010

2Pos011

2Pos012

ATRFTIRZHEICL D TT /¥ 2 A2a ZEED Y 7 > N EEBSEELER

Ligand-induced conformational changes in the adenosine A2a receptor probed by ATR-FTIR
spectroscopy

Shuma Tajima!, Kento Watanabe!, Shota Nakamura?, Mika Hirose?, Akitoshi Inoue?, Takayuki Kato?,
Ryoji Suno?, Hideki Kandori'*, Kota Katayama'# (\Nagoya Institute of Technology Graduate School of
Engineering, *Institute for Protein Research, Osaka University, *Kansai Medical University, *Nagoya
Institute of Technology OptoBioTechnology Research Center)

MHEE H-Pilus DEEHDEAS 2 U 7= TrhA pilin DIRIRIE

Structural basis of the conjugation H-pilus reveals the cyclic nature of the TrhA pilin

Naito Ishimoto!>?, Joshua Wong?, Shan Heb?, Sally Shirranc?, Olivia Paramio?, Chloe Seddon??,
Nanki Singha®3, Carlos Balsalobred®, Ravi Sonanie®, Abigail Clements?, Edward Egelman®,

Gad Frankel?, Konstantinos Beis>* (!Grad. Sch. Life Sci., Yokohama City Univ., *Department of Life
Sciences, Imperial College London, *Rutherford Appleton Laboratory, Research Complex at Harwell,
4Biomedical Sciences Research Complex Mass Spectrometry & Proteomics Facility, University of St
Andrews, *Department de Genética, Universitat de Barcelona, *Department of Biochemistry and
Molecular Genetics, University of Virginia)

Structural insights into calcium selectivity of channelrhodopsin CapChR2

Jie Ma!, Masahiro Fukuda?, Seiwa Nakamura®, Seiya Tajima!, Koichiro Kishi?, Suhyang Kim?,
Hideaki Kato'2? (\Graduate School of Science, The University of Tokyo, 2Research Center for Advanced
Science and Technology, The University of Tokyo, *Graduate School of Arts and Sciences, The University
of Tokyo)

FEZMIVAIZAATY FICH T B YTy MEROBAZEIEIH

Geometric Constraints on Subunit Shapes in Non-Quasi-Equivalence Viral Capsids

Sakura Homma!, Seri Nishimoto?, Tomoya Tendo?, Kanata Warisaya?, Hiroki Minami?, Issei Tanaka?,
Ryuya Toyooka?, Takashi Horiyama*, Tomohiro Tachi?, Yasuhiro Matsunaga'® ('Grad. Sch. Sci. & Eng.,
Saitama Univ., *Grad. Sch. Eng., Univ. Tokyo, *Grad. Sch. Arts & Sci., Univ. Tokyo, *Grad. Sch. Fac. Inf.
Sci. & Tech., Hokkaido Univ., >RIKEN)

Universal scaling laws linking Dynamics and Folding revealed by AlphaFold Database
Zecheng Zhang!, Qianyuan Tang', Weitong Ren?, Jun Wang?® (! Hong Kong Baptist University, HKSAR,
China, *Wenzhou Institute, Univ. Chin. Acad. Sci, China, *Nanjing University, China)

771 A ETEEHEEE A2 V-ATPase DB EHEERET

Structural and Functional Analysis of V-ATPase Using Cryo-Electron Microscopy

Fuka Ueda!, Yui Nishida', Atsuki Nakano', Atsuko Nakanishi?, Kaoru Mitsuoka?, Ken Yokoyama!
(‘Grad.Sch. Life Sci., Kyoto Sangyo Univ., 2IPR, Osaka Univ., *Research Center for Ultra-High Voltage
Electron Microscopy, Osaka Univ.)

BT F 22 N7 EOEE - #laRE RN

Structural and Phenotypic Correlation Analysis of Yeast Prion Proteins

Takashi Nomura!, David Boyer?, Yusuke Komi!, Atsushi Yamagata’, Mikako Shirouzu?,

Carlos Bustamante*, David Eisenberg?, Motomasa Tanaka'-® (' Wako Inst., Riken, *Dept. Bio. Chem.,
UCLA, *Yokohama Inst., Riken, *OB3, UC Berkeley, *Dept. Life Sci. & Tech., TMDU)
BHRRERRIR T L IV EESER ORISR OEE

Structure-function relationship of novel prenyltransferase from Streptomyces sp. KS84
Takumi Oshiro!, Shuta Uehara!, Yoshikazu Tanaka?, Takuya Ito?, Yoshio Kodera'#, Takashi Matsui'**
(*Grad. Sch. Sci., Kitasato Univ., >Grad. Sch. Life Sci., Tohoku Univ., *Fac. of Pharm., Osaka Ohtani
Univ., 4Centerf0r Disease Proteomics, Sch. Sci., Kitasato Univ.)

Protein Language Models Capture Evolutionary Trends via Embedding Variation

Yuxiang Zheng, Zecheng Zhang, Qian-Yuan Tang (Hong Kong Baptist Univ)
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2Pos013

2Pos014

2Pos015

2Pos016

2Pos017

2Pos018

2Pos019

2P0s020

2Pos021

01B. 21NV & : it (REM, ihi/z&#%E) 01B. Protein: Physical property

BEAMETRINAA—BMICE S SDS S LIVEEABIEICH TS R-F7 N TATY L OBES 1
;I ZEHA

Observing structural dynamics of B-Lactoglobulin Binding to SDS Micelle by Time-Resolved
Vacuum-Ultraviolet Circular Dichroism

Satoshi Hashimoto!, Koichi Matsuo'? (Grad. Sch. Adv. Sci. Eng., Hirosima Univ., *HiSOR)

NTF FEEOF ) BhROBIEICE 2 EEHIK S > /YT E Venus DIREHIMDEHH
Attempts to increase the yield of the yellow fluorescent protein Venus by enhancing the ORIME
effect of a peptide bond

Erika Gunji!, Manami Suwa', Masaru Hoshino?, Nobuhiro Suzuki?, Kaori Chiba! (‘Indust. Eng. Natl.
Inst. Tech, Ibaraki Coll. Japan, *Kyoto Univ. Pharm., >NARO)

UTY CRERE SRR T OREIC K B FEET R DA

Propeptide-Mediated Folding of a Trypsin-Like Protease

Kairi Ogawa!, Nana Sakata', Orika Ashida', Mitsuhiro Miyazawa?, Shigeru Shimamoto', Yuji Hidaka'
('Grad. Sch. Sci. Eng., Univ. Kindai, *PrevenTec Inc.)

ZHRETICH (75 BDPA O non-local HEMER & 7 + — LT « > THBOBIRE

Revisiting the Folding Mechanism of BDPA through non-local interactions in the Denatured
State

Seiichiro Hayashi', Sacko Yanaka'->3, Maho Yagi'*, Yukiko Isono'?, Koichi Kato'2*,

Kunihiro Kuwajima® (‘Institute for Molecular Science, National Institutes of Natural Sciences,
2Exploratory Research Center on Life and Living Systems, National Institutes of Natural Sciences,
3Materials and Structures Laboratory at Institute of Integrated Research, Institute of Science Tokyo,
4Graduate School of Pharmaceutical Sciences, Nagoya City University, *Department of Physics, School
of Science, University of Tokyo)

BEICEICBMABRENEETNVERAWEBHR I NIE 207 +—IVT 1 > TRI:ERE
DT B

Prediction of the folding process of bone morphogenetic protein 2 using a simple structure-
based statistical mechanical model

Yusaku Hirata!, Koji Ooka2, Munehito Arai'?3 (! Department of Physics, The University of Tokyo,
2College Arts and Sciences, The University of Tokyo, *Department of Life Sciences, The University of
Tokyo)

RNA (2 & 5 & 7 BHEE DR SRR

Kinetics of RNA-induced Tau Aggregation

Hiyori Araki, Hide Miyaguchi, Hideyuki Komatsu (Department of Bioscience and Bioinformatics,
Faculty of Systems Engineering and Computer Science,, Kyushu Institute of Technology)

BAME 2 N8 p53 DT &> T U FREHIEEOREL

Control of the assembly morphology of the tumor suppressor protein p53

Emi Hibino!, Reiji Hijikata', Haruna Yoshida', Hidekazu Hiroaki'?? ('Grad. Sch. Pharm. Sci., Nagoya
Univ., 2BeCellBar, *COMIT)

01C. &> /N7 & : ¥t (RIS, E£WEML E) 01C. Protein: Function

Molecular Shape Evolution of the Clock Protein KaiC

Shuji Akiyama'2, Yoshihiko Furuike!? ('NINS, IMS, 2SOKENDAI)

AT STFHREXE NV BICH T 2 _EBRHEROLEER

Comparison of Dimerization Behavior of Fluorescent Proteins from the Jellyfish Aequorea
Victoria

Yuna Kinoshita, Haruko Hosoi (Grad. Sch. Sci., Toho Univ.)
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2Pos022

2Po0s023

2Pos024

2Pos025

2P0s026

2Pos027

2Pos028

2P0s029

2Pos030

2P0os031

2Pos032

J243A7057F 37 ZADF=HD O-glycoprotease IMPa SEMEEBALITE DIHE /E B ET
Analysis around the Active Site of O-glycoprotease IMPa for Glycoproteomics

Hiromitsu Shimoyama, Tomoaki Tamano, Issaku Yamada (The Noguchi Institute)

Functional and Structural Analyses on Clock Protein KaiC to Identify the Essential Step for the
Temperature Compensation

Kanta Kondo'2, Yoshihiko Furuike!~?, Kota Horiuchi'?, Yasuhiro Onoue?, Shuji Akiyama'?
(\SOKENDAI, *IMS)

MU OLPASO BEBRICHETZ 7 SECHETFORTICELZ7OXTY vy VREDRTEA
SR

Molecular dynamics analysis of the allosteric response to reduction of flavin cofactors in
cytochrome P450 reductase

Mikuru lijima, Mitsunori Takano (Grad. Scl. of Adv. Sci. & Eng., Waseda Uniyv.)
—FREHMAEOFEMEICH T B REESNES > /N7 E OmpF D#hF

Effect of Escherichia coli outer membrane protein, OmpF, on the activity of single-chain
variable fragments

Keiko Okano, Anna Ogi, Takao Izuka, Toshiyuki Okano (Department of Electrical Engineering and
Bioscience, School of Advanced Science and Engineering, Waseda University)

B¥ET 4 > /XU KaiC 16 T 2 E= DR EFRRERL

The third period-regulating site in the clock protein of KaiC

Kota Horiuchi'?2, Yoshihiko Furuike'-?, Kumiko Ito-miwa’, Shuji Akiyama'-? (\Institute for Molecular
Science, 2SSOKENDAI, *Nagoya University)

Time-Resolved Study of Light Intensity-Dependent Clustering Dynamics of TePixD

Chihiro Aramoto!, Yusuke Masuda', Shunro TokonamiZ, Masahide Terazima', Yusuke Nakasone'
(‘Grad. Sch. Sci., Kyoto University, *Grad. Sch. Sci., Gakushuin University)

HEEALI T 07 7 — ¥ RseP OREEHAWBE L AEEHENLP SRETIEBEN v X2 T1RIB
Substrate docking mechanism of intramembrane protease RseP revealed by the substrate-
bound cryoEM structure and photocrosslinking analysis

Yosuke Shimizu', Tatsuya Kobayashi!, Kikuko Asahi?, Terukazu Nogi?, Yoshinori Akiyama',

Yohei Hizukuri! (\Inst. Life Med. Sci., Kyoto Univ., >Grad. Sch. Med. Life Sci., Yokohama City Univ.)

01D. &> /N7 & : &l - BT DT EER . 01D. Protein: Measurement & Analysis

F/WEXEBESREERAVEZNIEERNADERS 1+ 37 ZOHA|

Ultrafast dynamics of protein and RNA investigated by nanosecond fluorescence correlation
spectroscopy

Yuji Itoh!2, Yutaka Sano'-2, Ibuki Soshino!-2, Shrutarshi Mitra!-?, Divya Rajendran’,

Athi N. Naganathan®, Satoshi Takahashi'? (Grad. Sch. Sci., Tohoku Univ., 2IMRAM, *IIT Madras)

B{b LDL OEREREZBEL NI T —DERFAR

Synthetic study of biosensors for measurement of oxidized LDL

Takahisa Hiruma, Ryota Kumakura, Seiji Takeda (Pharm. Sci., Hokkaido Univ. of Sci.)
BRERIEERWE2 N BORIBRNEEER S NIVEEDORE

Development of site-specific fluorophore labeling to target protein by using enzymatic reactions
Ai Hanano', Saori Kanbayashi', Cassidy Schmitt', Hiroyuki Oikawa’, Tateki Suzuki*,

Takao Hashiguchi®, Yuji Itoh!2, Satoshi Takahashi'? ('Institute of Multidisciplinary Research for
Advanced Materials, Tohoku University, >Graduate School of Life Sciences, Tohoku University., >Molcure
Inc, *Institute for Life and Medical Sciences, Kyoto University)

BFENFHEEZ 21—y M7 OEZICL LGS FIERETOT 7 1 VORI
Interpretation of small-angle scattering profiles of biomolecules by molecular dynamics
simulation and neural networks

Masahiro Shimizu (KURNS, Kyto Univ.)
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2Pos033  AlphaFold3 % f\ /= AFM EifRD 5 3 RTALFBEDSE L BREEFE
Rapid Reconstruction of Atomic 3D Configurations from an AFM image by AlphaFold3
Tsuyoshi Kawai, Yasuhiro Matsunaga (Grad. School. Sci. Eng., Univ. Saitama)

O1E. 22NNV & : a2 N7 ET%¥ E{LTH 01E. Protein: Engineering

2Pos034 The development of AMP-based antibiotics for drug-resistant Gram-negative bacteria
Wei Chun Weng, Kaori Sugihara (Institute of Industrial Science, The University of Tokyo)

2Pos035 Development of red-color fluorescence lifetime biosensors for quantification of ATP levels in
living cells
Tri Minh Phan!, B.M.K.D Basnayake!, Quang Vu Cong?, Satoshi Arai'-? (! Graduate School of Frontier
Science Initiative, Division of Nano Life Science, Kanazawa University, >WPI Nano Life Science Institute
(WPI-NanoLSI), Kanazawa University)

2P0s036 ANV EIZZFALAZAIEIVAY - LOBEEEILO—XFEOMEL
Construction of an artificial cellulosome using protein engineering toward improvement of
cellulose degradation
Momoka Takazawa, Koki Kamiya (Grad. Sch. Sci. & Tech., Gunma Univ.)

2Pos037 De novo design of sensor proteins: calcium-binding protein
Rie Tatsumi, Nobuyasu Koga (IPR, Univ. Osaka)

2P0s038  BEFICA—FShAEXNAF LY —DODED 2 —JVEIEFEHEEE | VEGF RHEADIEA
Modular design strategy for genetically-encoded fluorescent biosensors: Application to VEGF
Detection
Momoko Oya'2, Ryohei Ozaki-Noma!, Tetsuichi Wazawa!, Kazunori Sugiura!, Mitsuru Hattori',
Masataka Michigami®, Daisuke Fujiwara?, Tkuo Fujii®, Takeharu Nagai' (\SANKEN, The Univ. of Osaka,
2Grad. Sch. Pharm. Sci., The Univ. of Osaka, *Grad. Sch. Sci., Osaka Metropolitan Univ.)

01F. #> /X0 8 : RIRZM01F. Protein: Intrinsic disorder

2P0s039  FUS # /N7 BEDXRREMEFE & RNA DR EIEREEORHA
Unveiling the Interaction Mechanism between a FUS Intrinsically Disordered Region and RNA
by Molecular Dynamics Simulation
Yoshie Iijima, Soichiro Kijima, PhuocDuy Tran, Akio Kitao (Grad. Sch. Life Sci. and Tech., Science
Tokyo)

2Pos040  TIA1 DHEEARICH T 2REOFSDHEHA
Investigating the contribution of nucleic acids to the self-assembly of TIA1
Anupap Chauyjaroensuk!, Naotaka Sekiyama', Aya Ogino?, Hiroki Konno?, Hidehito Tochio! (!Grad.
Sch. Sci., Kyoto Univ., 2Grad. Sch. of Nat. Sci. & Technol., Kanazawa Univ., >WPI Nano Life Sci. Inst.
(WPI-Nano LSI), Kanazawa Univ.)

2Pos041  EBRED Ial—2arit& B Hero BEREDAY v I AR DR
The a-Helix Formation of Hero Proteins Studied by Experiments and Simulations
Takao Yoda', Ai Niitsu, Cheng Tan?, Naoya Tochio?, Haeri Im?*, Takanori Kigawa?, Jaewoon Jung>*,
Yuji Sugita®* (\Nagahama Institute of Bio-Science and Technology, >RIKEN IMS, *RIKEN R-CCS,
“RIKEN PRI)

2Pos042 BERBHERAVERERRTICETS o> X722 —FOBEBERE
Ultrasonic Cavitation Enhances Selective Detection of a-Synuclein Amyloid Fibrils from a
Crowded Environment
Tomoki Ota, Kichitaro Nakajima, Keiichi Yamaguchi, Yuji Goto, Hirotsugu Ogi (Grad. Sch. Eng.,
Osaka Univ.)
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2Pos043

2Pos044

2Pos045

2Pos046

2Pos047

2Pos048

2Pos049

02. NLsZ > /N7 8 /02. Heme proteins

B2 5Ny EBPFERFOTBREEEOREL

Optimization of Solubilization Conditions for suparmolecular complex of denitrification proteins
Sara Tanibayashi (Grad. Sch. Sci., Univ. Hyogo)

FUIY—-B7OXTY v 7EAEOEKEEICR T 5EHREEEEOHE - BKMHEEERDOKE
Effect of Amphipathic Solutes on the Function of an Oligomeric Allosteric Protein - Role of
Hydrophobic Interactions

Antonio Tsuneshige'?, Takehiko Haga? (' Frontier Bioscience, HOSEI UNIVERSITY, 2Micro-Nano Tech.
Ctr, HOSEI UNIVERSITY)

03. fE4 > /N9 & _/03. Membrane proteins

AL XL FRE 20 CKEs IDR ERFEFERIT KX 12 LOFFRBEEEMAICEEY 58K NMR
AR

Solution NMR Analysis of the Intramolecular Interaction between the C-terminal IDR and the
Receptor Core Domain of Orexin Receptor 2

Riki Kato', Yuki Kanazaki!, Ken-Ichi Akagi2, Yohei Miyanoiri, Kayo Imamura', Hidehito Tochio!
(‘Grad. Sch. Sci., Univ. Kyoto, *Inst. Protein Research, Univ. Osaka)

2 AVEZERZEE CLICT 2N E L AT/ 70— F IV GOIER & HEERRT
Development of Monoclonal Antibodies Specifically Targeting Membrane-bound CLIC1 and
Their Functional Characterization

Kazuki Imai'?, Ayana Yamagishi'?, Masumi Iljima®, Chikashi Nakamura'? (\Grad. Sch. Eng., Tokyo
Univ. Agric. Technol.,>CMB, AIST, *Fac. Appl. BioSci., Tokyo Univ. of Agri.)

LRI b5 2 AR -4 — EmrE O pH KFEHNEEHESREIHERICIE Aspds HPEEET S
Asp84 Is Involved in the pH-Dependent Driving Force Conversion for Substrate Binding in the
Multidrug Efflux Transporter EmrE

Kazumi Shimono!, Daisuke Takahashi!, Shuichi Miyamoto!, Seiji Miyauchi? (Fac. Pharm. Sci., Sojo
Univ., *Fac. Pharm. Sci., Toho Univ.)

Allosteric Effects of Sodium Binding on the k-Opioid Receptor Revealed by FTIR Spectroscopy
Ryo Nishikawa!, Seiya Iwata!, Shun Yokoi?, Ryoji Suno?®, Chiyo Suno-lIkeda’, Ayori Mitsutake?,

Takuya Kobayashi®, Hideki Kandori'#, Kota Katayama'* (\Grad. Sch. Engi. Univ. Nagoya. Inst.,
2Grad. Sch. Phys. Univ. Meiji, *Grad. Sch. Med. Univ. Kansai. Med., *OptBioTech. Res. Cent. Univ.
Nagoya. Inst.)

04. DNA - DNA f&& 4 > /X% E_/04. DNA & DNA binding proteins

DFEHES I AL —2 3%V CRISPR Type I-C (CH (1 5 DNA YIS 1+ 39
ZDiEL

Molecular dynamics simulation study of the differences in dynamics before and after DNA
cleavage in CRISPR Type I-C

Ryusei Haruna', Yoshihiro Kashiyama!, Ryota Kiyooka!, Shota Shimogoochi!, Naoyuki Miyashita'-?
('Grad. Sch. BOST, KINDAI Univ., 2BOST KINDAI Univ.)
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Advancing Biophysical Protein-DNA Interaction and Dynamics Studies Through Enhanced
Sampling

Mohamed Marzouk Sobaih, Ai Shinobu (Premium Research Institute for Human Metaverse Medicine
(WPI-PRIMe), The University of Osaka)

=& AFM % R - ATP k%2R % Smcs/6 DIEES 1 -3 7 AN TR

ATP dependent dynamics of Smc5/6 by high-speed atomic force microscopy

Kenichi Umeda'2, Yumiko Kurokawa®, Yasuto Murayama?, Noriyuki Kodera! ('Nano Life Science
Institute, Kanazawa University, >PRESTO/JST, *Department of Chromosome Science, National Institute
of Genetics)

05. RNA - RNA #&& 4 > /X2 E 705. RNA & RNA binding proteins

NMRIZE D a-¥ X T L 1 > & GARNA OMEEERA X H = X LT

NMR study of the interaction between a-Synuclein and G4RNA

Yiran Chen', Yasushi Yabuki2, Norifumi Shioda?, Hidehito Tochio! ('Grad. Sch. Sci., Univ. Kyoto,
2IMEG, Univ. Kumamoto)

Valosin-containing protein behaved like an ATPase for FUS granules

Hitomi Kimura'2, Shin-ichi Tate>?, Kyota Yasuda'->? (\Department of Mathematical and Life
Sciences, Graduate School of Integrated Sciences for Life, Hiroshima University, *International Institute
for Sustainability with Knotted Chiral Meta Matter, >Research Center for the Mathematics on Chromatin
Live Dynamics)

06. DNA/RNA F/ 7% / B — /06. DNA/RNA nanotechnology

DNA BEDOEHFH S NP REXRT 2BRH AT — FRIE

Enzymatic cascade reactions for number-controlled division of DNA droplets

Tatsumi Sakuma', Tomoya Maruyama?, Masahiro Takinoue'->? (! Department of Life Science and
Technology, Institute of Science Tokyo, *Research Center for Autonomous Systems Materialogy, Institute
of Integrated Research, Institute of Science Tokyo, *Department of Computer Science, Institute of Science
Tokyo)

KERIE S X 7 L DFFMAREE

Characterization of Responsive Nucleic Acid Amplification systems

Ken Komiya!, Chizuru Noda', Takashi Nakakuki? (\X-star, JAMSTEC, *Faculty of Comp. Sci. & Sys.
Engi., Kyutech)

BERRIEIC & - TEMAE & h/- DNA BE %

Active DNA condensates coupled with enzymatic reactions

Tomoya Maruyama', Masahiro Takinoue!? ('Research Center for Autonomous Systems Materialogy,
Institute of Integrated Research, Institute of Science Tokyo, >Department of Computer Science, Institute of
Science Tokyo)

PEG-mediated regulation of DNA droplets: Stabilization with bulk PEG and transition to vesicle-
like structures via DNA-PEG conjugates

Naoki Yoshida', Mayu Shono?, Kenichi Yoshikawa?, Masahiro Takinoue'*3 (\Sch. Life Sci. & Tech.,
Science Tokyo, *Grad. Sch. Art. & Sci., Univ. Tokyo, 3Self-organization Sci. Res. Ctr., Doshisha Univ.,
4Sch. Comp., Science Tokyo, >ASMat, IIR, Science Tokyo)
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07. &% : Z Db, 07. Nucleic acid: Others

YT TFIAIVY KRS D DNA BEMOFRICE 2 5 HEDBERE NMR R

Investigation of sub-terahertz irradiation effects on DNA base pair formation by solution NMR
Yuji Tokunaga', Koh Takeuchi!, Hiromichi Hoshina?, Masahiko Imashimizu® ('Grad. Sch. Pharm. Sci.,
UTokyo, *RIKEN Center for Advanced Photonics, 3CMB, AIST)

RUT IVICL B EIEFRBAEEDBEREN

Temperature dependence of gene expression activity in the presence of polyamines

Shotaro Kato', Takashi Nishio'-2, Yuko Yoshikawa', Koichiro Sadakane', Kenichi Yoshikawa' (' Grad.
Sch. Life and Med Sci., Doshisha Univ., *MolBis, AIST)

08. 7O~ F > - Z¢a{k  08. Chromatin & Chromosomes

Hi-C a2 27 b3y TDANY MVHEER

Spectral decomposition analysis of Hi-C contact maps

Ai Ito, Takahiro Sakaue (4oyama Gakuin University)

JAXF U RA A 2 OEPNZY A ZHIFRBICDOWT

Thermodynamic size limits in chromatin domains

Fujishiro Shin (FIFC, Kyoto Univ.)

HRUKTFERIE X b 423 (Repli-Histo #Z:) ZAWVWTHS »ICT 3, E MERRBROI—/0O
YF -ATOAYFODEBELD

Replication-dependent histone (Repli-Histo) labeling dissects the physical properties of
euchromatin/heterochromatin in living human cells

Katsuhiko Minami'-?, Kako Nakazato!?, Satoru Ide'?, Kazunari Kaizu>#, Koichi Higashi>?,

Sachiko Tamura!, Atsushi Toyoda®, Koichi Takahashi’, Ken Kurokawa>>, Kazuhiro Maeshima'-
('Genome Dynamics Laboratory, NIG, 2SOKENDAI, 3Laboratory for Biologically Inspired Computing,
RIKEN BDR, *Cell Modeling and Simulation Group, ExCELLS, *Genome Evolution Laboratory, NIG,
®Comparative Genomics Laboratory, NIG)

10. 7k « 7K#0 EBfEE 10. Water & Hydration & Electrolyte

KPTODE N EFFEBEOEREICES /- GBSABRBEETILORBE

Scrutiny of GBSA implicit solvent model for fast simulation of protein-protein binding in water
Fangqian Wei, Yukinari Kamiyama, Wataru Moriya, Mitsunori Takano (Grad. Scl. of Adv. Sci. & Eng.,
Waseda Univ.)

RIEMSENREEROD Y FF 7S ETEL B KOBRBE : R FAEKEERIC K BHAEE
The electrostatic problem of water revisited: Strange layer structure emerging from the
truncated long-range interactions

Yoshiteru Yonetani (National Institutes for Quantum Science and Technology (OST))
BEFEICL2E5AKOO-DIVBEEKFH/E I XILX — ORI

Machine-Learning Analysis of Local Structural Motifs and Hydrogen-Bond Energetics in
Supercooled Water

Taku Mizukami!, Nguyen Viet Cuong®, Dam Hieu Chi? (‘Japan Advanced Institute of Science and
Technology, Materials Science, >Japan Advanced Institute of Science and Technology, Knowledge
Science, 3 HPC Systems)

-S156 -



2Pos066

2Pos067

2Pos068

2Pos069

2Pos070

2Pos071

1. B FE(E - BIEIEIHREIE,11. Molecular genetics & Gene expression

Atoh1 IKTFR BEEZTF R v M7 — VBEICHET 2 N5 1 i

In silico prediction of Atoh1-dependent gene networks using target genes of /in-32, a homolog
of Atoh1, in Caenorhabditis elegans

Saki Imamura!, Sayaka Hori’ (' Graduate School of Humanities and Sciences, Nara Women's

University, 2Faculty Division of Natural Sciences, Nara Women's University)

12. 4% - 9k 12. Development & Differentiation

=& AFM (2 & % Afamin-Wnt3a HHEER & ByRED#FEH

Unveiling Afamin—-Wnt3a interactions and dynamics using high-speed AFM

Hikaru Ichida!, Kosuke Mizuno'-3, Amyot Romain?, Flechsig Holger?, Satoshi Toda?, Noriyuki Kodera?
('Grad. Sch. NanoLS., Kanazawa Univ, >*WPI-NanoLSI, Kanazawa Univ., *Institute for Protein Research,
Osaka Univ.)

#HREMEICH T ZHBEAORANES T 2ESHRIBOHENA

Elucidation of the Transcriptional Mechanisms Involving Intracellular Heat Generation in Neural
Differentiation

Yukiho Shimazaki'?, Kohki Okabe?, Yoshie Harada*’ ('Grad. Sch. Sci., Univ. Osaka, *IPR, Univ.
Osaka, 3Grad. Sch. Pharm. Sci., Univ. Tokyo, *WPI-PRIMe, Univ. Osaka, SQIQB, Univ. Osaka)
FMBRFIRIEET 57 1 v 2 2 & AV MEERICH (T 2 PEETE

Quantitative Analysis of Hemodynamic Parameters in Blood Circulation Using Red Blood Cell-
Visualized Zebrafish

Yusei Inoue, Mana Okada, Toshiyuki Mitsui, Yuuta Moriyama (Grad. Sch. Sci. and Eng., Aoyamagakuin
Univ)

13. 5N (BEBE - I8 13. Muscle

HEEEVEEHWEWT IF 7 14542 b OEEHENR
Structural analysis of short actin filaments using polymerization inhibitors
Yuta Arimura, Takuo Yasunaga (Grad. Sch. Comp. Sci. & Eng., Kyutech)

14. 9+FFE— 4 —_14. Molecular motor

IO NFEEET 1 FINPETVFENAEE—F—BEFDF MU T LA F  HXE
BHET 29 FH#iE

Inhibition mechanism of phenamil, an amiloride derivative of sodium channel inhibitor, for the
rotation of the Vibrio flagellar stator

Tatsuro Nishikino'2, Norihiro Takekawa?, Jun-ichi Kishikawa*, Mika Hirose®, Seiji Kojima®,

Michio Homma’, Takayuki Kato®, Katsumi Imada® (' Dep. of Life Sci. and Applied Chem., Nagoya Inst.
of Tech., *OptoBioTech. Res. Cent., Nagoya Inst. of Tech., Dept. of Macromol. Sci., Grad. Sch. of Sci.,
Osaka Univ., *Dep. of Applied Bio., Kyoto Inst. of Tech., *Inst. for Protein Res., Univ. of Osaka, °Dep. of
Bio. Sci., Grad. Sch. of Sci., Nagoya Univ., "Dep. of Biomole. Eng., Grad. Sch. of Eng., Nagoya Univ)
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Design and Development of a Novel Photoswitchable Inhibitor Targeting Mitotic Kinesin Eg5
Nur Fatin Liyana Binti Salwadi', Islam Md Alradzi?, Shinsaku Maruta? (‘Grad. Sch. Sci. Eng., Soka
Univ., 2Sch. Sci. Eng., Soka Univ.)

Loop-tethered kinesin-14 reveals factors underlying motility and directionality

Taisei Sano, Ricko Sumiyoshi, Masahiko Yamagishi, Junichiro Yajima (Grad. Arts & Sci., Univ. Tokyo)
BERRTICSTZXXY COBRBHEROLOOYA7OLF 0T —5H

Micro-rheology measurement for dynamic analysis of kinesin in crowded environments

Gai Ohashi!, Takeshi Yokoyama?, Takayuki Ariga! (' Graduate School of Frontier Biosciences, Osaka
University, >Graduate school of life science, Tohoku University)

TEAHINICL 2B MEE T Y FRABNAEEEF MotA/MotB A FEM(LDERK
Mutational analysis to explore activation of the Vibrio alginolyticus lateral flagellar stator, MotA/
MotB complex

Kazuki Yokoyama!, Michio Hommma?, Norihiro Takekawa?, Seiji Kojima! ('Grad. Sch. Sci., Nagoya
Univ, >Grad. Sch. Eng, *Grad. Sch. Sci)

HENAEE—2—ICHTBEETF MotB O N KIFEADHZ NI BRI&IIAO— 4 —-BEEFHE
1EREMBEET S

Inhibition of rotor-stator interaction by protein fusion to the N-terminus of the stator protein MotB
in the bacterial flagellar motor

Yumiko Uchida, Akihiko Ishijima, Hajime Fukuoka (Grad. Sch. Front. Biosci., Univ. Osaka)
NIFUYTRAEET—F—DEET —2ICH T 2BS EFFEFEORK

Development of a method for evaluating fluctuations in rotational data of bacterial flagellar
motors

Kenta Takemori, Yusuke V. Morimoto (Grad. Sch. Comput. Sci. and Syst. Eng., Kyushu Inst. Tech)
HINE C Rif Tail DR & BER KIF1A OINEREE DS FENHFHER

Molecular Dynamics Analysis on the Extension of C-terminal Tail of Tubulin and Monomeric
KIF1A Binding to Microtubule

Koki Adachi, Mitsunori Takano (Grad. Scl. of Adv. Sci. & Eng., Waseda Univ.)

Unveiling the N-type ATPase: A Hidden Player in the Rotary ATPase Family

Hiroshi Ueno, Atsuki Nakano, Tatsuaki Matsui, Hiroyuki Noji (Grad. Sch. Eng., Univ. Tokyo)
IFTD 2D BEEOREFEICL BEFRICHT MR

Deep Learning-Based Structural Classification of Myosin from 2D Projection Images

Hikaru Iwasaki, Hitomi Wada, Takuo Yasunaga (Grad. School. Comp. Sci. Syst., KIT)

15A. A4S HISERE : #%E 15A. Cell biology: Adhesion

HETAMERE & AFM % 68 U 7 flie- B E EE RS s OER

Analysis of cell-substrate adhesion structures by combined fluorescence microscopy and
atomic force microscopy

Shun Sato, Shinji Deguchi (Grad. Sch. Eng. Sci., The Univ. of Osaka)
ESEREFEAHEHMEE BV AEBICE TS Notch LT 42— & Delta ) 5> K OB ERER
Structural analysis of Notch receptor and Delta ligand in solution using high-speed atomic force
microscopy

Shigetaka Nishiguchi (Kansai Center, National Institute of Advanced Industrial Science and
Technology)
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2Pos090
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15B. MIRaLE ) HIEERE | EE) 15B. Cell biology: Motility

B E#EE RhoGEF T# % GEF-H1 @ in vitro BYREREAT

In vitro kinetic analysis of microtubule-binding RhoGEF, GEF-H1

Tatsuki Kondo', Yukako Nishimura!, Taketoshi Kambara?, Kaori Kuribayashi-Shigetomi?,

Yasushi Okada®*3, Fumio Motegi' (\Inst. Gen. Med., Hokkaido Univ., >RIKEN, BDR, 3Inst. Adv. Grad.
Edu., Hokkaido Univ., *Grad. Sch. Sci., Tokyo Univ., >Grad. Sch. Med., Tokyo Univ.)
HENAEE—2—ICBTBEEFLI= Y PADFIL BEEDEEL

Characterising the stoichiometry of FliL binding to stator units in bacterial flagellar motors
Momoka Kumagai', Tomoya Shoji!, Tsubasa Ishida2, Naoki Hidaka?, Yong-Suk Che*, Yumiko Uchida®,

123 (\Grad. Frontier Biosci., Hosei Univ, *Res.

Hajime Fukuoka®, Akihiko Ishijima®, Yoshiyuki Sowa
Cent. Micro-nano Tech., Hosei Univ, >Dept. Frontier Biosci., Hosei Univ, *Grad. Frontier Biosci., Osaka
Univ)

B—WMENOERLEEEBHT 5 /- ODILRFEMEE

Wide-field microscopy for tracking active locomotion of single microorganisms

Kaname Kuroda, Seiichiro Kinoshita, Masayoshi Nishiyama (Grad. Sch. Sci. Eng., Kindai Univ.)
LI EEHDICH T 3 FEMMBOEENE

Motility of peritrichous bacteria in porous media

Naoki Kanda, Shuichi Nakamura (Grad. Sch. Eng., Tohoku Univ.)

PILERXTICH T B cAMP BE L EB)REDEBIDETA]

Measurement of the correlation between cAMP levels and motility in Salmonella cells
Keisuke Sakai, Yusuke V. Morimoto (Grad. Sch. Comp. Sci. and Syst. Eng., Kyushu Inst. Tech.)
BEATICH 2HIEETFRROBEEHDEEBRE

Direct observation of flagellar motility in mammalian sperm cells at high pressure

Koji Matsuura', Yuka Asano', Masatoshi Morimatsu?, Yuhkoh Satouh?, Toshiki Yagi?, Keiji Naruse?,
Masayoshi Nishiyama3 (' Okayama Univ. Sci., *Grad. Sch. Med. Dent. Pharm. Sci., Okayama Univ.,
3Gunma Univ., *Pref. Univ. Hiroshima, SKINDAI Univ.)

14> F v JIVEBICEREZFOF X SEETFEEE PomA/PotB DERERRHT

Mutational analysis of the ion channel region of PomA/PotB, a chimeric stator of bacterial
flagellar motor

Kaito Nagano (Grad.Sch.Sci.,Osaka Univ.)

. MR YFHIEERE - HIFREHE - BRE4& 15C. Cell biology: Cytoskeleton & Membrane skeleton

Spiroplasma B3R M MreB % %3 U /- Syn3B W& E#ANE L /- U RV — LOWEZIL
Deformation of Liposomes by Encapsulation of Syn3B expressing Spiroplasma MreB
Ikuko Fujiwara', Takahiro Mitani!, Taiki Nishimura', Hana Kiyama?, Ali Ahsan?, Mone Mimura?,
Satoshi Kanamori?, Hideaki Matsubayashi®, Masahito Hayashi*, Kingo Takiguchi®, Makoto Miyata®
('Materials Sci. & Bioeng., Nagaoka Univ. of Tech., *Grad. Sch. Sci., OMU, 3FRIS, Tohoku Univ., *UBI,
UTokyo, *Grad. Sch., Nagoya Univ.)

Regulation of Epithelial Homeostasis by Stretch and Cell Density

Rosario Ibanez!, Honghan Li%, Shinji Deguchi! ('Osaka University, Graduate School of Engineering
Sciences, Deguchi Laboratory, *University of Science and Technology Liaoning, School of Computer
Science and Software Engineering)

BEEOHFEHICHTIMINEET IV F U EROBEDE

Structural response of microtubule and actin cytoskeletons to direct intracellular load
Ryota Orii, Hirokazu Tanimoto (Yokohama City Univ.)
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WWHEIZ L XATFICH T 2B INVEROMEMDE

Viscoelastic Behavior of Microtubule Bundles Under Mechanical Stress

Syeda Rubaiya Nasrin!, Marie Tani!, Gadiel Saper?, Masatoshi Ichikawa!, Ibuki Kawamata!,

Henry Hess?, Akira Kakugo! (\Grad. Sch. Sci., Kyoto Univ., >Dept. Biomed. Engg. Columbia Univ.)
Actin Network Morphogenesis: From Spots to Rings and Interconnected Bundles

Vivek Semwal, Biplab Bhattacherjee, Tatsuo Shibata (RIKEN Center for Biosystems Dynamics Research
Laboratory for Physical Biology)

BFEHEICE 3 HRMEEEOSMRFICE T 2 MRMAEEDTHRIE

Intercellular structures in the multicellular body of Dictyostelium discoideum visualized by
electron microscopy

Yuki Gomibuchi, Yusuke V. Morimoto, Takuo Yasunaga (Grad. Sch Comp. Sci and Sys. Eng., Kyushu
Inst. Tech.)

15D. MR YRR © 1E3RI5E - MBARE 15D. Cell biology: Signal transduction & Cell membrane

2Pos096

2Pos097

2Pos098

2Pos099

2Pos100

2Po0s101

2Pos102

2Pos103

BYETYU>J%NLETRPVA-GPCRDY AR =7

TRPV4-GPCR crosstalk mediated by membrane remodeling

Masataka Yanagawa'2, Kota Shimizume!, Ryoji Kise!, Asuka Inoue'? (\Grad. Sch. Pharm., Kyoto
Univ., 2Riken, CPR, 3Grad. Sch. Pharm., Tohoku Univ.)

ATP iRE (3 CBASS IT& DiEM(L & i % S8 ¥ 2

ATP levels modulate the activation and suppression of CBASS responses

Yoshiaki Kinosita, Rikiya Watanabe (RIKEN, PRI)

Thermal regulation on EML4-ALK condensates dynamics and signaling activation
Chongxia Zhong', Josephina Sampson?, Richard Bayliss?>, Madoka Suzuki' (!/nst. Protein Res., Univ.
Osaka, ?2. Astbury Ctr. Struct. Mol. Biol., Univ. Leeds, UK)

HREIEE I & 5 _ERRREAFZEFOEMEHIERE OB

Bilateral regulation of EGFR activity and local P1(4,5)P, dynamics in mammalian cells observed
with single-molecule microscopy

Mitsuhiro Abe!, Masataka Yanagawa'-2, Yasushi Sako! ('RIKEN PRI, >Grad. Sch. Pharm. Sci., Kyoto
Uni.)

2 BOZERHICHT 2 KBREERE & BEEFBK X FILEEER CheB EifE

Repellent response of Escherichia coli to twice repellent stimuli and kinetics of the receptor
demethylase CheB

Yugo Tomoda, Yoichi Kuroki, Yumiko Uchida, Akihiko Ishijima, Hajime Fukuoka (Grad. Sch. Front.
Biosci., Univ. Osaka)

Ol E HRE ORRMESFlaERIC & 3 0B iR

Synchronization of Cardiomyocytes in Fibroblasts Connections between Cardiomyocyte
Clusters

Mayu Yamada, Tomoyuki Kaneko (LaRC.FB.Hosei Univ.)

B O RMERE MR OFEYIFM

Drug addition to multicellular bodies of Dictyostelium discoideum in solution

Sotaro Fukuda!, Tomohiro Shima?, Yusuke V. Morimoto® ('Grad. Sch. Comput. Sci. Syst. and Eng,
Kyushu Inst. Tech, >Grad. Sch. Sci, Univ. Tokyo, *Grad. Sch. Comput. Sci. Syst. and Eng, Kyushu Inst.
Tech)

BEMINY TV T Vibrio alginolyticus D1EIRIGE 2 > /N7 & CheY BIRED 1 HlAEIE
Observation of CheY-GFP dynamics in a single Vibrio alginolyticus cell

Eito Kawamura, Ryoya Takase, Yumiko Uchida, Akihiko Ishijima, Hajime Fukuoka (Grad. Sch. Front.
Biosci., Univ. Osaka)
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DB 7 X4 —H 4 XL & DERLEDEVORENR

Effect of Cardiomyocyte Cluster Size on Drug Response

Chinatsu Fujita, Kentaro Kito, Tomoyuki Kaneko (LaRC.FB.Hosei Univ)

AR IC B (T 2 HRMREXRLEIC L 2 laANE 2 #EeestAl

High-resolution intracellular measurements using a novel cell enlargement method in
Dictyostelium discoideum

Yukihisa Hayashida', Yuki Gomibuti?, Chikoo Oosawa?, Takuo Yasunaga?, Yusuke V Morimoto®
("Grad. Sch. Comp. Sci. and Sys. Eng., Kyushu Inst. Tech, 2Dept. Phys. and Info. Eng., Fac. Comp. Sci.
and Sys. Eng., Kyushu Inst. Tech)

16A. A% - AT : #8%& - 14 16A. Biological & Artificial membrane: Structure & Property

2Pos106

2Pos107

2Pos108

2Pos109

2Pos110

2Pos111

2Pos112

2Pos113

R74>AITVDF/ RAACERICHTZ2ALATA-ILORE

Cholesterol assists gel-like nanodomain formation of biologically relevant sphingomyelins
Masanao Kinoshita!, Koki Yamane?, Nobuaki Matsumori? ('Grad. Sch. Sci. Tech., Gunma Univ., *Grad.
Sch. Sci. Tech., Kyushu Univ.)

DPPH 7 v 4 ENAIN—= AN MVEER IR E AW REMBHRRBICX T 2HBMbT/ U1 A
O

Evaluation of Antioxidant Nanozymes for Inflammatory Bowel Disease Using DPPH Assay and
Hyperspectral Microscopy

Ami Saito (Institute of Industrial Science, The University of Tokyo)

TIONERODELED AT« >IAITV L BIEES 7 MERFERN XA N TREDS T/ M XA
CEERT S

Sphingomyelins with varying acyl chain lengths form segregated nanodomains within lipid raft-
like ordered membrane domains

Akane Nakamoto', Masanao Kinoshita, Nobuaki Matsumori! ('Grad. Sch. Sci., Kyushu Univ., *Grad.
Sch. Sci. & Tech., Gunma Univ.)

WA= MEETNVEICH T EERABERAVEEZ N EOS 8

Separation of membrane proteins by electrophoresis in a patterned model membrane

Keigo Kitayama!, Kenichi Morigaki® ('Grad. Sch. Agr., Kobe University, *Biosignal Research Center,
Kobe University)
AHEMETIARTF N 18A DREICL ZIEEEMFLRET 5T F FOFHR
Development of curvature sensitive peptides based on the amphipathic model peptide 18A
Kazuna Ikeuchi, Keisuke Ikeda, Hiroyuki Nako, Minoru Nakano (Fac. Pharm. Sci. Univ. Toyama)

16B. 414 - A& : 417 3% X 716B. Biological & Artificial membrane: Dynamics

FiFo-ATP BRERDEAHREICEL S I b2 N 7HE EHEEOHIEEE

Regulatory mechanism of mitochondrial dynamics and function via the complex state of F,F-
ATP synthase

Aoi Ichikawa!, Takaya Ishihara'-2, Naotada Ishihara! ('Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.,
2Dept. Life Sci., Faculty of Med., Shimane Univ.)
REMERHBLETIVFoHAURY — LOFEZIL

Morphological changes in actin-encapsulated liposomes with adjusted length distribution
Yuki Mizutani, Mahito Kikumoto, Ken Bessho, Kingo Takiguchi (Grad. Sch. Sci., Univ. Nagoya)
BE_ERNMNIOREMEICHT I 7/ F o ORE

Effect of Actin on the Stability of Lipid Bilayer Vesicles

Ken Bessho, Mahito Kikumoto, Yuki Mizutani, Kingo Takiguchi (Grad. Sch. Sci., Nagoya Univ.)
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Reconstitution of actin cytoskeleton into artificial membranes
Yosuke Senju'-2, Feng-Ching Tsai?, Zack Jarin*, Ilpo Vattulainen', Gregory Voth*, Patricia Bassereau?,
Pekka Lappalainen' (' Univ. Helsinki, >*Okayama Univ., *Institut Curie, *Univ. Chicago)

16C. 4K - AL : B%E - F v XJL16C. Biological & Artificial membrane: Excitation & Channels

2Pos115

2Pos116

2Pos117

HRERENU TS XLADERA Y —DREZFRENCK JBES » Tk - 7= MscL DFELFFR
T B R

Asymmetric Mechanosensitivity of MscL Channel Revealed by Differential Roles of
Cytoplasmic and Periplasmic Tension Sensors

Takeshi Nomura!, Yasuyuki Sawada?, Masahiro Sokabe? ('Sch. Human Sci. Environ., Univ. Hyogo,
2Institute of Materials Innovation, Nagoya Univ., >*Human Information Systems Labs, Kanazawa Institute
of Technology)

HRAERICL DY T I FNEF R TRP F v XJU TRP11 OWBEREIRT

Functional analysis of a TRP channel in Chlamydomonas, TRP11, by point mutagenesis
Takanao Miyake, Miyu Kimura, Kenjiro Yoshimura (Col. Sys. Engineer. Sci., Grad. Sch. Engineer. Sci.,
Shibaura Inst. Technol.)

MscL TOZERR CORABES : F7 & F78 DRI & 3 #EERIBIEM

Dual-Site Tension Sensing in MscL: Functional Link Between F7 and F78

Yasuyuki Sawada!, Takeshi Nomura?, Masahiro Sokabe® ('Inst. Materials, InFuS, Nagoya Univ., >Sch.
Human Sci and Env., Univ. Hyogo, 3Human Information Systems Labs, Kanazawa Inst. Tech.)

16D. &FRE - AR : 83X - [§$R{5E 16D. Biological & Artificial membrane: Transport & Signal

2Pos118

2Pos119

transduction

DNA F+ 2 IJVAER D EREEIEH & 1 7 > BiXFHE ORI D 2 FERAVERAR

Molecular analysis of the correlation between functional group modifications inside DNA
channels and ion transport properties

Taichi Hirano'?2, Hiromu Akai®, Yusuke Sato*, Kan Shoji®, Takuya Mabuchi'? (' Graduate School of
Engineering, Tohoku University, *Institute of Fluid Science, Tohoku University, *Department of
Mechanical Engineering, Nagaoka University of Technology, *Department of Intelligent and Control
Systems, Kyushu Institute of Technology)

17. {E2Z % 17. Chemoreception

ZPLRGEECY—FF—+t BaeS DVILF U H > NS

Multiple ligand recognition mechanisms of the membrane stress sensor kinase BaeS
Hirotaka Tajima'2, Riku Takei®, Kentaro Yamamoto*, Tkuro Kawagishi'->* (' Dept. Frontier Biosci.,
Hosei Univ., *Res. Cen. Micro-Nano Tech., Hosei Univ., >Grad. Sch. Sci. Eng., Hosei Univ., *Dept.
Mpycobacteriol., Lepr. Res. Ctr., NIID)
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18. 1% - BE (HHkE - B2 /N7 & - 4F) 18. Neuroscience & Sensory systems

2Pos120  Ef#) L HEMRE TR S h7- miRNA ERSFICEDH BB FICL > THIE S h 3R EmHERE
Temperature tolerance regulated by a miRNA processing molecule conserved between animals
and plants
Sakura Sengoku'2, Akane Ohta'?, Teruaki Taji®, Atsushi Kuhara'?# (!Graduate School of Natural
Science, Konan University, *Institute for Integrative Neurobiology, Konan University, *Department of
Bioscience, Tokyo University of Agriculture, *AMED-PRIME, Japan Agency for Medical Research and
Development)

2Pos121  #EXY T -V EHERT AMRBHSN-Z M RRICEZDHE
Effect of Number of Cells in Neural Network on Burst Firing
Takumi Yamaguchi, Kentaro Kito, Tomoyuki Kaneko (FB, Grad. Sch. Sci. & Eng., Hosei Univ.)

19. $##HEEIEE - RO TEERQIE,19. Neuronal circuit & Information processing

2P0os122  HABERMEEHRAFLRB= 21—y NT—JETFTIICEDN—T U IBEFHROEEHN
Quantitative analysis of the Hermann grid illusion using a minimal deep neural network with
orientation-specific edge detection
Masayo Inoue!, Izumi Ohzawa?3, Kazufumi Hosoda®** ('Grad. Sch. Eng., Kyutech, *Grad. Sch.
Frontier Biosciences, Osaka Univ., *CiNet, NICT, “Kobe Univ. Grad. Sch. Health Sciences)

2Pos123 I IAHRMIRMD T OHREA H =X LDMEHR
Molecular mechanism of associative learning in earthworm, Eisenia fetida
Yoshiichiro Kitamura', Sukehiro Kabayama? (' Dept. Math. Sci. Phys., Col. Sci. Eng., Kanto Gakuin
Univ., 2Appl. Matl. Life. Sci., Grad. Sch. Eng., Kanto Gakuin Univ.)

20. TEh.20. Behavior

2P0s124  HFREBEDLSICFEBVIAITINDD ?  REBRICE I FHEZE
How Do Shepherd Dogs Herd Sheep? — A Visual Perception-Based Guiding Rule
Kosuke Miyoshi!, Nen Saito'? (! Graduate School of Integrated Science for Life, Hiroshima University,
2Exploratory Research Center on Life and Living Systems, National Institutes of Natural Sciences)

21A. k&4 : $HE - £ZH 21A. Photobiology: Vision & Photoreception

2Pos125  REATO—TEAVEMIEAS/ T ETLRF L EDOBEERRBEIR
Analyses of the interaction between mammalian melanopsin and arrestin using bystander BRET
probes
Kento Takano, Hisao Tsukamoto (Grad. Sch. Sci., Kobe Univ.)

2P0s126  REKEMNY JHIMBECLEET ZFHFARN TS > OSFHHE
Molecular properties of novel microbial rhodopsins with a photosensory function in light-
dependent signal transduction
Qianfan Zhou, Masae Konno, Keiichi Inoue (ISSP, Univ. Tokyo)
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2Pos127

2Pos128

2Pos129

2P0s130

2P0s131

2Pos132

2P0s133

2Pos134

PYP & PBP OREKENSEBILRIEICH T 5 PBPC RHEHDEE

Contribution of the PBP C-terminal region to the light-dependent multimerization reaction of PYP
and PBP

Yusuke Kuwahara!, Youichi Yamazaki!, Kento Yonezawa'-2, Sachiko Toma-Fukai',

Hironari Kamikubo!? ('NAIST, MS, 2NAIST, CDG)

I RRBLVT I/ BERGERWEY T /N T UK 704 ReaE DREREBOHRE
Photoconversion mechanism of cyanobacteriochrome RcaE studied by Raman spectroscopy
and Mutagenesis

Taisei Koga!, Masako Hamada?, Yuu Hirose?, Tomotsumi Fujisawa', Masashi Unno' ('Fac. Sci. Eng.,
Saga Univ., *Dept. Appl. Che. Life Sci. Toyohashi Univ. of Tech.)

BEHFAEIRRNICHORERME /) 72 > OFHR

Characterization of the unique green-sensitive pinopsin found in teleost fish

Chihiro Fujiyabu!, Gyoja Fuji?, Keita Sato?, Emi Kawano-Yamashita*, Hideyo Ohuchi?,

Takehiro Kusakabe?, Takahiro Yamashita! ('Grad. Sch. Sci., Kyoto Univ., *Grad. Sch. Nat. Sci., Konan
Univ., 3Fac. Med., Dent. & Pharm. Sci., Okayama Univ., *Fac. Sci., Nara Women's Univ.)
FIRNREICELBEPY—O KT 2|l (Natronomonas pharaonis ) @ O FhRE{ADSE
BEBEDRE

Retinal Chromophore Configuration in the O Intermediate of Sensory Rhodopsin Il from
Natronomonas pharaonis

Tomotsumi Fujisawa!, Nozomi Tanaka!, Jun Tamogami?, Masashi Unno' (\Fac. Sci. Eng., Saga Univ.,
2Coll. Pharm. Sci., Matsuyama Univ.)

EEREMOIEREA T2 - PILZAOTY O OHFHEO SN

Molecular diversity of protostome non-visual opsin arthropsin

Kazumi Sakai', Kengo Fujii!, Chihiro Fujiyabu!, Yasuhiro Shiga?, Takahiro Yamashita! ('Grad. Sch.
Sci., Kyoto Univ., 2Tokyo Univ. of Pharm. and Life Sci.)

TR E R BREREE Opns DB FHEEHET

Molecular characterization of visible-light sensitive Opn5 from crustaceans

Kuto Takahashi!, Yuya Nagata', Keita Sato?, Kohei Obayashi?, Hisao Tsukamoto?®, Hideyo OhuchiZ,
Takahiro Yamashita®, Yuki Sudo?, Keiichi Kojima? (!Grad. Sch. Med. Dent. & Pharm. Sci., Okayama
Univ., *Fac. Med, Dent & Pharm Sci., Okayama Univ., 3Grad. Sch. Sci., Kobe Univ., *“Grad. Sch. Sci.,
Kyoto Univ.)

TRIAVEE X 7 — IV COBPEREBEENICL VAP ICE->A7 VT M 7ALDY TFIL
RERE

Cryptochrome signal transduction mechanism revealed by time-resolved crystallography across
broad timescales

Yuhei Hosokawa!3#, Po-Hsun Wang??, Nicolas Caramello®, Mai Nakamura?, Sylvain Engilberge®,
Antoine Royant®, Lars-Oliver Essen®, Ming-Daw Tsai?, Junpei Yamamoto?, Manuel Maestre-Reyna!-?
('Dept. Chem., National Taiwan Univ., *Inst. Biol. Chem., Academia Sinica, *Grad. Sch. Eng. Sci., Osaka
Univ., *PRI, RIKEN, SDept. Chem., Philipps Univ. Marburg, SESRF)

21B. #4&4) : K4&8.21B. Photobiology: Photosynthesis

REFEMHDOLERRECHOEEGHEOHIOT/ 1 NEREGFENTIZEEIINX —BE
Energy transfer pathway forming triplet-excited state of carotenoid in the photosynthetic reaction
center of green sulfur bacteria

Tomomi Inagaki!, Masatoshi Kida2, Daisuke Kosumi?, Chihiro Azai* (' Graduate School of Life
Sciences, Ritsumeikan University, >Graduate School of Science and Technology, Kumamoto University,
3Institute of Industrial Nanomaterials, Kumamoto University, *Faculty of Science and Engineering, Chuo
University)
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2Po0s135

2Pos136

2Pos137

2P0s138

2P0s139

2P0s140

2Pos141

2Pos142

2Pos143

2Pos144

Evaluating the mobility of LHCII in plant thylakoid membrane using high-speed AFM

Nami Yamano, Yudai Nishitani, Daisuke Yamamoto (Fukuoka University)
EFNVEPVEBRE_J75ARORER | ZEEF0 Y 51 + EFEMSE RN FIEERT
Cyro-EM structures of dimeric PSI-LHCI supercomplex from the model organism Marchantia
polymorpha

Pi-Cheng Tsai!, Romain La Rocca!, Hiroyasu Motose?, Jian-Ren Shen!, Fusamichi Akita! (14dv. Res.,
Univ. Okayama, >Grad. Sch. Envir: Life, Nat. Sci. & Tech., Univ. Okayama)

FHALFR || O Mn EHAMEY 1~ OEAIRE

Coordination environment of Mn high-affinity site in Photosystem Il

Naohiko Nakamura, Shinya Kosaki, Hiroyuki Mino (Grad. Sch. Sci., Univ. Nagoya)

The most stable LH1-RC architecture from a thermophilic purple sulfur bacterium,
Caldichromatium japonicum

Yukihiro Kimura!, Mohit. K. Saini?, Endang R. Purba®, Malgorzata Hall?, Shinji Takenaka!,

Vera Thiel*, Bruno M. Humbel®, Michael T. Madigan®, Zheng-Yu Wang-Otomo’, Kazutoshi Tani®
("Grad. Sch. Agric., Kobe Univ., *Inst. Microbiol., Centre Algatech, 3Sci. Imag. Sec., OIST, *Leibniz Inst.,
DSMZ, 3Provost Office, OIST, ®Dept. Microbiol., Southern Illinois Univ., "Fac. Sci., Ibaraki Univ., Cent.
Comp. Sci, Univ. Tsukuba)

Spectroscopic characterization of the light-harvesting 1 reaction center complexes from
psychrophilic photosynthetic purple bacteria

Kazuki Inada!, Seiji Akimoto?, Michael T. Madigan®, Zheng-Yu Wang-Otomo*, Yukihiro Kimura'
('Grad. Sch. Agric., Kobe Univ., >Grad. Sch. Sci., Kobe Univ., *Dept. Microbiol., Southern Illinois Univ.,
4Fac. Sci., Ibaraki Univ.)

Spectroscopic and structural characterization of purple bacterial LH1-RC complexes containing
bacteriochlorophyll b

Kouta Hirose!, Kaisei Mori!, Shinji Takenaka', Michael T. Madigan?, Zheng-Yu Wang-Otomo?,
Kazutoshi Tani, Yukihiro Kimura' ('Grad. Sch. Agric., Kobe Univ., 2Sch. Biol. Sci., Southern Illinois
Univ., 3Fac. Sci., Ibaraki Univ., *Cent. Comp. Sci., Univ. Tsukuba)

21C. 4 : KBIR%E - FHHH,21C. Photobiology: Optogenetics & Optical control

FBECEETIT7AFyRIVART D L OA F g

lon transport mechanism of channel rhodopsin in response to red ligh

Keito Minamisawa', Shoko Hososhima!-?, Satoshi Tsunoda'-2, Hideki Kandori'? ('Graduate School of
Engineering, Nagoya Institute of Technology, *Opto Bio Technology Research Center, Nagoya Institute of
Technology)

FHRAMETA KT, PhXeR ODAFEHIREN

Spectroscopic Analysis of a Novel Inward Proton Pump, PhXeR

Nanako Hattori!, Yuma Ito!, Yuji Furutani', Tatsuro Nishikino'-?, Hideki Kandori'? (' Department of
Life Science and Applied Chemistry, Nagoya institute of technology, >*OptoBioTechnology Research
Center, Nagoya institute of technology)

Photoregulation of Ras Function Using Photoresponsive Protein

Nobuyuki Nishibe!, Zhang Ziyun?, Kazunori Kondo!, Shinsaku Maruta'? (' Department of Science and
Engineering for Sustainable Innovation, Faculty of Science and Engineering, Soka University,
2Department of Biosciences, Graduate School of Science and Engineering, Soka University)
Autonomous Multicolor Bioluminescence Imaging in Bacteria, Mammalian, and Plant Hosts
Subhan Hadi Kusuma (SANKEN, The University of Osaka)
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2Pos145

2Pos146

2Pos147

2Po0s148

2P0s149

2Pos150

2Pos151

2Pos152

NatR TS CrRY FICERS KBB4 >R TAORNT Y > QBB RERADHICE
T BHR

Time-resolved FTIR study of light-driven ion pump rhodopsin mutants converted from Na * to
Cl ~pump

Masahiro Yamamoto!, Yuma Ito', Tatsuya Sakamoto', Hideki Kandori'?, Yuji Furutani'-? (\Grad. Sch.
Eng., Nagoya Institute of Technology, *OptoBioTechnology Research Center, Nagoya Institute of
Technology)

BRI LA F NEESEF v XV ERVEEEMET T VB 7 5 —EOEERER OB
Development of a system to measure activity of photoactivated adenylyl cyclase using cyclic
nucleotide-gated channels

Shunsuke Kiguchi', Kosei Higuchi!, Koshiro Morita!, Mami Asakura'?, Toru Ide', Minako Hirano!
('Graduate School of Interdisciplinary Science and Engineering in Health Systems, Okayama University,
2Dept. of Comp. Tech. Soln., Okayama Univ.)

23. DL - ¥k, 23. Origin of life & Evolution

Structural and functional analysis of Heimdallarchaeaota tubulin reveals the origin of eukaryotic
microtubules

Linh Tran', Makito Miyazaki'->?, Samson Ali*, Akihiro Narita®, Robert Robinson*¢ (! Center for
Integrative Medical Sciences, RIKEN, *Center for Biosystems Dynamics Research, RIKEN, *Graduate
School of Medicine, Science and Technology, Shinshu University, *“Research Institute for Interdisciplinary
Science, Okayama University, *Division of Biological Science, Graduate School of Science, Nagoya
University, °School of Bio-molecular Science and Engineering (BSE), Vidyasirimedhi Institute of Science
and Technology (VISTEC),)

HERIFTAOE Y ICLPERFREANOEL

Adaptation of Paleozoic Myoglobins to the Oxygenized Environments

Yasuhiro Isogai', Antonio Tsuneshige?, Hiroshi Imamura®, Tsuyoshi Shirai® (Dept. Pharm. Engin.,
Toyama Pref. Uni., *Dept. Frontier Biosci., Micro-Nano Tech. Res. Center, Hosei Uni., 3Dept. Frontier
Bio-Sci., Nagahama Inst. Bio-Sci. Tech.)

BTEOMEICH I 2 ELMBEFHROBEFEDEELLI1FIVX

Combinatorial evolutionary dynamics of chemotaxis genes across thousands of bacterial
species

Takao Suzuki (Juntendo Univ. Grad. Sch. Med.)

24. EREMS - ATH#ia,24. Synthetic biology & Artificial cells

PURE system RIC & (7 2 BIERBEE R OMEH

Relieving Translation Repression Caused by Inhibitory DNA Sequences in the PURE System

Akari Sakurai (Graduate School of Arts and Sciences, The University of Tokyo)

SN BEERICK BEE-2 2 /N GIEMTE/MINIR T DORFEN LB RIT

Protein accumulation enhances enzymatic reactions on inner leaflet of asymmetric lipid-protein
vesicles

Masato Suzuki, Koki Kamiya (Grad. Sch. Sci. & Tech., Gunma Univ.)

HEEBEELEEL VRV - LARMREERORR

Development of Cell Culture System in Liposomes for Tissue Reconstruction

Reika Hibi', Masahito Hayashi'-2, Tomoyuki Kaneko' (!Dept. FB., Hosei Univ., 2Dept. Biotech. Life Sci.,
Tokyo Univ. Agri. Tech.)
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2Pos153

2Pos154

2Pos155

2Pos156

2Pos157

2Pos158

2Pos159

2Pos160

2Pos161

RKU U LB BKBROB-BEIBEICH T —Ml1F > OEE

Monovalent lon Effect on Liquid—Liquid Phase Separation of Aqueous Polyphosphate—Salt
Mixtures

Tomohiro Furuki'?, Azusa Togo?, Hatsuho Usuda*, Tomohiro Nobeyama?>, Atsushi Hirano?,

Kentaro Shiraki? ('Dept. Life Sci. Tech., Sci. Tokyo, *Pure and Appl. Sci., Univ. Tsukuba, *ISC, AIST,
ANMRI, AIST, >WPI-iCeMS, Kyoto Univ.)

Retrofitting of antibiotic target sites on ribosomes: A synthetic approach to reveal the molecular
basis of antimicrobial resistance

Ryo Muramatsu, Yoshikazu Tanaka, Takeshi Yokoyama (Grad. Sch. Life Sci., Univ. Tohoku)
Rt A ZEEADEALRADHF S5 T 22 /37 EOBVIRE & RISHREUR (C & 210 R
Enhanced repulsive interactions suppress protein diffusion in membrane-confined systems,
alleviated by propagating protein waves

Hiroki Sakutal?, Sakura Takada®, Naoya Yanagisawa?, Tatsuro Oda®, Koichi Mayumi®,

Koichiro Sadakane’, Kei Fujiwara®, Miho Yanagisawa'->¢ (!Univ. Biol. Inst., Univ. Tokyo, >Grad. Sch.
Arts Sci., Univ. Tokyo, *Dept. Biosci. and Info., Keio Univ., *Inst. Solid State Phys., Univ. Tokyo, *Facul.
Life Med. Sci., Doshisha Univ., *Dept. Phys., Grad. Sch. Sci., Univ. Tokyo)

IFIFEFRAHAVRY —ADERREREBERDBEFTEXR A v F 2T

Analysis of Swimming Velocity Determinants and Optical Switching of Chlamydomonas-
Encapsulated Liposomes

Koichiro Akiyama!, Sota Hamaguchi?, Hiromasa Shiraiwa', Shunsuke Shiomi', Daiki Matsunaga?,
Masahito Hayashi'-}, Tomoyuki Kaneko' ('Grad. Sch. Eng. Sci., Univ. Hosei, *Grad. Sch. Sci. Eng., Univ.
Osaka, *Dept. Biotech. Life Sci., Tokyo Univ. Agri. Tech.)

HENAEE Rbody ICKUFEEEN DY RY — LAOREEINER

Active deformation of liposomes induced by bacterial flagella and R-bodies

Yuto Kobashigawa!, Tsubasa Ishida®, Naoki Hidaka?, Masahito Hayashi>*, Yoshiyuki Sowa!" (Grad.
Frontier Biosci., Univ. Hosei, 2Dept. Frontier Biosci., Univ. Hosei, *Res. Cent. Micro-nano Tech., Univ.
Hosei, “Dept. Biotech. Life Sci., Tokyo Univ. Agri. Tech.)

BEBUKRY—LRETHET S DNAEKRE D% [DNA S FT7X]

"DNA Synapse" Wiring DNA Circuits Operating on Separate Liposome Surfaces

Masahito Hayashi, Taro Toyota (Grad. Sch. Arts Sci., Univ. Tokyo)

26A. ETEEF: £&1558% 26A. Computational biology: Bioinformatics

Pfam K X 1 > AlphaFold @& D45 RS

Features of Pfam domain in Alpha Fold DB

Yamato Nakaya, Ryotaro Koike, Motonori Ota (Graduate School of Informatics, Nagoya University)
ANV EEBBEEEDAIFBELERICEIC ANV EEFBEPTOERBEDET Y T
Deformation Modeling of Proteins and Ligands Based on Structural Comparison with Reference
Protein Structures

Takeshi Kawabata, Kengo Kinoshita (Grad. Scl. Info. Sci., Tohoku Univ.)

KIBEEZRL -2 > N E—HERARIMFARBFEZE TSV

Machine learning prediction model of protein-ligand binding affinity considering hydration
structures

Yukihide Yoshimura, Hazime Satou, Terada Tohru (Graduate School of Agricultural and Life Science,
The University of Tokyo)
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2P0s162

2Pos163

2Pos164

2Pos165

2P0s166

26B.

2Pos167

2P0s168

2P0s169

2Pos170

AlphaFold3 O-FHI#E&EICED< Type-51 R-body #EEZE{ LB DAZEA

Mechanism of Type-51 R-body conformational change based on structural predictions using
AlphaFold3

Hiroaki Oheda, Toru Ekimoto!, Tsutomu Yamane?, Kosuke Kikuchi3, Koki Date?, Takafumi Ueno?,
Mitsunori Ikeguchi'? (' Yokohama City University, Graduate School of Medical Life Science, *RIKEN,
Center for Computational Science, *Institute of Science Tokyo, School of Life Science and Technology)
AEFETUH Y FEEIREBORNABEEZERT S

Generate RNA Conformations in Ligand-binding States with Deep Learning

Ikuo Kurisaki', Michiaki Hamada?>* (' Waseda Research Institute for Science and Engineering, Waseda
University, 2Faculty of Science and Technology, Waseda University, >AIST-Waseda University
Computational Bio Big-Data Open Innovation Laboratory, *Graduate School of Medicine, Nppon
Medical School)

122V aABICE B RseP HERIRHOR V) —Z 2 J EBETFHE N— 2 & L EEEER
DR FEIEDAEER

In Silico Screening of RseP Inhibitor Candidates and Elucidation of the molecular basis of
substrate selectivity by Structure Prediction

Remii Takahashi', Hiroaki Oheda', Masao Inoue!, Toru Ekimoto!, Tsutomu Yamane?, Yohei Hizukuri?,
Terukazu Nogi!, Yoshinori Akiyama?®, Mitsunori lkeguchi'-? (' Yokohama City University, Graduate
School of Medical Life Science, 2RIKEN Center for Computational Science, *Institute for Life and
Medical Sciences, Kyoto University)

ESMBHRAZDT T a>T—U TRV N EHEER—4FE

Protein Functional Identity Prediction Using Attention-Pooling of ESM Embeddings

Kotaro Ukai, Tohru Terada, Suguru Fujita (Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo)
AlphaFold3 versus AlphaFold2 in Sampling Alternative Conformational States of Transporter
Proteins

Jun Ohnuki, Kei-ichi Okazaki (Institute for Molecular Science)

SEAEWE: #F I 2L — 3> /26B. Computational biology: Molecular simulation

A2TWIHFIAIZR - /A5 225 —EOEEIMHERRE BT 2EROHIR © BERIEO
BRIX/NX—70O7 71 IVEHR

Computational study of the drug resistance mechanism of influenza virus neuraminidase: Free
energy profile analysis of enzyme reaction

Ryotaro Katsumata', Manabu Igarashi?, Norifumi Yamamoto' (' Chiba Tech, 2Hokkaido University)
%y N7 —7BIFIC & B 30-HSD D=EH#HIC B BESEERIEOHER

Signal transduction mechanism between the subunits of 3a-HSD by network analysis

Naoya Hirooka', Niino Yoshiki?, Kahoru Amakawa?, Daiki Suzuki?, Masayuki Oda', Juha Lintuluoto?,
Masami Lintuluoto' (\Grad. Sch. Life and Env. Sci., Univ. Kyoto Prefectural, *Fac. Life and Env., Univ.
Kyoto Prefectural, *Grad. Sch. Eng., Univ. Kyoto)

Prediction of Cross-Species Binding Affinities of GPCR-Targeting Drugs

Ruigeng Ji!, Masaru Thara?, Han Zhang?, Tohru Terada' ('Grad. Sch. Agr. Life Sci., Univ. Tokyo, *Fac.
Agr: Mar. Sci., Kochi Univ., 3School of Environmental Science and Technology, Dalian University of
Technology)

FsZE&F A1 T IV AD 10 3REICHEZ AV Ay VRICBHZES 2L -2 3>
Mesoscopic Reactive Dynamics Simulation of FtsZ Polymerization Dynamics on the order of
10 minutes

Yoshiki Bessho, Shoji Takada (Grad. Sch. Sci., Kyoto Univ.)
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2Pos171

2Pos172

2Pos173

2Pos174

2Pos175

2Pos176

2Pos177

2Pos178

2Pos179

2P0s180

2P0s181

2P0s182

E2TOREDHEEEDA EAVELI L NVEOBEZTLE—7 1 > TFEDBRHFE: MOVE-
DM 3.0

Development of a Protein Structural Change Morphing method with All Side-Chain
Consideration using an Al-based approach: MOVE-DM 3.0

Yoshihiro Kashiyama', Shota Shimogochi', Yuma Shiota', Kazuya Iwano!, Ryota Kiyooka!,

Naoyuki Miyashita'? (\Grad. Sch. of BOST, KINDAI Univ., >BOST, KINDAI Univ.)

AR BREICH T BMEMRRAS 17 37 XD : AB40/ARL2 BIESSIRED LS

Unraveling the Role of Interaction Dynamics in AR Aggregation: A Comparative Study of AB40/
AB42 Monomers, Homodimers, and Heterodimers

Ayumu Koike, Norifumi Yamamoto (ChibaTech)

pH —EDRHFEHES IaL—Y a3 ARDISV 7 b F— 2B IBEHAAIRILY —
Bt : Fabl B#E TOIREE

Binding free energy calculation based on constant-pH molecular dynamics simulation-derived
trajectory: application to Fabl enzyme

Shin-ichi Fujiwara (Fac. Med., Tottori Univ.)

PFPIalL—a>ERVEPET bL—3— PBB3 & TMEM i D& L REM

Binding and Stability of PET Tracer PBB3 with TMEM Fibrils using molecular simulations
Nanami Matsumoto!, Yoshitaka Tadokoro', Naoyuki Miyashita'? (\Grad. Sch. of BOST, KINDAI Univ.,
2BOST, KINDAI Univ.)

Markov state Model (CE W IRIRNT F FIEEEBIED S RITORICEREICH 1T 5 RERE
R

Kinetic analysis of membrane permeation processes of cyclic peptides on multiple reaction
coordinates based on the Markov state model

Masatake Sugital2, Kei Terakura!, Takuya Fujie'?, Keisuke Yanagisawa'?, Yutaka Akiyama'?
(!Sch.Computing, Science Tokyo, >MIDL, Science Tokyo)

Molecular dynamics simulations of peptide aggregation properties

Joe Mori'2, Satoru G Itoh'-23, Hisashi Okumura'->? (\SOKENDAI, 2IMS, 3ExCELLS)

Implementation of Modeling Employing Limited Data in GENESIS

Azuki Mizutani!, Alberto Perez?, Yuji Sugita'* ('Riken, PRI, *Dept. of Chem., Univ. Florida, >Riken, R-
CCS)

XFILE X b B & LEDGF OB EREMICEHT 20 FE8HEI IaL—2ar
Molecular dynamics simulations of the binding stability of methylated histone fragments to
LEDGF

Hinako X. Suzuki?, Hisashi Okumura®3#, Satoru Itoh">? (\IMS, 2ExCELLS, 3SOKENDALI, *Dept. Sci.,
Shinshu Univ.)

Atomic-Level Analysis of pH-Dependent Switchable Binding in Ipilimumab-CTLA-4 Complex for
Designing Therapeutic Antibodies

Wanda Destiarani'-2, Kowit Hengphasatporn?, Yasuteru Shigeta’, Ryuhei Harada? (' Grad. Sch. Sci.
Tech., Univ. Tsukuba, *CCS., Univ. Tsukuba)

ANV EDRREZERL ZBBREETVAFENFEY I 20— 3 > £ALV - ECMO 2R
BETIVROMmEE EMFE - —BILRFEDORERIE

Permeation Mechanism of Plasma, O2 and CO2 in ECMO Hollow Fiber Membrane model Using
CG MD Simulation Considering Protein Shape

Ryota Shibasaki!, Makoto Hukuda'2, Naoyuki Miyashita'-? (\Grad. Sch. BOST, KINDAI Univ., >2BOST
KINDAI Univ.)

N #EEBINESHISER(C & 5 Neuropsin (KLK8) Db iE M D A EfAE

Modulation of enzymatic activity in Neuropsin (KLK8) by N-glycosylation

Mai Fujiwara!, Masami Lintuluoto!, Yoshifumi Fukunishi?, Hideki Tamura?®, Juha Lintuluoto* (! Grad.
Sch. Life and Env. Sci., Univ. Kyoto Pref,?CMB, AIST., *Lab. Biofunct. Sci., Univ. Hoshi Sch. of Pharm.
Sci, *Grad. Sch. Eng., Univ. Kyoto)

Theoretical study of competitively ligands binding to AMP-activated protein kinase

Taiga Murakami, Kazutomo Kawaguchi, Hidemi Nagao (Grad. Sch. Natu. Sci. Tech., Univ. Kanazawa)
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2P0s183

2Pos184

2P0s185

2P0s186

2Pos187

2Pos188

2Pos189

2Pos190

2P0s191

2P0s192

PFYIab—2 a2 %RV ps3N R RALHREDBESICHE T3 Y P RIEEHGHEFORE
Investigating Binding Modes of p53 N-terminal IDR by dPaCS-MD: Impact of Phosphorylation
and Partners

Yoshito Hasegawa, Duy Phuoc Tran, Akio Kitao (Life Science and Technology, Science Tokyo Univ.)
KaiC ICH T3 U X BRILIREBZ(ICLUBEESh 3 7OXT U v VREDLEFIFEHHZENR
All-atom molecular dynamics analysis of allosteric response in KaiC induced by phosphorylation
state change

Riki Ueno!, Yudai Terui', Koki Adachi', Toshifumi Mori2, Shuji Akiyama3*, Mistunori Takano' (' Grad.
Sch. Adv. Sci. Eng., Waseda Univ., 2Inst. Mat. Chem. Eng., Kyushu Univ., >*CIMos, IMS, NINS,
4SOKENDAI)

T4 MRPFEHNEEAVEZ 2 —ORIESFREAEROHERR

Development of Novel Inhibitors for Neuroserpin Using Fragment Molecular Dynamics

Nanase Sakashita!, Hiroto Terada!, Daiki Akai', Bunzo Mikami?3, Maki Onda!, Kei Moritsugu! ('Grad.
Sch. Sci. OMU, *RISH Kyoto Univ., *IAE Kyoto Univ.)

ERHIEINAY Gaussian accelerated Molecular Dynamics D BAF

Development of site-selective Gaussian accelerated Molecular Dynamics

Hiraku Oshima (Grad. Sch. Sci., Univ. Hyogo)

gREST-ABMD (5IC & 3 VIV F R —IvE BEHI RILX — RS

New enhanced conformational sampling method for multi-scale molecular dynamics simulations
Shingo Ito!, Hiraku Oshima?, Yuji Sugita'® ('"RIKEN Center for Computational Science, >Graduate

School of Life Science, University of Hyogo, 3Cluster for Pioneering Research, RIKEN)

26C. SHEEYF ( EBRETVTEYIaL—Y a2/
26C. Computational biology: Biological modeling and simulation

Predicting structural and functional properties of albumins from pets and economic animals by
molecular modeling and machine learning

Darunee Traiphothon (Grad. Sch. Sci., Univ. Kasetsart)

232 —2a Il BMENAERIOEERTDH OENERENT

Analysis of the Dynamics of Charged Particle Distributions near a Bacterial Flagellum

Suguru Ushioda, Masashi Tachikawa (Grad. Sch. Nanobio., Yokohama City Univ.)

Cryo-EM and MDSPACE Reveal Continuous Conformational Heterogeneity in Glutamate
Dehydrogenase

Tingting Wang!, Osamu Miyashita', Hideki Shigematsu?, Masaki Yamamoto®, Florence Tama'* ('R-
CCS, RIKEN, 2JASRI, SPring-8, *RIKEN SPring-8 Center, *Department of Physics and ITbM, Nagoya
Univ.)

A tension gradient in a noncoserved cell membrane generates a divergent pattern of cell shape
and motility

Valentina Tyukosova!, Satoru Okuda? (\Kanazawa University, Division of Nano Life Science,
’Kanazawa University, Nano Life Science Institute)

27. BERAEF - EERAEWF 27, Mathematical & Theoretical biology

[#Aa%E] DIEER

Theoretical Basis for Cell Death

Yusuke Himeoka!, Shuhei A. Horiguchi?3, Tetsuya J. Kobayashi'® (! Universal Biology Institute, The
University of Tokyo, *Nano Life Science Institute, Kanazawa University, *Institute of Industrial Science,
The University of Tokyo)
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2P0s196

2Pos197
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2P0s200
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IR L EYOHR—IER - AT LEEEHRICK 3 HENREL

A Unified Theory of Biology and Physics; Self-Optimization by Martingale Turnover with
Amplification

Tomoyuki Yamaguchi (Research Institute, Nozaki Tokushukai Hospital)

BEMEDAhZERETY T

Dynamical Systems Modeling of Dedifferentiation

Kansuke Sasamori', Yusuke Himeoka!, Chikara Furusawa'-? (\Sch. Sci., Univ. Tokyo, 2BDR, Riken)
FRZELE 5 RICHEER

Reaction-diffusion system with spatial deformation

Naoto Yonekura, Shinji Deguchi (Grad. Sch. Eng. Sci., Univ. Osaka)

28. 4 RE /IREE 728. Ecology & Environment

Changes of microbial interactions among core members are one of major driving force to induce
community succession

Reika Mimoto!, Takashi Okada?, Yasuhisa Saito’, Hiroyuki Futamata'*> ('Grad. Sch. Integr. Sci. Tech.,
Shizuoka Univ., *Inst. Med. Biol. Kyoto Univ., 3Grad. Sch. Sci. Eng. Shimane Univ., *Grad. Sch. Sci. Tech.
Shizuoka Univ., *Res. Inst. Green Sci. Tech., Shizuoka Univ.)

29. JEF#F - &6 X L 29. Nonequilibrium state & Biological rhythm

Effects of combined period-modulating mutations on circadian rhythm in a cyanobacterial clock
protein system
Eri Hiraiwa, Yuji Nishimura, Kosuke Maki (Grad. Sch. Sci., Univ. Nagoya)

30. §+#l,30. Measurements

Polydiacetylene biosensor detecting different binding affinities

Niklas Urs Brenner, Kaori Sugihara (/nstitute of Industrial Science, The University of Tokyo)
Selective IR measurement of only the chromophore part in fluorescent proteins by resonance
IR method

Konoka Mifune!, Hirona Takahashi'2, Minori Yamakawa!, Makoto Sakai'-? (! Graduate school of
Science and Engineering, Okayama University of Science, *Faculty of Science, Okayama University of
Science)

Direct observation of single integrin-mediated forces on soft substrates using a DNA-based
force sensor

Hiroki Fukunaga', Hitomi Matsubara?, Yoshihiko Kobayashi?, Fumiko Toyoshima’,

Mitsuhiro Iwaki'**® ('Adv ICT Res Inst, NICT, 2IMS, RIKEN, *IIR, Science Tokyo, *IFReC, Osaka Univ.,
SFBS, Osaka Univ., °BDR, RIKEN)

BRIV O RAFBEEPREBORRERVOAZEZ > NIEADIGH

Development of low-temperature Raman optical activity spectrometer and its application to
photoreceptor proteins

Naoya Sasaki, Tomotsumi Fujisawa, Masashi Unno (Fac. Sci. Eng., Saga Univ.)
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2P0s203

2Po0s204

2Po0s205

2P0s206

2Po0s207

2P0s208

2P0s209

2P0s210

Analysis of Alcanivorax borkumensis biofilm on binary oil mixtures

Rei Shimizu!, Shufeng Zhao!, Tatsuya Yamamoto®, Andrew S. Utada®>* ('Grad. Sch. of Sci. and Tech.,
Univ. of Tsukuba, *Faculty of Life and Environmental Sci., Univ. of Tsukuba, *Microbial Research Center
for Sustainability (MiCS), Univ. of Tsukuba, *Tsukuba Inst. for Advanced Research, Univ. of Tsukuba)
H7 7 A NBEEEBESFEICK S e IEF Ot MO EEETE]

Measurement of extracellular vesicles in human serum using fiber-optic fluorescent correlation
spectroscopy

Johtaro Yamamoto (Health & Med. Res. Inst., AIST)

Yy FZXF—bF/ETICE B RNA OFREOTE

Flexibility Evaluation of tRNA by Solid State Nanopore

Gaku Ogino', Kazuki Nagashima', Hikaru Nozawa', Artem Lysenko!, Tatsuhiko Tsunoda!,

Tsutomu Suzuki?, Sotaro Uemura' (! Graduate School of Science, The University of Tokyo, >Graduate
School of Engineering, The University of Tokyo)

Contactless Stiffness Measurement of Biomolecular Condensates through Acoustic Trapping
Kichitaro Nakajima, Hirotsugu Ogi (Graduate School of Engineering, Osaka University)

s

31. N1 F 4 *—2 > % /31. Bioimaging

BOERS /A X =D JaERL LERBREMAERT/ VX F4—N14F/ TO—-TOBER
Far red-emitting Pt nanoclusters based bio-nanoprobes for in vivo tumor-targeted imaging
Shin-ichi Tanaka'-2, Hiroki Wadati*#, Kazuhisa Sato>® (!National Institute of Technology (KOSEN),
Kure College, 2NHO Kure Medical Center and Chugoku Cancer Center, *Department of Material
Science, Graduate School of Science, University of Hyogo, *Institute of Laser Engineering, Osaka
University, *Research Center for Ultra-High Voltage Electron Microscopy, Osaka University, °Division of
Materials and Manufacturing Science, Graduate School of Engineering, Osaka University)

W—EC TEHORERBICT 2/ —IL 5 2 3880 SS-OCT §il

Swept-source OCT analysis of ethanol effects on embryonic heart looping

Aimi Yamashita, Taiyo Eguchi, Rikuto Noguchi, Ryuichiro Yamazaki, Yuuta Moriyama,

Toshiyuki Mitsui (Dept. Phys. Sch. Sci., Aoyamagakuin Univ.)

Recent Updates to Post-acquisition Super Resolution for Cryo-electron Microscopy

Ray Burton-Smith, Kazuyoshi Murata (National Institute of Physiological Sciences)
EFPFREEOHER ICH T -2 F RPN ORE

Development of Molecular Heating Technology toward the Enhancement of Biomolecular
Functions

Yuya Matsuda', Kayoko Nomura?, Cong Quang Vu?, Takeru Yamazaki2, Satoshi Arail? ('Division of
Nano Life Science, Kanazawa University, >WPI Nano Life Science Institute (WPI-NanoLSI), Kanazawa
University)

Ensemble of Deep Neural Network Models for Drug Screening Using 3D Images of Drosophila
Larvae

Md Al Mehedi Hasan', Jean-Emmanuel Clement?, Walker Peterson®, Tsubasa Kobayashi®,

Soichiro Hata?, Takuya Otsuka®, Koji Tabata!?, Masahiro Sonoshita*, Keisuke Goda’~,

Tamiki Komatsuzaki'-? (‘Research Institute for Electronic Science, Hokkaido University, Sapporo, Japan,
2Institute for Chemical Reaction Design and Discovery, Hokkaido University, Sapporo, Japan,
3Department of Chemistry, Graduate School of Science, The University of Tokyo, Tokyo, Japan, *Institute
for Genetic Medicine, Hokkaido University, Sapporo, Japan, >Department of Bioengineering, University
of California, Los Angeles, California 90095, USA)
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2Pos214
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2Po0s216

2Pos217

2P0s218

2P0s219

2P0s220

F 7T 1 AIVEBRFNDIE (O-PTIR) DHE—BRESBESITANDIEAFEEMICOVWTDER
Consideration of the applicability of optical photothermal infrared spectroscopy (O-PTIR) to
liquid-liquid phase separation analysis

Naoki Baden (Nihon Thermal Consulting Co.)

EMRKICL B SERFHEEDERE

A method for simultaneous observation of multiple bioluminescence colors

Mitsuru Hattori!, Tetsuichi Wazawa', Yuki Hiruta?, Takeharu Nagai' ('SANKEN, The University of
Osaka, *Faculty of Science and Technology, Keio University)

Development of X-ray fluorescence microscope toward non-destructive nanoscale investigation
of phase-separated structures in cell nucleus

Yosuke Tomioka!, Yukako Oma!, Masahiko Harata'?, Yuki Takayama'-? (! Graduate School of
Agricultural Science, Tohoku University, *International Center for Synchrotron Radiation Innovation
Smart, Tohoku University)

HEDK 4B/ NTF AV AERBESBEROERERREHT 7/ OY —

Regulatory nanotechnology of liquid-liquid phase separated condensates formation/
deformation dynamics by using gold nano-butteflies

Tomohiro Nobeyama!, Koji Takata®, Tatsuya Murakami?, Yoichi Yamada?, Kentaro Shiraki? (nstitute
for Advanced Study iCeMS, Kyoto University, 2Pure and Applied Physics, University of Tsukuba,
3Graduate School of Engineering, Toyama Prefectural University)
REXTO—-TEAVEANED YRR 2 NIBEINIEY T LORHE

Development of Exchangeable Protein Labeling System Using Fluorogenic Probe
Masafumi Minoshima!, Shahi Imam Reja?, Kohei lijima!, Kazuya Kikuchi'? (\Grad. Sch. Eng. The
University of Osaka, 2IFReC, The University of Osaka)

32. N\ FIT > =TV >% /32 Bioengineering

CaM-M13 ¥ ZF L& AW A # 20 & 2EFDFHEBOME AL THIE

Controlling the Assembly of Biomolecular Machines by lons Using the CaM-M13 System
Ziyun Zhang!, Nobuyuki Nishibe!, Shinsaku Maruta'-? (\Grad. Sch. Sci., Univ. Soka, 2Sch.Sci., Univ.
Soka)

RKRETZXVICE D7 2B C2C12 DERIBE

Growth promotion of murine myoblast cells C2C12 by non-thermal atmospheric pressure
plasma exposure

Takeru Kobayashi, Miho Tsuji, Kumagai Shinya (Meijo Univerisity)

An enzyme discovery approach based on microbial growth in water-in-oil microdroplets
Fumika Hemmi, Kazuma Kouno, Sotaro Uemura, Ryo lizuka (Dept. Biol. Sci., Grad. Sch. Sci., The
Univ. Tokyo)

34. Miscellaneous topics % Dfth,34. Miscellaneous topics

12931y PNNE—VHERICLZABEOIO=—REOFE

Evaluation of microbial colony growth of Escherichia coli inoculated via bioprinting

Mikiko Tsudome'?, Shigeru Deguchi!, Yutetsu Kuruma'-? (IJamstec, >Yokohama City Univ.)

BOw 5 & I U /- BEE L OB BE

Phase separation on a membrane surface with controlled membrane fluctuations

Naoki Iso!, Takahiro Sakaue', Shunsuke Yamazaki?, Tsutomu Hamada? (' Department of Physical
Sciences, Aoyama Gakuin University, School of Materials Science, Japan Advanced Institute of Science
and Technology)
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3HE (9B 26H (£)) /Day3 (Sep.26Fri) 13:10 ~ 15:10

01A. 2> /N7 & : #85& /01A. Protein: Structure

IFT 2N ARG ENERICEDREDFF A H =X LICET 3 EHRE

Progress report on the molecular mechanism of the conjugation of chemical and mechanical
reactions of myosin Il

Riho Sato, Takuo Yasunaga (Grad. Sch. Comput. Sci. Syst. and Eng, Kyushu Inst. Tech)

77— DREEDHOEEREN

Structural analysis of phage host recognition

Shuji Kanamaru (Department of Life Science and Technology, Institute of Science Tokyo)

HOIL-1L (2 & % HOIP OJEMHIEIE OIS 4 YRR

Structural biology of the regulation of HOIP activity by HOIL-1L

Marina Koga!, Kazuki Kasai?, Kayo Imamura', Kazuhiro Iwai?, Takayuki Kato*, Mika Hirose?,
Keiichi Namba?, Tomoko Miyata?, Rie Motohashi!, Hidehito Tochio! ('Grad. Sch. of Sci., Kyoto Univ.,
2Grad. Sch. of Fro., Osaka Univ., *Grad. Sch. of Med., Kyoto Univ., *inst. for pro., Osaka Univ.)

AcrB I & B ERIBEH OO FEB OB

Analysis of the molecular basis of drug efflux by AcrBAnalysis of the molecular basis of drug
efflux by AcrB

Wataru Sakaguchi', Yuto Muto!, Atsuki Nakano', Kaoru Mitsuoka?, Ken Yokoyama' ('Department of
Molecular Biosciences, Kyoto Sangyo University, >Reseach Center for Ultra-High Voltage Electron
Microscopy, Osaka University)

Liposome (CE#&H L /- LRRC8A Di&:&HE4RT

Structural analysis of LRRC8A reconstituted into liposome

Ryuga Teramura', Atsuki Nakano!, Kaoru Mitsuoka?, Ken Yokoyama' (Life,Sci.,KSU, Research
Center., Univ.Osaka)

OB IRACNUTOSMPICHITS ATP EREBZEOA U Iv—18E

Structure of ATP synthase oligomer in SMP membranes of bovine heart mitochondria
Atsuki Nakano!, Katsuya Matsuki!, Shunsuke Akisada', Kaoru Mitsuoka?, Ken Yokoyama!

(' Department of Molecular Biosciences, Kyoto Sangyo University, *Research Center for Ultra-High
Voltage Electron Microscopy, Osaka University)

ATHRBEEBAE AzamiRed1.0 KERERZEALALZRGD ) - XOBE L RFOME
Structures and spectroscopic properties of a series of revertant mutant proteins of
AzamiRed1.0, an engineered red fluorescent protein

Isamu Nagatomi!, Hiromi Imamura?, Norihiro Takekawa!, Katsumi Imada' ('Grad. Sch. Sci., Osaka
Univ., *Grad. Sch. Biost., Kyoto Univ.)

Hela S3 #if@RI®M & b UCHL3 DL A& SR

In-cell NMR study of human UCHL3 in HeLa S3 cells

Hikari Sato!, Moeka Nagamine!, Yuiri Akae', Shigeharu Kubota', Hiroki Miyata!, Haruka Sugasawa’,
Kohsuke Inomata'?3, Teppei lkeya', Yutaka Ito! (!Department of Chemistry, Tokyo Metropolitan
University, 2Insititute for Molecular Science, National Insititutes of Natural Sciences, *Okazaki
Collaborative Platform, National Institutes of Natural Sciences)

BFIIIT 1 TRET TCOEAEDILFEE

Protein 3D structures under macromolecular crowding environment

Shuto Kubo, Seito Kato, Ryouma Tagishi, Akio Horikawa, Sayeesh P.M., Kousuke Inomata,

Teppei Ikeya, Yutaka Ito (Department of Chemistry, Tokyo Metropolitan University)
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3Pos014

3Pos015

3Pos016

3Pos017

3Pos018

Cryo-EM structure of a putative bicarbonate channel PtBEST1 from diatom Phaeodactylum
tricornutum

Hiroyasu Koteishi', Akihiro Kawamoto!, Ginga Shimakawa?, Hiroaki Matsui?, Yoshinori TsujiZ,
Yusuke Matsuda?, Genji Kurisu! ('IPR, Osaka Univ., 2Dept. Biosci., Sch. Biol & Environ. Sci., Kwansei
Gakuin Univ., >Grad. Sch., Agri. Sci., Kobe Univ.)

Structural analysis of Ib mutants by cryo-electron microscopy to reveal the membrane pore
formation process of Ib

Ren Nakanishi (kyoto sangyo university)

01B. 2> N7 E : 9t (REM, hi/&%&E) 01B. Protein: Physical property

BFEHHFEY I 2L —Y 3 AV IL3Ra N RIHEBOEER S 1 IL-3 FHEaBfc5 2
-7 i

Molecular dynamics simulation for IL-3/IL3Ra complexes to verify the effects of fluctuations of

IL3Ra N-terminal domain on affinity

Toshiaki Ueda', Aiko Hasegawa?, Yozo Nakazawa'?, Koji Umezawa' (Grad. Sch. of Sci. & Tech.,

Shinshu Univ., 2Sch. of Med., Shinshu Univ.)

SMEHEICED S o BERFIL 7OV — 4 —EFIOERIEEFE

Dynamical structural property of a-mating factor pre-pro-leader sequence and relationship with

the expression yield

Kazumasa Sakurai (Inst. Adv. Tech., Kindai Univ.)

The relationship between initial structure and polymorphism of amyloid fibrils from SARS-CoV-2

spike peptide

Manami Yamaguchi!, Emi Hibino!, Natsuko Goda!, Takeshi Tenno!~, Hidekazu Hiroaki'>3 (! Grad.

Sch. Pharm. Sci., Nagoya Univ., 2BeCellBar, LLC, 3COMIT)

GFPuv OHEEMFKRRIEICH T 5 HILEZILEDEE

Role of carbonyl groups in the chromophore formation of GFPuv

Tomoya Adachi!, Masaru Hoshino?, Kaori Chiba' (Indust. Eng. Natl. Inst. Tech, Ibaraki Coll. Japan,

2Kyoto Univ. Pharm.)

GFP #4 > /X7 & mCherry B3 FDRERICEH DERMET I / BRORE!

Role of acidic Amino Acids inside the molecule of GFP-like Proteins

Pattarisa Rerganan!, Masaru Hoshino?, Nobuhiro Suzuki?, Kaori Chiba! ('Indust. Eng. Natl. Inst. Tech,

Ibaraki Coll. Japan, *Kyoto Univ. Pharm., >NARO)

E222DGFPuv (351 pH T acidic form DREBED & %72

E222DGFPuv has only chromophores in acidic form at neutral pH

Yutsuki Mimura!, Masaru Hoshino?, Kaori Chiba' (!Indust. Eng. Natl. Inst. Tech, Ibaraki Coll. Japan,

2Kyoto Univ. Pharm.)

AONVEEETIVE LEEYOBEEATMD S ¥ 4 HHR

Raman Spectroscopic Study on Ultra-High Pressure Resistance in Small Organisms Using

Proteins as a Model

Kantaro Iwasa', Toshiki Nakao', Minoru Kato'? (\Grad. Sch. of Life Sci. Univ. Ritsumei, *Col. of Life

Sci. Univ. Ritsumer)
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01C. #> /N7 B : #ic (RICHE, £¥EM4LE) 01C. Protein: Function

HAFENERAZRAW - oA V7 OB OBAREBR(IPMS)DO A 2 U EB# A h =X A
()

Elucidation of the leucine recognition mechanism of a-isopropylmalate synthase (IPMS) using
site-directed mutants

Hanane Nakamura!, Yuto Miura!, Hana Kitazume', Kanon Sugao?, Yoko Akazawa?,

Shigeru Shimamoto*, Takayuki Ohnuma?, Atsushi Kurata?, Koichi Uegaki? (! Grad.Sch.Agric.Kindai
univ., 2Agric.Kindai univ., 3AIST, *Fac.Sci. &Eng.Kindai univ)

a1V F7AENNY CIBRERBEROOA Y D RESMEY D H— N X 1 OBEEL

Leucine Sensitivity and Structural Changes in the Linker Domain of a-/sopropylmalate Synthase
Yuto Miura', Hanane Nakamura', Hana Kitadume', Kanon Sugao?, Yoko Akazawa?, Kazuki Mitani?,
Shigeru Shimamoto®, Kazuki Kawahara>®, Hiroya Oki’ (\Grad. Sch. Agric., Kindai Univ., *Agric., Kindai
Univ., 3AIST, *Fac. Sci. & Eng., Kindai Univ., >Grad. Sch. Pharm. Sci., Osaka Univ., °CiDER, Osaka
Univ., "Res. Inst. Microbial Dis., Osaka Univ.)

BH—BENAE—DF1F3I 7 R EE(

Dynamics and Evolution of Uniform Substrate Binder

Yusran Abdillah Muthahari', Yovin Sugijo!, Paola Laurino'-? (! Protein Engineering and Evolution
Unit, Okinawa Institute of Science and Technology, *Institute for Protein Research, Osaka University)
AN LENWTIF BB VT T4 MK, BRGMNOARIAD L FAKRZVEEHE
HEd 2

Heimdall actin forms short filaments and coprecipitates with the muscle tropomyosin-troponin
complexes

Kaoru Takahashi', Tomoharu Matsumoto?, Akihiro Narita?, Taro Q.P. Uyeda! ('Dept. Pure. & Appl.
Phys., Grad. Sch. Adv. Sci. & Eng., Waseda Univ., *Dept. Physics, Grad. Sch. of Science, Nagoya Univ.)
EPRZICK 2MHEES JURBHERREREDT + X7 7 4 —EOEEEICHEEOHEHRA
EPR Spectroscopy Reveals the Cold Adaptation Mechanism for Di-Mn?* Inorganic
Pyrophosphatase

Ren Sugawara, Yuri Kusu, Kantaro Sakamoto, Masaki Horitani (Fac. Agri., Saga Univ.)
EMHETIUFOABICTER SN BHIATICHTH ) CBROZE

Effect of phosphate on the iron core formed in human H-ferritin

Katsuaki Hanabusa', Takumi Kuwata?, Haruki Sakakibara', Kazuo Fujiwara', Masamichi Tkeguchi'-?

(' Department of Biosciences., Graduate School of Science and Engineering, Soka University,
2Department of Science and Engineering for Sustainable Innovation, Soka University)

NMR (2 & % Ubiquitin C-terminal Hydrolase (UCHL3)DLE X F> EDHEERESF1F IV X
iy

NMR analysis of the intermolecular interaction between Ubiquitin C-terminal Hydrolase
(UCHL3) and ubiquitin, and their molecular dynamics

Shigeharu Kubota, Hiroki Miyata, Haruka Sugasawa, Yutaka Ito, Teppei Ikeya (Department of
Chemistry, Tokyo Metropolilitan University)

Purification and functional analysis of Loki archaea actin

Haruka Tatsuta', Gaku Sakai!, Yuta Yanase!, Tomoharu Matsumoto?, Akihiro Narita?, Taro Uyeda'
('Grad. Sch. Adv. Sci. Eng., Univ. Waseda, >Grad. Sch. Sci., Univ. Nagoya)
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01D. #> /N H& : &tilll - R DA &R 01D. Protein: Measurement & Analysis

A high-performance software suite for 3D reconstruction from single-particle X-ray scattering
Wenyang Zhao!, Osamu Miyashita', Florence Tama'->? (\RIKEN Center for Computational Science,
2[nstitute of Transformative Bio-Molecules, Nagoya University, >Graduate School of Science, Nagoya
University)

CaMKIl & GIUN2B X7 F K D#E& Z FIR{L T 2 &&E AFM EROBF

Development of a HS-AFM substrate to visualize the binding between CaMKII and GIuN2B
peptides

Kodai Hasegawa', Taiki Kobayashi?, Hiroki Konno>*, Yusuke Miyanari**, Mikihiro Shibata>*
('Grad.Sch.NanoLS.,Kanazawa Univ., *Sch.Math.&Phys.,Kanazawa Univ., >WPI-NanoLSI,Kanazawa
Univ., *InFiniti, Kanazawa Univ.)

=& AFM ABBNA > FLN—OEMEHL —F—OBRBNET 51 A 2 b

Automatic position alignment of the deflection detection laser to ultra-small high-speed AFM
cantilever

Taiyo Ogawa', Noriyuki Kodera?, Kenichi Umeda® (' Grad.Sch.Math. & Phys.,Kanazawa Univ., *WPI-
NanoLSI,Kanazawa Univ.)

WA E FA U /- TDP-43-KEMHEEEROEEM R L

Improving quantitative detection of TDP-43-nucleic acid interactions by combining fluorescence
blinking analysis

Haruki Kawai!, Akira Kitamura? ('Grad. Sch. of Life Sci., Hokkaido Univ., *Fac. of Adv. Life Sci.,
Hokkaido Univ.)

BRI /N 2R ICE /- HE SR IC & B FAD-Trp ROEEIE

Fluorescence measurement of the FAD-Trp system by confocal microscopy to elucidate the
mechanism of the magnetic compass

Akihiro Tateno!, Toru Kondo'? ('ExCELLS, >NIBB)

O1E. >INV E : 22 N HEI% #{LTS 01E. Protein: Engineering

Tag/Catcher ¥ A7 LERW= 2 N BEEFRANDRES 2 /N EORY) AL DOKRE
Incorporation of heterologous proteins into protein structures using the Tag/Catcher system
Yume Kosuge, Koki Kamiya (Grad. Sch. Sci. & Tech., Gunma Univ.)
M#EERE AV ERER7 IV &K

Cell-free alkane synthesis using thermostable enzymes

Kaisei Nagao!, Shunji Suetaka', Munehito Arai'? ('Dept. Life Sci., Univ. Tokyo, *Dept. Phys., Univ.
Tokyo)

KBEICH T BBREENTF FOBBERC L 5 -FRIEEE

Machine learning-guided identification and validation of translation-enhancing peptides in
Escherichia coli

Chie Motono', Yokoyama Gentaro?, Hideo Nakano?, Teruyo Ojima-Kato?, Michiaki Hamada? (' Cellular
and Molecular Biotechnology Research Institute, AIST, >Graduate School of Advanced Science and
Engineering, Waseda University, >Graduate School of Bioagricultural Sciences, Nagoya University)
BONVET 7 - 2BOERSERBFBICKVES SELETRI NI EORM

Deep Learning-Guided Generation of "Marble-Type" Hybrid Transcription Factors Bridging Two
Subfamilies

Michio Aiko, Atsushi Minami, Sota Okuda, Kazumasa Ohtake, Daisuke Kiga (Waseda U, Dept. Elect
Eng and Biosci)

A platform for developing thermogenetic tools to control protein function

Quang Cong Vu, Satoshi Arai (WPI Nano Life Science Institute (WPI-NanoLSI), Kanazawa University)
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01F. #> /XU & : RIRZEM 01F. Protein: Intrinsic disorder

SOS1 RRAZEMRIL(DR)D GRB2 & DS MAEEAER & BRI D BERBARIE DIF R NMR ST
NMR analysis of the multivalent interaction between SOS1 intrinsically disordered region and
GRB2 and its liquid—liquid phase separation

Rina Kamimura!, Sangya Yu!, Maho Watanabe!, Toshifumi Hayashi', Haruka Sugasawa!,

Tsutomu Mikawa?, Yutaka Ito!, Teppei Ikeya' (Department of Chemistry, Graduate School of Science,
Tokyo Metropolitan University, >RIKEN Center for Biosystems Dynamics Research)

Kinetic Study on LLPS of Pbp1 by Combining Stopped-Flow and Transient Grating Methods
Ryo Taniguchi, Masahide Terazima, Yusuke Nakasone (Grad. Sch. Sci., Kyoto Univ.)

SAXS-guided prediction of animal-like cryptochrome from green alga Chlamydomonas
reinhardtii structure via coarse-grained MD simulations

Petlada Rattanasombat!, Osamu Miyashita?, Tsubura Yoshimi?, Sachiko Yanagisawa?, Minoru Kubo?,
Florence Tama'>* (!Graduate School of Science, Nagoya University, 2RIKEN Center for Computational
Science, 3Graduate School of Science, University of Hyogo, Ako-gun, Hyogo, Japan, *Institute of
Transformative Bio-Molecules, Nagoya University)

EEAFMICEZRBEFERES > /NIEMDP1 OY TR FHE

Sub-molecular imaging of MDP1, a dormancy-regulating intrinsically disordered protein in
Mycobacterium tuberculosis, by high-speed AFM

Yuna Goto', Kaho Nakamoto', Kenichi Umeda?, Akihito Nishiyama?, Sohkichi Matsumoto?,

Noriyuki Kodera? ('Grad. Sch. Math. & Phys., Kanazawa Univ., >WPI-NanoLSI, Kanazawa Univ., >Dept.
Bacteriol., Niigata Univ. Sch. Med.)

02. NLZ > /N7 8 /02. Heme proteins

Modification of intramolecular electron transfer membrane protein for photo-induced iron
reduction

Kanta Kondo!, Hiroshi Sugimoto®3, Kimura Tetsunari'* ('Dept. of Chem., Grad Sch. of Sci., Kobe
Univ., 2SPring-8Cent., RIKEN., *Dept. of Life Sci., Grad Sch. of Sci., Hyogo Prefectural Uni., *Research
Cent. for Molecular Photo Sci., Kobe Uni.)

Analysis of the Transport Mechanism in the ABC transporter Based on Spectroscopic Tracking
of Heme

Kaito Nakagawa!, Yoshitsugu Shiro?, Hiroshi Sugimoto??, Tetsunari Kimura'* ('Dept. of Chem., Grad.
Sch. of Sci., Kobe Univ., *Dept. of Life Sci., Grad. Sch. of Sci., Univ. of Hyogo, *SPring-8 Cent., RIKEN,
“Mol. Photo. Res. Cent., Kobe Univ.)

03. &4 > /N9 8 /03. Membrane proteins

QMMM > 2 ab—2 3> &2RAVWENOORT S OXEE(LIREEICBET 2 EBROHAR
Theoretical studies on halorhodopsin photoactivation using QM/MM simulations

Tomo Ejiri, Shigehiko Hayashi (Grad. Sci., Univ. Kyoto)

LRBED SFRABES KesA DIBES 1737 X EHEE

Structural dynamics and function of KcsA revealed by the full-length structures

Kotaku Yano!, Hiroko Takazaki?, Hirofumi Shimizu?, Takuo Yasunaga' ('Grad. Sch. Comp. Sci. and
Sys. Eng. Kyushu Inst. Tech, IPR, Osaka University, University of Fukui)
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IEEERRLAE D FFEi (CMm ( 7= BRIL BEEEYS b 7 0L b561D2 DF/ T 4 X 74t

Preparation of BRIL-fused cytochrome b561D2 in nanodisc to evaluate its peroxidation activity
for lipid membrane

Haruka Yoshimura', Motonari Tsubaki', Hisroshi Sugimoto®?3, Tetsunari Kimura'# (! Graduate School
of Science, Kobe University, 2SPring-8 Center, RIKEN, *Graduate School of Science, University of
Hyogo, *Molecular PhotoScience Research Center, Kobe University)

Affinity between of the ABC transporter BhuUV and the periplasmic binding protein BhuT,
investigated by biolayer interferometry

Yusei Toyoda', Yoshitsugu Shiro?, Hiroshi Sugimoto®?, Tetsunari Kimura'# (\Dept. of Chem., Grad.
Sch. of Sci., Kobe Univ., 2Dept. of Life Sci., Grad. Sch. of Sci., Univ. of Hyogo, *SPring-8 Cent., RIKEN,
*Mol. Photo. Res. Cent., Kobe Univ.)

04. DNA - DNA & %4 > /X9 E 7 04. DNA & DNA binding proteins

Molecular Simulations Reveal Phase Separation Mechanisms of Pluripotency Transcription
Factor Combinations

Samuel Blazquez Fernandez, Yutaka Murata, Shoji Takada, Tsuyoshi Terakawa (Department of
Biophysics, Graduate School of Science, Kyoto University, Kyoto, Japan)

=& AFM (2 & BTARBIE & 7/ 713 BIE & AL 7z DNA-MDP1 & 15D EFITE BT
Structural and nano-mechanical analysis of drug effects on DNA-MDP1 complexes using high-
speed AFM

Kaho Nakamoto!, Yuna Goto', Kenichi Umeda?, Akihito Nishiyama?, Sohkichi Matsumoto?,

Noriyuki Kodera? (!Grad. Sch. Math. & Phys., Kanazawa Univ., >WPI-NanoLSI, Kanazawa Univ., *Dept.
Bacteriol., Niigata Univ. Sch. Med.)

Slippage Dynamics of Trinucleotide Hairpins and Their Disruption of the Genome-Maintaining
Function of Human Replication Protein A (hRPA)

I-Ren Lee, Yu-Chi Kuang, Cheng-Wei Ni, Szu-Yu Chen (Department of Chemistry, National Taiwan
Normal University)

05. RNA * RNA #&& 4 > /X7 & 705. RNA & RNA binding proteins

JILE IV IRNA BREROD THBICET 2 EROAR

Theoretical study on a molecular mechanism of the glutamyl-tRNA synthetase

Ayaka Matsuyama!, Masahiko Taguchi?, Shigehiko Hayashi' (!Grad. Sch. Sci., Kyoto Univ., 2IMRAM,
Tohoku Univ.)

06. DNA/RNA 7/ 5%/ 0¥ — /06. DNA/RNA nanotechnology

IR DNA DESFEEMIC K 2 REE

Photorepair of UV-damaged DNA by small molecules

Tatsuya Iwata, Rina Fuchigami, Risa Inomata, Manato Okabe, Yumika Ochiai, Fumio Takahashi,

Mineo Iseki (Fac. Phar. Sci., Toho Univ.)

A Systematic Approach for Integrating DNA Aptamers and DNA-Responsive Nanosystems via
Strand Displacement Reactions

Satofumi Kato!, Masahiro Takinoue?, Hiroaki Onoe' (! Graduate School of Science and Technology,
Keio University, 2Department of Computer Science, Institute of Science Tokyo)
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3Pos059

Self-limited assembly of shape-adjustable DNA origami modules into desired polygonal shapes
Ayu Sakamoto, Yuki Suzuki (Grad. Sch. Eng., Mie Uniyv.)

07. &%& : ZDftt,07. Nucleic acid: Others

DNA 5 EABENDR Uh & MRIC K 3 HFRIHIEH

Mechanical control of DNA supercoils by torsion and extension

Shinnosuke Inui, Anzu Kawamura, Yoshihiro Murayama (Department of Biomedical Engineering,
Faculty of Engineering, Tokyo University of Agriculture and Technology)

08. 7@~ F > - Zea{k 08. Chromatin & Chromosomes

ESR ARZTRA RRIEIBEFDATOIOYF 2 NIEAHP)DELFIT X
Dynamics of heterochromatin protein 1 (HP1) during phase separation, as studied by ESR
spectroscopy

Isao Suetake?, Kazunobu Sato!, Toshiki Takei®, Tomoaki Sugishiata’, Yuichi Mishima?, Yoh Matuski?,
Toshimichi Fujuwara®, Takeji Takui!, Makoto Miyata!, Hironobu Hojo?, Toshiaki Arata'* (\Grad. Sch.
Sci., Osaka Met. Univ., >?Grad. Sch. Home Economics, Kobe Women's Univ., 3Inst. Protein Res., Univ.
Osaka)

Mechanical Insights into Nucleosome Remodeling by divalent Cations: A Single-molecule study
Amarjeet Kumar!, Tomoko Sunami', Shoko Sato?, Hitoshi Kurumizaka?, Hidetoshi Kono'? ('Inst.
Quant. Life Sci., Nat. Inst. Quant. Sci. Tech., Chiba, Japan, *Inst. Quant. BioSci., Univ. of Tokyo, Tokyo,
Japan, 3Cent. Quant Life Sci. Str. Therap., Chiba Univ., Chiba, Japan)

XL AY—LDNABIZRDP LS A FIVRADESR: 7/ RT7HPHSPICTIEX b2 N K
FAILDOEE

Decoding Nucleosomal DNA Unwrapping Dynamics: The Role of Histone N-Terminal Tails
Revealed by Nanopores

Satoshi Ogihara!, Hikaru Nozawa', Takumi Oishi?, Fritz Nagae®, Munetaka Akatsu?, Shoji Takada,
Hitoshi Kurumizaka?, Sotaro Uemura! (!Department of Biological Sciences, Graduate School of Science,
The University of Tokyo, *Institute for Quantitative Biosciences, The University of Tokyo, *Department of
Biophysics, Graduate School of Science, Kyoto University)

10. K - KF0,EBHEEHE 10. Water & Hydration & Electrolyte

Bl X #RBARE & AV TN R R O BB EBIE IO 5 K5 FEERER

Molecular dynamics analysis of the recrystallization behavior of water in antifreeze solutions by
Diffracted X-ray Blinking

Daisuke Sasaki', Umena Yasufumi?, Yuji C. Sasaki' (' Department of Advanced Materials Science,
Graduate School of Frontier Sciences, The University of Tokyo, 2Synchrotron Radiation Research
Center,Nagoya University)

YT T IAIVYHEBEIC K 5 DNA EEXTER OIS EE

Non-thermal acceleration of DNA base-pair rearrangement using sub-THz irradiation
Masahiko Imashimizu, Johtaro Yamamoto, Tomoya Inose (41ST)
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12. %4 - 9tk 12. Development & Differentiation

2av Y ayNIRORBORELGRIERE 2EMAMBBEICL > THIL CHlEEN D
Distinct collective cell behaviors independently regulate the rotation and elongation of the
embryonic gut in Drosophila

Mikiko Inaki'?, Satoru Okuda’, Kenji Matsuno? ('Grad. Sch. Sci., Univ. Hyogo, >Grad. Sch. Sci., Univ.
Osaka, *Nano LSI, Kanazawa Univ.)

AR IC B (T 2 il ME - BiME & HIRaP Ca> BIREDAERE M

Correlative analysis of intracellular Ca?* dynamics with cell differentiation and dedifferentiation
in Dictyostelium

Rintaro Aono, Yusuke V. Morimoto (Grad. Sch. Comput. Sci. Syst. and Eng, Kyushu Inst. Tech.)

ATE MEETIICH T B9 A IKENR/NE — R BEEROSAF I 7 X ETER
Size-Dependent Pattern Formation in Engineered Human Embryo Models: Insights into
Gastrulation Dynamics

Miyu Mori!, Hazuki Tuboi!, Ryo Kojima!, Chihiro Takeuchi!, Yohei Hayashi?, Kiyoshi Ohnuma'
('Nagaoka University of Technology, >BioResource Research Center, RIKEN)

13. A (BEHHE - IRHE) 13. Muscle

EBRRIAGOBEGTE SN 2 R X REFRGHLSPILAATDO I XRTBEEETT S
Restoration of the 3D structure of insect flight muscle from a rotationally averaged 2D X-ray
diffraction pattern

Hiroyuki Iwamoto (SPring-8 * JASRI)

14. 9+ FE— 42— 14. Molecular motor

Cilia-like Beating of Clamped Microtubules Driven by Kinesin Motors

Jane Wanja Karanja, Douglas K. Ng'ang'a, Takahiro Nitta (dpplied Physics Course, Faculty of
Engineering, Gifu University, Gifu 501-1193, Japan)

Buckling and Trajectory Deflections of Microtubules Driven by Kinesin Motors

Douglas Kagoiya Ng'ang'a, Takahiro Nitta (Applied Physics Course, Faculty of Engineering, Gifu
University)

Cryo-EM visualization of the conformational states of G,-ATPase, a rotary motor driving
Mycoplasma mobile gliding

Takuma Toyonaga', Daisuke Unabara!, Tasuku Hamaguchi', Koji Yonekura'? (\IMRAM, Tohoku Univ.,
2RIKEN SPring-8 Center)

Development of gold nanoparticle-based optical switches for reversible artificial muscles driven
by kinesin motor proteins

Kensei Hori!, Taiyo Sato!, Yuich Hiratsuka?, Keisuke Morishima*, Takahiro Nitta’ ('Grad. Sch. Nat. Sci.
& Tech., Univ.Gifu, 2JAIST, 3Univ.Gifu, *Univ.Osaka)

SEAT IR TAvIV-NICEBRXRD 14 OT o H—BHIEE N L A BNEER S
1) O e il 4

Light-controlled directional reversal of microtubule motility via dual optogenetic switches
regulating kinesin-14 anchoring

Masahiko Yamagishi'-2, Junichiro Yajima'->? (\Department of Life Sciences, Graduate School of Arts
and Sciences, The University of Tokyo, 2Komaba Institute for Science, The University of Tokyo, >Research
Center for Complex Systems Biology, Universal Biology Institute, The University of Tokyo)
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LOV FARZUICE DT b3 F S DOFHIH

Light control of myosin-actin based motility by LOV-Troponin

Koki Yasuda (JAIST)

FEE SRR THEEY 2 ATP ERER D 7 7 1 + EFEMBIEEHENT

Cryo-EM structures of ATP synthases functioning in lipid bilayers

Atsuki Nakano!, Jun-Ichi Kishikawa?, Christoph Gerle®, Hideki Shigematsu*, Kaoru Mitsuoka®,

Ken Yokoyama! ('Fac. of Life Sci., Kyoto Sangyo Univ., *Applied Biology, Kyoto Institute of Technology,
3Research Center for Ultra-High Voltage Electron Microscopy, Osaka University, *JASRI, >RIKEN
SPring-8 Center)

ERHEONGEEEEZMRATEBRL AT I NIA T4 TUFIVBETVF2I -4
Actomyosin—fibrin gel composite actuator mimicking contraction mechanism of skeletal muscle
extracellularly

Takuro Kawasumi', Koki Yoshida?, Yuichi Hiratsuka®, Hiroaki Onoe' ('Keio University, 2Shibaura
Institute of Technology, *Japan Advanced Institute of Science and Technology)

TEEMAFICEL B F-ATPase RDHEE(EH D EEREY T

Experimental evaluation of interactions within F,-ATPase based on information thermodynamics
Ken Takagi', Yohei Nakayama!, Chun-Biu Li?, Stefano Bo?, Takahiro Sagawa®, Shoichi Toyabe!
('Department of Applied Physics, Tohoku University, Japan, >Department of Mathematics, Stockholm
University, Sweden, *Department of Physics, King's College London, United Kingdom, *Department of
Applied Physics, The University of Tokyo, Japan)

Enterococcus hirae V-ATPase M Na*BEEl#ixk s X2 d at 71y FD22ON—TF v RJL
DIEX % NafEA AN

Asymmetric Na* binding affinities of two half-channels in a-subunit support active Na* transport
of Enterococcus hirae V-ATPase

Akihiro Otomo'2, Yuan-E Lee**, Juliette Lahore’, Raymond Burton-Smith?3#, Kano Suzuki®,

Takeshi Murata®, Kazuhoshi Murata®*#, Ryota lino'-? (\nstitute for Molecular Science, 2SSOKENDAL,
3ExCELLs, *National Institute for Physiological Sciences, >Chmie ParisTech, °Grad. Sch. Sci., Univ.
Chiba)

Elucidating Dynein Velocity Enhancement via Binding Affinity Modulation

Haruki Kawase!?, Kenta Ishibashi?, Akane Furuta?, Ken’ya Furuta'? (! The university of Osaka,

2National institute of information and communications technology)

15A. $f4MSHIZERE : 8% 15A. Cell biology: Adhesion

TUFORER N BIK D HRBERROAREEREEE

Actin Crosslinking Proteins Maintain Force Stability at Cell-Cell Boundaries

Hiroki Katsuta', Satoru Okuda?, Nobutomo Fujimoto?, Duc Doan Manh!, Hiroaki Hirata*, Keiji Naruse'
(‘Faculty of Med. Dent. and Pharm Sci., Okayama Univ., *Nano LSI, Kanazawa Univ., *Dept. Med.,
Okayama Univ., *Dept. Life Sci. and Biotech., KIT)

Scale-dependent mechanobiological responses of focal adhesions

Gento Takeshima, Takumi Saito, Shinji Deguchi (Grad. Sch. Eng. Sci.Univ. Osaka)

HARE D Fim $EEEH 4 > /X7 8 FimE O C RKIFFEHOEE

Structure of the C-terminal region of FimE, a tip protein of the Fim pili from Porphyromonas
gingivalis

Hikaru Tanizaki!, Norihiro Takekawa?, Katsumi Imada? (\Sch. Sci., Osaka Univ., >Grad. Sch. Sci.,
Osaka Univ.)
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3Pos085

3Pos086
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15B. MIRaLE ) HIEERE | EE) 15B. Cell biology: Motility

Light-Guided Actin Dynamics Drives Protocell Migration

Hideaki Matsubayashi!, Shiva Razavi?, Daichi Nakajima?, Hideki Nakamura®, Tomoaki Matsuura’,
Shin-ichiro Nomura?, Takanari Inoue? (' Frontier Research Institute for Interdisciplinary Sciences (FRIS),
Tohoku University, 2School of Medicine, Johns Hopkins University, *Graduate School of Engineering,
Tohoku University, *Hakubi Center for Advanced Research, Kyoto University, SEarth-Life Science
Institute, Science Tokyo)

Elucidating the role of Spiroplasma fibril protein using synthetic bacterium, JCVI syn3

Ali Ahsan, Hana Kiyama, Makoto Miyata (Grad. Sch. Sci., Osaka Metropolitan Uni.)

Manipulation of rotational direction of the archaeal flagella motor in Halobacterium salinarum
by light modulation

Jumpei Sega!, Masaki Mizutani', Daisuke Nakane?, Takayuki Nishizaka' (! Gakushuin University,
2University of Electro-Communications)

IS IREFRABEICBIT DY AT 1 O TIFMOEE & 6

Strucutre and function of mastigoneme filaments in Chlamydomonas cilium

Toshiki Yagi, Ryuta Yoshizawa, Kakeru Komori (Dept. Life and Env. Sci, Pref. Univ. Hiroshima)

v A U OBEFEAVEEISEE FOBENOESHEDFE

Manipulation of the direction of movement of motile microbes using microstructures

Masaru Kojima!, Mitsuhiro Horade? ('Grad. Sch. Eng.Sci., The Univ. of Osaka, *Fac. of Sci. and Eng.,
Setsunan Univ.)

WAL DOMAMICE 2 HREMAESHOLL, SEHEMA =X ALILES

Approaching the Mechanism of Mechanotaxis via Collective Cell Migration Induced by
Mechanical Force Loading

Chihori Asano!, Keitaro Shibata?, Shigenobu Yonemura? (!Grad. Sch. Med., Tokushima Univ., >Grad.
Sch. Biomed. Sci., Tokushima Univ.)

Phototaxis and light-driven accumulation in wild isolates of Heterosigma akashiwo

Naoki Uemura!, Shoko Ueki?, Daisuke Nakane! ('Dept. Eng. Sci., Univ. Electro-Communications, *Inst.
Plant Sci. Res., Univ. Okayama)

MRAEYFRIEE - HFRER - BB 15C. Cell biology: Cytoskeleton & Membrane skeleton

Dynamic response of keratin assemblies to thermal stress in mutant keratinocytes implicated
in Epidermolysis bullosa simplex

Doyin Rachael Abiola!, Tetsuya Kitaguchi?, Birgitte E. Lane?, Madoka Suzuki' (!Inst. Protein Res.,
Univ. Osaka, *Inst. Integr. Res., Sci. Tokyo, 3SRIS, Singapore)

EMEER U hBREIFEX H =X LD

Elucidating the mechanisms of plant chiral growth

Eiki Meguro!, Masayoshi Nakamura?, Toshifumi Mori® ('Grad. Sch. Sci., Nagoya Univ., >Grad. Sch. Sci.
and Eng., Saitama Univ., *Institute for Materials Chemistry and Engineering, Kyushu Univ.)
HERRT VF > T 14742 b0 in situ EEFTICE T 2B A4

Towards in situ Structural Analysis of Actin Filaments in Budding Yeast

Hiroko Takazaki', Kana Shimamoto!?, Stephen Mwaniki', Misaki Arie!, Akira Shinohara!,

Takayuki Kato! ({IPR., Univ. Osaka, *Grad. Sch. Sci., Univ. Osaka)
TEXAZAIWETIVCKBDESRBRET U b IF 2 CEBIEOHENR

Chemomechanical Model of Focal Adhesion—Actomyosin Dynamics

Eiji Matsumoto, Shinji Deguchi (Graduate School of Engineering Science, The University of Osaka)
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BFIANROL B—YVREY L EFa1—T) D REEMAMNESSEEEHRTS
The molecular chaperone aB-crystallin delays thermal aggregation of tubulin and maintains
microtubule polymerization activity

Shinya Horinouchi'?, Daisuke Inoue?, Shohei Yamamoto*, Eri Fujita®, Miho Shimizu?,

Toshiyuki Watanabe', Yoriko Atomi? ('Grad. Sch. of Eng., Tokyo Univ. Agric. and Technol., >ACRO,
Teikyo Univ., 3Faculty of Design, Kyushu Univ., *Grad. Sch. of Pharmaceutical Sci., The University of
Tokyo, SFaculty of Medical Tech., Teikyo Univ.)

EMBERIICE T 2 HEHE

Force propagation inside a living cell

Ayama Tokuyasu, Hirokazu Tanimoto (Graduate School of Nanobioscience., Univ. Yokohama city)

15D. MR FHIEE « 1E3R{5E - MBAAE  15D. Cell biology: Signal transduction & Cell membrane

3Pos091

3Pos092

3Pos093

3Pos094

3Pos095

3Pos096

3Pos097

3Pos098

3Pos099

3Pos100

High Hydrostatic Pressure Regulates the TGF- Signaling Pathway

Xinxuan Li (Okayama University)

KBEO7LATULXJICE T 3 EMEGEROETE

The role of signal transduction in E. coli array blinking

Kaho Yoshinari, Yong-Suk Che, Akihiko Ishijima, Hajime Fukuoka, Yumiko Uchida (Grad. Sch.
Frontier Biosci. Univ. Osaka)

KEEOEXEIERIZED FRET BT

Investigation of blue light-induced phototaxis in Escherichia coli using FRET

Satomi Itoki!, Naoki Hidaka?, Ikuro Kawagishi'?>3, Yoshiyuki Sowa'>? (\Grad. Frontier Biosci., Hosei
Univ, 2Res. Cent. Micro-nano Tech., Hosei Univ, 3Dept4 Frontier Biosci., Hosei Univ)

RRROB#ERR Y M7 — 7 hOEGCERERMGICL 2 EEEL

Conduction Changes at Sites of Conduction Defects in Circular Cardiomyocyte Network
Moeno Furuya!, Momo Akada?, Tomoyuki Kaneko'-? (\FB. Hosei Univ., 2FB. Grad. Sch. Sci. &Eng.,
Hosei Univ.)

EFRSMRL —F —RICK 2 BERBICH T 3 0HHROEE

Cyclic responses of cardiomyocytes induced by periodic near-infrared laser stimulation
Kanan Tominaga, Takaaki Nishikawa, Tomoyuki Kaneko (LaRC. FB. Hosei Univ.)

O & RS R R ICEE L - OB IEERREET VOBl Yy T -

Fibrotic heart model cardiomyocyte network with stripes of cardiomyocytes and fibroblasts
Yuna Honda, Kentaro Kito, Tomoyuki Kaneko (LaRC, FB, Hosei Univ.)

RROBHEER Y FT7—7ICH T3 RESRD S OB ELORIEOZEL

Variation of Extracellular Potential Amplitude in Circular Cardiomyocyte Network from Active
Firing Origin

Momo Akada, Kentaro Kito, Tomoyuki Kaneko (FB, Grad. Sch. Sci. & Eng., Hosei Univ.)

=7 L—LBEICL 3 2 2OOEMROAE RSB

Analysis of two Cardiomyocytes beating synchronization with high-frame-rate imaging

Sasa Shimizu, Tomoyuki Kaneko (LaRC, FB, Hosei Univ.)

EFRSHREL — Y —BSIICK .05 O FPD 5

Variation in Field Potential Duration of cardiomyocytes induced by near-infrared laser irradiation
Yuka Motoyama, Tomoyuki Kaneko (FB. Hosei Univ.)

Single-molecule imaging analysis of mutual inhibition and positive feedback for Ras excitability
in eukaryotic migrating cells

Satomi Matsuoka, Koji Iwamoto, Masahiro Ueda (Grad. Sch. Frontier Biosciences, Univ. Osaka)
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16A. (K% - ATHE : #85& - #1% 16A. Biological & Artificial membrane: Structure & Property

3Pos101 EEREROIREA TNV X JICHTERX 50— EX 7O XDHRED LS
Comparison of the effects of sucralose and sucrose on the lipid molecular packing in lipid
aggregates
Yuki Homma, Hiroshi Takahashi (Grad. sch. Sci. Tech. Gunma Univ.)

3Pos102  NA FOFITHBShIETVEGET LA
Model membrane array sealed with a hydrogel layer
Masako Fujii!, Kenichi Morigaki'? (\Grad. of Agri. Sci., Kobe Univ., *Biosignal Res. Ctr., Kobe Univ.)

3Pos103 /N1 F 7 1 JLLBBEEF Dspl ¥EET ZEV EF U > JIIRIBE/NI 7 1V AICE T 240
SHRa R & FFET B
Membrane remodeling by a biofilm dispersion factor Dspl enhances vesicle formation in
Pseudomonas aeruginosa biofilms
Mizuki Kanno!, Hiroyuki Futamata'->3, Yosuke Tashiro'-? (\Grad. Sch. Sci. Tech., Shizuoka Univ.,
2Grad. Sch. Integr: Sci. Tech., Shizuoka Univ., *Res. Inst. Green Sci. Tech., Shizuoka Univ.)

3Pos104 AT &S/ ZEZRAWEEGRST - B RERETORR
Analyzing biomolecules and vesicles using model membranes and nanometric gap junction
Yu Yoshimura', Nanami Nagatsuka', Taisei Higashihara!, Rinshi S. Kasai?, Kenichi G.N. Suzuki>?,
Kenichi Morigaki* ('Grad. Sch. Agri., Kobe Univ., 2National Cancer Center Japan, *iGCORE., Gifu
Univ., *Biosignal Research Center., Kobe Univ.)

3Pos105  FEIRMESFEIHETIVICE D SARS-CoV-2 T ANO—TEOHE EHRORER
Exploring SARS-CoV-2 envelope structure and formation by coarse-grained molecular
dynamics simulation
Ryo Urano, Wataru Shinoda (Okayama Univ. RIIS)

16B. 41k - ATHE : 5417 3% X 716B. Biological & Artificial membrane: Dynamics

3Po0s106 Curcumin and its derivatives modulate membrane domains and induce IL-6 receptor shedding
in monocytes
Toshiyuki Murai', Yoshikazu Masaki?, Kazuma Yasuhara? (' Grad. Sch. Med., Osaka Univ., >Grad. Sch.
Sci. Tech., NAIST)

3Pos107  f#iRICY=aEL— LAk MEEREERZREEREOREBITORE
Enhanced Lipid Transfer Between Micropore-Manipulated Human Cells and Supported Lipid
Bilayers
Asahi Gono!, Takayuki Nakaya?, Reibun Sakane?, Naoki Shimura?, Takashi Okuno®* ('Grad. Sch. Sci.,
Univ. Yamagata, *Orbray CO., Ltd., *Fac. Sci., Univ. Yamagata, *CID, Univ. Yamagata)

3Pos108  REHAIAIERICE D ERMIAD/MNAFICE T B2 NI E R A A VRICEET 2 HIBET IV
Modeling the formation of protein domains on the endoplasmic reticulum in eukaryotic cells with
reaction-diffusion equations
Tomoyo Nishigaki, Masashi Tachikawa (Grad. Sch. of Nanobiosci., Yokohama City Univ.)

3Pos109 EHRERINAEENVBILE T 2RKEEORE &7 I/ BEIAIGIEEITYRY — L4
DI FHA =2 FOFEH
Endocytosis-like fission of liposomes induced by the length of hydrophobic domains in cell-free
synthesized proteins
Aika Yamamoto, Yuki Nagai, Koki Kamiya (Grad. Sch. Sci. &Tech., Gunma Univ.)
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16C. 4K - AT : B1Z - F v xJL16C. Biological & Artificial membrane: Excitation & Channels

3Pos110 Development of a simple method for the reconstitution of ion channels using agarose gel beads
Mami Asakura'?2, Kohta Takagi?, Miho Ohnishi?, Minako Hirano?, Toru Ide? ('Dept. of Comp. Tech.
Soln., Okayama Univ., >Grad. Sch. Health Sys., Okayama Univ., *Fac. Eng., Okayama Univ.)

3Pos111 BEE-F L F 2 2 IE TR/ Na D RERER (IC & 2 BRIBEKEFEF v XV E N L EE=E
Molecular transportation via mechanosensitive channel in response to membrane curvature of
the asymmetric lipid-oleosin vesicles
Kotaro Baba, Koki Kamiya (Grad. Sch. Sci & Tech, Gunma Univ.)

16D. AR - ATHR @ 83X - 15$R{5ZE . 16D. Biological & Artificial membrane: Transport & Signal
transduction

3Pos112  FREIR TR T 5N/ DNAREIFOEEICET 5%
Coupling of DNA oscillators separated by lipid membranes
Kazumo Takahashi!, Keita Abe!, Hideaki Matsubayashi?, Shinichiro Nomura', Ibuki Kawamata,
Satoshi Murata! ('Department of Robotics, Graduate School of Engineering, Tohoku University,
2Frontier Research Institute for Interdisciplinary Sciences, Tohoku University, *Division of Physics,
Graduate School of Science, Kyoto University)

3Pos113 Membrane Translocation of Nucleic Acids via Cholesterol-modified DNA Hybridization
Rinka Aoki, Satoshi Murata, Hideaki Matsubayashi, Keita Abe, Shin-ichiro M. Nomura (Grad. Sch.
Eng., Univ. Tohoku)

17. {E%#%% ~17. Chemoreception

3Pos114 AL ZHE+EO = EUZEFORE S KRR
Identification and characterization of the serotonin chemoreceptor in Vibrio cholerae
Fuga Omoril, Sotaro Asaoka!, Hirotaka Tajima??, Tkuro Kawagishi'>? (\Grad. Sch. Sci. and Engin.,
Hosei Univ, *Fac. of Biosci. and Appl. Chem., Hosei Univ, *Res. Cent. for Micro-Nano Tech., Hosei
Univ)

18. f4#% - BE (M3 - K2 > /N7 & - 9F) 18. Neuroscience & Sensory systems

3Pos115 GPCR-mediated signaling in heat tolerance of C. elegans
Shiori Mototake!2, Yuki Sato'-2, Kohei Ohnishi!?3, Tohru Miura!?3, Akane Ohta'-23,
Atsushi Kuhara'>3# (\Dept. Biol., Facul. Sci & Engineer. Konan Univ., 2Dept. Biol. Grad. Sch. Sci.
Konan Univ., 3Inst. of Integral NeuroBiol. Konan Univ., *PRIME AMED)

3Pos116  IEHbdR Na+ ERIC K 2 ##EBZ1E
Neural Activity by Increasing Concentration of Sodium lon in Culture Medium
Kaito Watanabe', Takumi Yamaguchi2, Tomoyuki Kaneko'? (LaRC.FB.Hosei Univ,
2LaRC.FB.Grab.Sch.Sci.&Eng.,Hosei Univ.)
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3Pos119

3Pos120

3Pos121

The synaptic vesicle cluster restricts the diffusion of cytosolic a-Synuclein via boundary
confinement

Kye Kudo!, Adekunle T. Bademosi!, S. Sean Millard?, Frédéric A. Meunier'? (! Queensland Brain
Institute, The University of Queensland, 2School of Biomedical Sciences, Faculty of Medicine, The
University of Queensland)

19. #HIZMEEE - D IEERLIE19. Neuronal circuit & Information processing

SOy NE/TI5H 1 OGREHREFZZICERT 5 CGC O mGIuR &4t L 7= Ml{ER
Metabotropic glutamate receptor—mediated inhibition of CGCs associated with conditioned
taste aversion memory in Lymnaea

Yoshimasa Komatsuzaki', Samui Chiba!, Ayaka Itoh?, Ken Lukowiak®, Minoru Saito? (' Grad. Sch. Sci.
and Tech, Nihon Univ., >Grad. Sch. Integ. Basic. Sci., Nihon Univ., *Univ of Calgary, Calgary)

mMGIuR1 & GHS-R1a MY AR b —7(Z & B/ i F 7 AR D HIH

Cross-talk between mGIuR1 and GHS-R1a signaling modulates cerebellar synaptic plasticity
Moritoshi Hirono!, Boyang Zhang!, Hiroshi Hosoda?, Masanori Nakata' (\Dept. Physiol., Wakayama
Med. Univ., *Dept. Mol. Pathophysiol., Shinshu Univ.)

20. 1TEh.20. Behavior

FhRBICH S 2/VIVT U 7 OREERITE

Flow-induced escape behavior of Halteria sp.

Koki Kanda!, Yukinori Nishigami'~?, Takuya Ohmura'-2, Katsuhiko Sato?, Toshiyuki Nakagaki'~
('Graduate School of Life Science, Hokkaido University, *Research Institute for Electronic Science,
Hokkaido University, *Faculty of Science, University of Toyama)

21A. k& : H1E - X=ZE 21A. Photobiology: Vision & Photoreception

Uncovering light-sensitive mechanism of non-visual opsins

Seiwa Nakamura!, Asato Kojima', Kazuhiro Kobayashi?, Masahiro Fukuda?, Koki Kawakami?,
Suhyang Kim?, Takashi Nagata’, Kota Katayama*>, Hideki Kandori*>, Keiichi Inoue?, Hideaki E. Kato>®
('Grad. Sch. Art. Sci., Univ. Tokyo, 2RCAST, Univ. Tokyo, *ISSP, Univ. Tokyo, *Life Sci. Appl. Chem.,
Grad. Sch. Eng., Nagoya Inst. Tech., *OptoBio Tech. Res. Cent., °Grad. Sch. of Sci, Univ. Tokyo)
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A Structural Approach to the Potassium-Selective Channelrhodopsin HCKCR1 for Its
Development as an Optogenetic Tool

Seiya Tajima!, Seiwa Nakamura?, YoungJu Jo**, Joseph J. Noh??, Peter Y. Wang?,

Antonia Drinnenberg?, Chelsea Li’, Masatoshi Inoue?, Masaki Tsujimura®, Eamon F. X. Byrne?,
Thanh-Nga C. Shenoy?, Sung-Soo Jang’, Ki Eun Pyo?, Nadya Andini?, Jenny Shi®, Kishandra A. Patron?,
Joseph M. Paggi®, Masahiro Fukuda', Yuma Ito®, Masahiro Sugiura®, Kota Katayama® !9,

Yuji Furutani®!?, Hisako Ikeda', Charu Ramakrishnan'!, Linlin Z. Fan3, Sean Quirin®, Hiroshi Ishikita!-,
John R. Huguenard’, Hideki Kandori®!?, Ron O. Dror*%!2, Yoon Seok Kim?, Karl Deisseroth®!!13,
Hideaki E. Kato!?!4 (\RCAST, Univ. Tokyo, >Grad. Sch. Arts. Sci., Univ. Tokyo, *Dept. Bioeng., Stanford
Univ., *Dept. Appl. Phys., Stanford Univ., >Biophys. Prog., Stanford Univ., °Grad. Sch. Eng., Univ. Tokyo,
"Dept. Neurol. & Neurol. Sci., Stanford Univ., ®Dept. Comput. Sci., Stanford Univ., *Dept. Life Sci. &
Appl. Chem., Nagoya Inst. Technol., '°OptoBioTechnology Research Center; Nagoya Inst. Technol.,
WCNC Prog., Stanford Univ., '2Inst. Comput. Math. Eng., Stanford Univ., *Dept. Psychiatry & Behav.
Sci., Stanford Univ, *Grad. Sch. Sci., Univ. Tokyo)

BEZ Y PHEICL D CHRE> 70 KT Y > (Mastigocladopsis repens AR ) DR GHIEEZE(L
DfEA

Cryogenic Raman Study of Chromophore Structural Changes during the Photocycle of a Light-
Driven CI- Pump from Mastigocladopsis repens

Kana Miyazaki!, Takashi Kikukawa?, Masashi Unno', Tomotsumi Fujisawa! ('Fac. Sci. Eng., Saga
Univ., *Fac. Adv. Life Sci., Hokkaido Univ.)
HMRMHEORELHRERICHTILFF—ILORE

Effect of retinal on development and cytoskeleton in D. discoideum

Shuhei Tsuchihashi', Kazuki Akiyama', Yusuke V. Morimoto? (' Grad. Sch. Comput. Sci. Syst. and Eng,
Kyushu Inst. Tech., *Grad. Sch. Comput. Sci. Syst. and Eng, Kyushu Inst. Tech.)

ARBERICH T I2WEDO R TS > OYEBILZIFEO R

Comparative analysis of the physicochemical properties of microbial rhodopsins in organic
solvents

Miyu Inokuchi!, Keiichi Kojima?, Yuki Sudo? (!Grad. Sch. Med. Dent. & Pharm. Sci., Okayama Univ.,
2Fac. Med, Dent & Pharm Sci., Okayama Univ.)

BEMOR T UICL BRBEBRFRT —F VWX OHRR

Discovery of light-powered organic anion transport by microbial rhodopsins

Simiao Shen!, Kaisei Ohno?, Takashi Tsukamoto'->3, Kwang-Hwan Jung*, Yuki Sudo®,

Takashi Kikukawa'23 (\Grad. Sch. Life Sci., Hokkaido Univ., 2Sch. Sci., Hokkaido Univ., *Fac. Adv.
Life Sci., Hokkaido Univ., *Dept. Life Sci. & Bionano Cent., Sogang Univ., Fac. Med., Dent. & Pharm.
Sci., Okayama Univ.)

—SFEIK in situ hybridization 35IC & % X F HHEICE T 34 TS O HBHMBOMET
Single-Molecule FISH Analysis of Opsin-Expressing Cells in Medaka

Keita Sato, Hideyo Ohuchi (Fac. Med, Dent & Pharm Sci., Okayama Univ.)

Light Intensity-Dependent Reaction Dynamics of the Photoresponsive Enzyme MsLadC

Dai Takeuchi, Masahide Terazima, Yusuke Nakasone (Grad. Sch. Sci., Kyoto Univ.)

2 HY—ORTI2 USRI HS bT2 AT 2 —H— (Hrll)) NOIEHRIZBEICB T B TF U
> THhEFOREE

Identification of signaling states of sensory rhodopsin Il (SRII) in the signal transduction to its
cognate transducer protein (Htrll)

Jun Tamogami!, Miki Takeguchi!, Risa Matsunami-Nakamura!, Takashi Kikukawa?, Naoki Kamo?,
Toshifumi Nara' (! College Pharm. Sci., Matsuyama Univ., *Fac. Adv. Life Sci., Hokkaido Univ.)
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21B. #&4 : A8 21B. Photobiology: Photosynthesis

ESREFENEREEAVEEYRERECES TI 2NV EEEROL (1 F I 7 XMER
Analysis of protein complex dynamics in plant photosynthetic membranes by high-speed
atomic force microscopy

Yudai Nishitani, Daisuke Yamamoto (Fac. Sci., Fukuoka Univ.)

BRFBERAVERER I NVEEEAHICH T ZRREILT I / BEREOHTE

Estimating environmentally adaptive residues in photosynthetic complexes using machine
learning

Atsushi Hijikata!, Ryuhei Minei?, Satoshi Omori?, Yuko Tsuchiya?, Tsuyoshi Shirai? (! Tokyo Univ. of
Pharm. Life Sci., *Nagahama Inst. Bio-Sci. Tech., 3AIST)

ERES LURRERICL ZREL

Optimization by dark and photo fermentation

Masahiro Hibino, Kousei Miyamoto (Div. Sust. Enviro. Eng., Muroran Inst. Tech.)

KEEEZ >N EBBEFOEEHESKICE T - BEGRINEEHFEORFE

Super-resolution absorption microscopy toward spatially-resolved spectroscopy of
photosynthetic protein supercomplexes

Yoshihiro Tojo', Tomomi Inagaki®, Chihiro Azai*, Toru Kondo?® (!Dept. of Life Sci. Tech., Science
Tokyo, 2NIBB, 3Grad. Sch. of Life Sciences, Ritsumeikan Univ., *Grad. Sch. of Sci. Eng., Chuo Univ.,
SExCELLS)

BRENE—DFAREEAVARBAEBES ERAEFR | OFA

Observation of photosystem Il under repair from photoinhibition by exhaustive single-molecule
spectroscopy

Kyosuke Watanabe, Shen Ye, Yutaka Shibata (Graduate school of science, Tohoku Univ.)

Localization of auxiliary proteins of LHC assembly during its insertion into thylakoid membrane
Yuiki Shimamura', Hiroshi Kuroda?, Yuichiro Takahashi?, Shen Ye?, Yutaka Shibata® (!Grad. Sch. Sci.,
Tohoku Univ., *Research Institute for Interdisciplinary Science, Okayama University, >Grad. Sch. Sci.,
Tohoku Univ.)

EARERFIACLIBERF 701 FEEQO 2 2 N7 EAHLE VO

Evaluation of protein crowding in reconstituted thylakoid membrane supported by polymerized
lipid membranes

Hayata Sakai!, Koki TakagiZ, Kenichi Morigaki®, Shen Ye!, Yutaka Shibata! (! Graduate School of
Science Tohoku Univ., 2Agricultural Science, Graduate School of Kobe Univ, >Graduate School of
Biosignal Reserch Center Kobe Univ.)

— D FREEIEEHEDILAEICL ZHERAHET > THEEHD I IV X —BEER
Single-molecule time-resolved fluorescence spectroscopy of energy transfer in photosynthetic
antenna complex

Shinnosuke Masuda'->3, Mai Watanabe*, Toru Kondo'2? (\SOKENDAI, *NIBB, *ExCELLS, *Dept. of
Science, Tokyo Metropolitan Univ.)
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21C. X&YW : FERE - K4, 21C. Photobiology: Optogenetics & Optical control

Oscillatoria acuminata EARDIEMAL T T ZIVEES 7 5 — €D C KRinfaEEIC & 2 5B HIEH#E
DfEA

The role of the C-terminal region in regulating the activity of the photoactivated adenylyl cyclase
from Oscillatoria acuminata

Reito Yasui', Masahiko Taguchi??, Syun Sakuraba*®, Masumi Takebe®, Saiko Akizuki',

Mami Asakura'’, Akiya Hukuda?, Eriko Nango®*#, Hidetoshi Kono*>, Toru Ide!, Minako Hirano!
("Graduate School of Interdisciplinary Science and Engineering in Health Systems, Okayama University,
2Graduate School of Science, Tohoku University, *Institute of Multidisciplinary Research for Advanced
Materials, Tohoku University, *Institute for Quantum Life Science, National Institutes for Quantum
Science and Technology, SCenter of Quantum Life Science for Structural Therapeutics, Chiba University,
®Hamamatsu Photonics K.K., 'Dept. of Comp. Tech. Soln., Okayama Univ., 8International Center for
Synchrotron Radiation Innovation Smart, Tohoku University)

FEMALT T ZIVEED U 5 — € OEM RSO

Regulatory mechanism of photoactivated adenylyl cyclase activity

Hinase Kondo!, Masahiko Taguchi?3, Syun Sakuraba*®, Masumi Takebe®, Koki Shimomae!,

Mei Kawamoto', Mami Asakura'-’, Akiya Hukuda?, Eriko Nango>*®, Hidetoshi Kono*>, Toru Ide!,
Minako Hirano' ('Grad. Sch. Health Sys., Okayama Univ., >Graduate School of Science, Tohoku Univ.,
3SIMRAM, Tohoku Univ, %iQLS, OST, 5cQUEST, Chiba Univ., *Hamamatsu Photonics K.K., "Dept. of
Comp. Tech. Soln., Okayama Univ., 3SRIS, Tohoku Univ.)

)T EHMRAMAERD K 7' > OFRNDIAER

FTIR Analysis of microbial rhodopsins with >N-labeled lysine backbone

Mako Ooka', Tatsuro Nishikino!?, Teppei Sugimoto!, Yuma Ito!, Yuji Furutani'-?, Hideki Kandori'*
('Graduation school of Engineering, Nagoya institute of technology, >OptoBio Technology Research
Center, Nagoya institute of technology)
BEFAPRBICE DTV ZERAF A2 F v RIVART Y > OEEHRT

Structural analysis of viral cation channelrhodopsin using low-temperature FTIR spectroscopy
Mako Aoyama', Kota Katayama'?, Hideki Kandori'-? (\Grad. Sch. Eng., Nagoya Inst. Tech., >Nagoya
Inst. Tech., OptoBioTechnology Research Center)

BRRIEEF v VO R T 2 KnChR O4-FHEE

Unraveling the Functional Mechanism of KnChR: A Short-Wavelength Absorbing Cation
Channelrhodopsin

Satoshi Tsunoda'?, Koki Natsume!, Yuzhu Wang?, Tatsuki Tanaka?, Shoko Hososhima'-2,

Wataru Shihoya*, Osamu Nureki®, Hideki Kandori'? ('Grad. Sch. Eng., Nagoya Institute of Technology,
20ptoBio Technology Research Center, Nagoya Institute of Technology, *Grad. Sch. Sci., The University
of Tokyo, *Keio University School of Medicine)

Photocontrol of GTPase Cycle of the small G-protein H-Ras using its regulator RASGRF1 with
photochromic moleculer devices

Isra Lilatul, Nobuyuki Nishibe, Shinsaku Maruta (Grad.Sch.Sci.Eng., Univ.Soka)

23. £ Ay DR - 1k, 23. Origin of life & Evolution

NTF NHEREIC K 3 FEiaH & B CXE ORI
Establishment of Primitive Self-Compartments with Peptide-Droplets
Yota Tabata, Tomoyuki Kaneko (FB, Grad. Sch. Sci. & Eng., Hosei Univ.)
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NA ZEBEMEHNFICL DERDER - 22 /NVHEZEHIC

An Evolutionary Theory Based on Bayesian Learning and Statistical Mechanics: The Case of
Proteins

Tomoei Takahashi!, George Chikenji?, Kei Tokita®, Yoshiyuki Kabashima' ('Inst. for Physics of
Intelligence, Grad. Sch. of Sci., The Univ. of Tokyo, 2Grad. Sch. of Eng., Nagoya Univ., *Grad. Sch. of
Inf., Nagoya Univ.)

WAEELREBRE AV ELFIREMS O F R — 7 EBE-ER L —FFTDEE
Quantifying Evolutionary Landscapes and the Growth—Death Trade-off in Microbial
Experimental Evolution

Atsushi Shibai!, Riku Kamiura', Shumpei Sato!, Shigeyuki Kakizawa’, Chikara Furusawa'? ('BDR,
RIKEN, 2UBI, Univ. Tokyo, 3AIST)

24. EREMS - AT#ia,24. Synthetic biology & Artificial cells

IZVIEREE syn3B DS/ LYAL DT

Silencing a genome of minimal synthetic bacterium syn3B

Hana Kiyama!, Sohkichi Matsumoto?, Makoto Miyata'?* (\Grad. Sch. Sci., Osaka Metropolitan Univ.,
2Grad. Sch. Med., Niigata Univ., 30CARINA, Osaka Metropolitan Univ.)

IZVIILARMEE syn3B DY U E EEERY)

Zombie cells and revival of minimal synthetic bacterium syn3B

Nanase Oda', Hana Kiyama', Yuhei O Tahara'?, Masaki Mizutani®, Shigeyuki Kakizawa®,

Makoto Miyata' (\Grad. Sch. Sci., Osaka Metropolitan Univ., *Grad. Sch. Eng., Osaka Metropolitan
Univ., *Dept. Phys., Gakushuin Univ., *MolBiS, AIST, >OCARINA, Osaka Metropolitan Univ.)

Myosin distribution and the deformation and behavior of the droplets formed by phase
separation

Tatsuyuki Waizumi!, Hiroki Sakuta?, Mahito Kikumoto!, Kanta Tsumoto®, Kingo Takiguchi',

Kenichi Yoshikawa* ('Grad. sch. Sci., Univ. Nagoya, >Grad. Sch. Arts and Sci., Univ. Tokyo, >Grad. Sch.
Eng., Univ. Mie, *Sci Ctr: Self-Organization., Univ. Doshisha)

Scalable preparation of GUVs using freeze-dried gelatin gel

Takumi Furusawa!, Keita Abe!, Hideaki Matsubayashi?, Satoshi Murata!, Shin-Ichiro Nomura!,
Richard James Archer® (!Department of Robotics, Graduate School of Engineering, Tohoku University,
2Frontier Research Institute for Interdisciplinary Sciences, Tohoku University, 3Department of Computer
Science, School of Computing, Institute of Science Tokyo)

EXVURY—-LATNDY 7 I FEFZAORBEERKOEERER

Motion Analysis of Uniflagellate Chlamydomonas Mutants inside Giant Liposomes

Yuka Matsukawa', Koichiro Akiyama?, Masahito Hayashi®, Tomoyuki Kaneko'? (\LaRC, FB, Hosei
Univ., 2LaRC, FB. Grad. Sch. Sci. &Eng., Hosei Univ., *Dept. Biotech. Life Sci., Tokyo Univ. Agri. Tech.)
75 I NEFRAHAYKRY — LOESRES DREERIZE T -V E DA
Co-encapsulation of Micro-objects in Chlamydomonas-Encapsulated Liposomes for Motility
Characterization

Hiromasa Shiraiwa!, Koichiro Akiyama!, Shunsuke Shiomi!, Masahito Hayashi'2, Tomoyuki Kaneko'
('LaRC, FB, Grad. Sch. Sci. & Eng., Hosei Univ., 2Dept. Biotech. Life Sci., Tokyo Univ. Agri. Tech.)

Y UBERERMICL 2T TIVREOCREERHZEL

Interfacial Tension Changes of Cell-Mimicking Droplets Induced by Phospholipid Addition
Sota Miura, Koichiro Sadakane (Grad. Sch. Life and Med Sci., Doshisha Univ.)

Insights into Gel-in-Giant Unilamellar Vesicle System as Artificial Cell Model

Wancheng Zhang!, Aileen Cooney?, Lorenzo Di Michele?, Yuval Elani?, Tomoaki Matsuura' (' Earth-
Life Science Institute, Institute of Science Tokyo, >Department of Chemical Engineering, Imperial College
London, *Department of Chemical Engineering and Biotechnology, University of Cambridge)
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PEG/DEX RICH T 2 BEICKH T 5 ) IEE - REEMHEOHE | SHELAIE % AV /388
Effects of Phospholipids, Surfactants, etc. on Phase Separation in PEG/DEX Systems:
Elucidation Using Light Scattering

Ryuya Bamba, Koichiro Sadakane (Grad. Sch. Life and Med Sci., Doshisha Univ.,)

25. 5/ LEWE 25 Genome biology

B2 NIEOBE—RNERICE T BE&ED N EREERNT  EE—ERENOLER
Synonymous Codon Usage Comparison in Membrane Protein Inner/Extra transmembrane
Regions Between Prokaryotes and Eukaryotes

Riki Haida!, Makiko Suwa'-2, Kenji Etchuya? ('Biological Science Course, Graduate School of Science
and Engineering, Aoyama Gakuin University, Kanagawa, Japan, *Chem. Biological Science Course,
Department. Science and Engineering, Aoyama Gakuin University, Kanagawa, Japan)

26A. ETEEF: £H15RZ 26A. Computational biology: Bioinformatics

Evaluating Protein Generative Al for Exploring Uncharted Sequence Space

Hafumi Nishi'?3 (\Grad. Sch. Info. Sci., Tohoku Univ., ?Fac. Core. Res, Ochanomizu Univ., *ToMMo,
Tohoku Univ.)

Structure prediction of protein complexes using cross-linking mass-spectrometry data with the
estimated error rate

Hiroto Matsubara, Takaharu Mori (Tokyo University of Science)

EpiLoop : BiBARIREAR 57 - IR T 4 —v—ICLBMBHRNI/OYFUI—TDX S
178Ky MEIEERI &2

EpiLoop: explainable graph transformer for identifying and classifying cell-specific chromatin
loops into stripe or dot structures

Bingxin Xie'-2, Yuichi Taniguchi"->? (\Grad. Sch. Biostudies, Kyoto Univ., *%iCeMS, Kyoto Univ., *Inst.
for Advanced Study, Kyoto Univ.)

EEAF AR E FAT IREEEETIVORE

Development of Machine Learning Models for Predicting Metal lon-binding Sites

Yamato Machara, Masafumi Shionyu (Grad. Sch. Biosci, Nagahama Inst. Bio-Sci. and Tech.)
TIVYINA T — RS RE 2 7 RHEED Inverse folding

Inverse folding of Alzheimer disease-specific tau filaments

Motoharu Tajitsu!, Maria Kano?, Taeko Kimura?, Sakura Homma', Taisuke TomitaZ,

Yasuhiro Matsunaga'® (\Grad. Sch. Sci. Eng., Saitama Univ., >Grad. Sch. Pharm. Sci., Tokyo Univ.,
3RIKEN)

RIEZELEBBICHT 20/ b2 2D

Evolution of Robustness to Environmental Change and Damage

Mao Sakae (Ritsumeikan LifeScience)

The Impact of Environmental Factors on the Predatory Behavior of Marine Organisms
Haruki Kawakami (Ritsumeikan university)

REFE &RV B/ MIFTE L CaiRE DBEFROBENR

Analysis of the relationship between sarcoplasmic reticulum morphology and Ca?* concentration
using deep learning

Katsuya Saito!, Kenji Etchuya?, Jun Nakamura®, Chikara Sato'-**°, Makiko Suwa'-? (\Biol. Sci., Grad.
Sch. Sci. Eng., Aoyama Gakuin Univ., ?Chem. Biol. Sci., Dept. Sci. Eng., Aoyama Gakuin Univ., *Natl.
Inst. Adv. Ind. Sci. Techno. (AIST), *Div. Immune Homeostasis, Dept. Pathol. Microbiol., Nihon Univ.
Sch. Med., >Div. Microbiol., Dept. Pathol. Microbiol., Nihon Univ. Sch. Med.)
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SEEHE: A F I 2L —> 3> /26B. Computational biology: Molecular simulation

X7 ULFFRRZV CBORBHESIHEREFOEAEABEERAEZIHT S

Prolonged Bindings of Nucleoside Triphosphates Reduces Protein-Protein Interaction in
Cytoplasm

Isseki Yu!, Michael Feig?, Yuji Sugita® ('Maebashi Institute of Technology, *Michigan State Univ.,
3Riken)

REEMEEY 2L — 23 FORFEHHES IaL— 3>

Molecular Dynamics of Light-Responsive Twistable Membrane Modulators

Reo Kadowaki', Huo Wenting?, Koji Miki2, Kouichi Ohe?, Wataru Shinoda® ('Grad. Sch. Env. Life and
Nat. Sci., Univ. Okayama, >Grad. Sch. Eng. Sci., Univ. Kyoto, *Res. Inst. Interdiscip. Sci., Univ.
Okayama)

Binding free energy shift of Barnase-Barstar complex due to single and double mutations
Kazutomo Kawaguchi, Hidemi Nagao (Inst. Sci. Eng., Kanazawa Univ.)

Molecular Dynamics Study of Potential Inhibitors Targeting VP28 from White Spot Syndrome
Virus in Tiger Shrimp

Fachruddin Hari Anggara Putera, Kazutomo Kawaguchi, Hidemi Nagao (Graduate School of Natural
Science and Technology, Kanazawa University)

MDY 3al—2aril&3iEE 7Y v/N—+ Mur) DEEZAL & 1 + HELER ORI
Analysis of Structural Changes and lon Interactions of the Lipid Flippase MurJ by Molecular
Dynamics Simulations

Keina Murata, Takaharu Mori (Tokyo Univ. of Science)

Investigation of the Reason Why Ornithine Was Excluded from the Proteinogenic Amino Acids
by Quantum Chemical Calculations

Ayato Mizuno', Tomoki Nakayoshi!?, Koichi Kato!?, Akifumi Oda'* ('Grad. Sch. Pharm., Meijo Univ.,
2Inst. Adv. Res., Nagoya Univ., 3Fac. Pharm. Sci., Shonan Univ. Med. Sci., *Inst. Protein Res., Osaka
Univ.)

MD EHEICE 2 2> NI EFEBF v %IV SecY EFME=F— 22/ E VemP & DIEEERRET
Elucidating the interactions between the protein-conducting channel SecY and translocating
VemP via steered MD simulations

Shunsuke Muraoka!, Hiroyuki Mori?, Takaharu Mori! (' Tokyo University of Science, 2Kyoto University)
BFEHHEY I 2L -2 3212& B HaloKbplags B Z > /N7 EDEBHRMFR

Theoretical Study of HaloKbp1a4ss Fluorescence Protein Sensor by Molecular Dynamics
Simulations

Natthanan Kongchu, Shigehiko Hayashi (Grad. Sch. Sci., Kyoto Univ.)

Analysis of water dynamics around antifreeze proteins by molecular dynamics simulations
Shinnosuke Nakamura!, Nao Abe!, Simon Hikiri?, Takuya Takahashi? ('Grad. Sch. Life Sci.,
Ritsumeikan Univ., *Coll. Life Sci., Ritsumeikan Univ.)

A=K Ky bENAMBEREE &EOBEERICEEY % Steered A FEINFES I2L—2 3>
Steered Molecular Dynamics Study of Carbon Dot Interactions with Cancer Cell Membrane
Lipids

Atsunori Yuki (Grad. Sch. Bioinformatics. Ritsumeikan University. Shiga)

KepB L7 OOFIVLRICEFBHERERROT U S > AT F NICBET 3L FEEEEHAR
Conformational ensembles of linear and cyclic glycine peptides in water and chloroform

Koji Umezawa'*?, Yoshiyuki Yamaoka!, Yuzuki Takase!, Rei Kitajima', Jumpei Morimoto?,

Shinsuke Sando® ('Agri., Shinshu Univ., >Grad. Sch. of Sci. & Tech., Shinshu Univ., *Grad. Sch. of Eng.,
Univ. of Tokyo)
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Thermal Modulation of NOMPC Gating Springs in Aedes aegypti: Insights from Comparative
Modeling and MD Simulations

Roberto Carlos Pestana Nobles!, Martin Pavlovich!, YuMin M. Loh!-2, Matthew P. Sul-23,

Azusa Kamikouchi!?, Osamu Miyashita*, Florence Tama'->* (! Institute of Transformative Bio-Molecules
(ITbM), Nagoya University, Nagoya, Japan, >Graduate School of Science, Nagoya University, Nagoya,
Japan, *Institute for Advanced Research, Nagoya University, Nagoya, Japan, *“RIKEN Center for
Computational Science, Kobe, Hyogo, Japan)

Analysis of the Interconversion Mechanisms of “CO-in” and “CO-out” Conformations of
Ferredoxin Using Molecular Dynamics Simulations

Tomoki Nakayoshil->?, Yusuke Ohnishi*’, Hideaki Tanaka®, Genji Kurisu®, Akifumi Oda', Yu Takano?
(Fac. Pharm., Meijo Univ., *Inst. Adv. Res., Nagoya Univ., >Grad. Sch. Inf. Sci., Hiroshima City Univ.,
4Core Facility Center, Univ. Osaka, *Inst. Protein Res., Univ. Osaka)

Distinct Structural Responses of CRY1 and CRY2 to Small Molecule Binding: A Coarse-Grained
Molecular Dynamics Simulation Study

Ajeet Kumar Yadav!, Florence Tama'->3 (! Deaprtment of Physics, Nagoya University, 2ITbM, Nagoya
University, *Riken Center for Computational Science)

Multiscale modeling of spatiotemporal heterogeneity in biomolecular condensates

Eiji Yamamoto', Kento Fujita, Yusuke Takagi?, Youtaro Takeda? ('Dept. Sys. Des. Eng., Keio Univ.,
2Grad. Sch. Sci. Tech., Keio Univ.)

High-throughput virtual screening and de novo design of functionalised nanographenes
targeting the FAD binding site of CRY clock proteins

Ben Cree!, Manami Hayashi2, Masaya Hagai2, Kazuhiro J. Fujimoto?, Hideya Kono*, Kazuma Amaike?,
Takeshi Yanai®?, Kenichiro Itami*, Florence Tama'->? (\Computational Structural Biology Research
Team, RIKEN R-CCS, >Graduate School of Science, Nagoya University, *Institute of Transformative
bioMolecules, Nagoya University, *“Molecule Creation Laboratory, RIKEN)

Temperature-Dependent Conformational Changes of Dengue Virus Envelop protein
Dokainish Hisham, Yoshimasa Takahashi (Research Center for Vaccine Development, NIID, Japan
Institute for Health Security)

DRFUITIVE I VBT O FR— 82— xCT iR OBEHXEREOFF Ial—Yar
Molecular Simulation of Substrate Transport Mechanisms in the Cystine/Glutamate Antiporter
xCT

Ikumi Mizuno, Kei Moritsugu (Grad. Sch. Sci., OMU)

ALS IZ51F 3 SOD1 DEEHE - REBESIAORTH - SHRIEICRT 2 EROER
Computational Insights into SOD1 Conformational Dynamics, Metal Site Reactivity, and Toxic
Mechanisms in ALS

Shun Fujimaki', Shinya Tahara?, Takakazu Nakabayashi2, Norifumi Yamamoto' (' Chiba Tech, >Tohoku
Univ)

D30ON/LOOM R %#FD HIV-1 TATF 7 —EICH T 2FFMEX H =X LDFFER : ZEMBEE
RAxvy N7 — Ui

Unveiling Drug Resistance Mechanisms in HIV-1 Protease with D30N and L90M Mutations:
Residue Interaction Network Analysis

Keidai Yamase (Chiba Tech)

D2-L29/5RR Y V F— LEAFNERICEZHMMEM EX A= A

Molecular Dynamics Elucidation of Mutation-Induced Affinity Enhancement in the D2-L29 VHH/
Hen Egg Lysozyme Complex

Rika Munakata, Motoki Inoue, Takefumi Yamashita (Univ. Hoshi)
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26C. StEEYE  £BETVTEYIaL—2 a3/
26C. Computational biology: Biological modeling and simulation

Za—3)bxy b7 =7 EBVAERD adaptive QMMM AN E

Enhancement of Adaptive QM/MM Approaches for Solution-Phase Systems via Neural
Networks

Hiroshi Watanabe, Takuma Ikeda, Haruyuki Nakano (Dep. Chem., Fac. Sci., Kyushu Univ.)
Engineering Epithelial Layer Structures via Cell Surface Tension Using a 3D Vertex Model
Chayanit Thiticharoentam!, Satoru Okuda? (' Division of Nano Life Science, Kanazawa University,
2WPI Nano Life Science Institute, Kanazawa University)

Discovery of novel inhibitor candidate compounds using accurate in silico screening protocol
Hiroto Terada, Kei Moritsugu (Grad. Sch. Sci., OMU)

Structural dynamics analysis of actin filament formation using molecular dynamics simulation
Kenta Omoto (Grad. Sch. Sci., OMU)

27. IR T - EERAEWSF 27, Mathematical & Theoretical biology

EHIRET CORBEEME X X % Bowtie BB Y T —7

Bowtie-Structured Metabolic Networks Maintain Homeostasis under Fluctuating Environments
Yudai Iyoda!, Chikara Furusawa'2, Yusuke Himeoka! ('Grad. Sch. Sci., Univ. Tokyo, >BDR, Riken)

— MR EHRBICH T INZEBEDFREERE T BRARAARZ Y ZETIVDEE

Tension homeostasis model integrating contradictory mechanical responses in a single cell and
tissues

Yoshihito Sawazaki!, Yohei Kondo?, Naoki Honda'? (\Grad. Sch. Integr: Life Sci., Univ. Hiroshima,
>Grad. Sch. med., Univ. Nagoya)

KREEBHEET N EHVHRBOKER b L XICE#HR

Analysis of Cellular Responses to Cold Stress Using a Metabolic Kinetics Model

Atsuki Hishida', Yusuke Himeoka?, Chikara Furusawa®? ('\Grad. Sch. Sci., Kyoto Univ., >Univ. Biol.
Inst., Grad. Sch. Sci., Univ. Tokyo, 3BDR., Riken)

REARICL I BEFFEOBIEET IV

Gene Guidance by Droplet Gradients: A Theory

Takeshi Sugawara (Center for Data Science, Kochi Univ.)

29. JEF#F - &6 X L 29. Nonequilibrium state & Biological rhythm

BRI GEREES(F IV ATHITTSHY 7 AR Y b

A Walking Soft Robot Actuated by Recursive Inorganic Membrane Dynamics

Ryusei Kubota, Muneyuki Matsuo (Graduate School of Integrated Sciences for Life, Hiroshima
University)

Ro-RTRETICB 2WERT b7 X FORERZRK L1518

Formation and propagation of the density wave by Ciliate Tetrahymena under a Quasi-2D
Environment

Ryuhei Itoh!, Kohei Okuyama!, Ibuki Kawamata!, Marie Tani!, Akira Kakugo', Masatoshi Ichikawa!~
('Grad. Sch. of Sci., Kyoto Univ., >Grad. Sch. Integ. Sci. Life, Hiroshima Univ.)
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30. §1#1,30. Measurements

Development of a Micro-Acoustic Resonator for Micro-Rheological Measurement of
Biomolecular Condensates

Taichi Yoshikawa, Hirotsugu Ogi, Kichitaro Nakajima (Graduate School of Engineering, Osaka
University)

FKFFiEE RV RIRE DNA SBIERTORRE

Development of selective DNA amplification technology by optical method

Ren Saito!, Hironori Sugiyama®, Yoshihiro Minagawa', Hiroyuki Noji':? ('Dep. Appl. Chem., Grad. Sch.
Eng., Univ. Tokyo, >RIPH., Univ. Tokyo, *ELSI., Science Tokyo)

BEB7 > E_ILEBEARTNIUL A7/ A7 2AV-SRGE—S TEEHIR
High-resolution single-molecule structural analysis of nanopore sensing using ammonium
sulfate assisted fabrication

Wataru Tsuchiyal, Lin Liu?, Kyosuke Matsuda', Fan-Yan Wei?, Hirohito Yamazaki*
('Grad.Mech.,Nagaoka Univ. of Tech., >Grad.Sch.Med, Tohoku Univ., 3IDAC, Tohoku Univ.,
4Mech.,Nagaoka Univ. of Tech.)

Vibrational relaxation process of flavin compounds measured by resonance IR method
Minori Yamakawa!, Hirona Takahashi'-2, Konoka Mifune!, Makoto Sakai'-? (! Graduate School of
Science and Engineering, Okayama University of Science, >Faculty of Science, Okayama University of
Science)

Design of nanodiamonds for subcellular thermal manipulation

Daisuke Watanabe!, Yoshie Harada!? (' WPI-PRIMe, Univ. Osaka, >QIQB, Univ. Osaka)
RHEEMEERVAEAAINTY—=FIRINLFT v &1

Oil-free Digital Bioassay with Aqueous Two-Phase Separation

Yoshihiro Minagawa!, Kai Matsumoto', Hiroyuki Noji"2 (\Dept. App. Chem., Univ. Tokyo, >RIPH.,
Univ. Tokyo)

7077 LTIEeR DNABEREX LY —-T 5y bT4—L 1 AT v b Casl2a &b T x
T—EEERICEIC AT L

Programmable DNA-responsive bioluminescent sensor platform based on split Cas12a and
luciferase reconstitution

Figueiredo Diogo'?, Mitsuru Hattori?, Takeharu Nagai'3 (! Graduate School of Frontier Biosciences,
Osaka University, Suita, Osaka, *Department of Biomolecular Science and Engineering, SANKEN,
Osaka University, Ibaraki, Osaka, 3Trans dimensional Life Imaging Division, Institute for Open and
Transdisciplinary Research Initiatives, Osaka University, Suita, Osaka)

HMRANEEXE % AT 5B BER

Non-conductive heat dissipation governs intracellular temperature variations

Masaharu Takarada', Takashi Funatsu?, Kohki Okabe' (! Graduate School of Pharmaceutical Sciences,
The University of Tokyo,, >*Graduate School of Integrated Sciences for Life, Hiroshima University)

31. 8 F 1 X — > % /31. Bioimaging

Development of a Homo-FRET-Based Approach to Monitor Protein Conformational Changes
Tomoya Mukai', Yasushi Okada'?? ('Grad. Sch. Sci., Univ. Tokyo, *Grad. Sch. Med., Univ. Tokyo,
3Kobe Inst., Riken)

HREEANA -T2 ITDEOD, FBEREBRTEIXM v F L ITHREHX L NIEDORE
A green fluorescent protein reversibly photoswitched by blue and teal light for multiplexed
imaging

Ryohei Ozaki-Noma, Tetsuichi Wazawa, Kazunori Sugiura, Takeharu Nagai (SANKEN, The Univ. of
Osaka)
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BINOFINFRDOL —H — ANy VIVEICL B MEORRILICE L - BB ORER

Searching for Optimal Exposure Time for Visualization of Blood Vessel of Chicken Egg During
Incubation Using Laser Speckle Imaging Method

Hiroki Tamura'!3, Tetsuhito Suzuki®, Keiichiro Shiraga'-’, Naoshi Kondo', Yuichi Ogawa® (! Graduate
School of Agriculture, Kyoto University, *Distinguished Doctoral Program of Platforms (WISE), Kyoto
University, 3JSPS Research Fellowship for Young Scientists DCI, *Graduate School of Bioresources, Mie
University, SPRESTO, JST, ®Department of Medicine, Hyogo Medical University)

XY AR =7 KB L F-&mE AFM X % v F— DF%

Development of a high-speed AFM scanner with reduced XY crosstalk

Sora Nishida!, Kenichi Umeda?, Noriyuki Kodera? ('Grad. Sch. Math & Phys., Kanazawa Univ., *WPI-
NanoLSI, Kanazawa Univ.)

Correlation Analysis of Intracellular Temperature Heterogeneity and Subcellular Structures
Keisuke Fujita!, Yoshie Harada!? (\WPI-PRIMe, Univ. Osaka, >*QIQB, Univ. Osaka)

BERET 1 —T Ty F L ILTIHETFEREEAVLBERBEONRTF NI U A EBORRIL
Visualization of peptidoglycan layer of gliding bacteria by using quick-freeze deep-etch replica
electron microscope

Yuhei Tahara'-2, Makoto Miyata? (\Grad. Sch. Eng., Osaka Metropolitan Univ, >Grad. Sch. Sci., Osaka
Metropolitan Univ)

EFEBBEICHTIERHA : VY7 BREEALD

Complex Observation in Electron Microscopy : Surpassing the Scherzer Limit

Kuniaki Nagayama (Science Communication Laboratory LLC)

Non-invasive Evaluation of iPSC-derived Cardiomyocytes Using Deep Learning

Taishi Kakizuka'?2, Taro Ichimura?, Takeharu Nagai'-? (\SANKEN, Univ. Osaka, >*OTRI, Univ. Osaka)
75+ STED & HESBERBEOHAEHEICLD, HMAALSMBAOESEDREEA
Observation of cell cycle and fine structures by using the combination of confocal and Infrared
STED microscopy

Kaoru Katoh'23, Totai Mitsuyama'? ('ExCELLS, National Institutes of Natural Sciences, >AIRC, AIST,
3SIGMA, Univ Tsukuba)

High-speed in-line force mapping - imaging of mechanical properties from microtubules to
bacteria

Christian Ganser', Shigetaka Nishiguchi?, Feng-Yueh Chan?, Takayuki Uchihashi'? (' National
Institutes of Natural Sciences, Exploratory Research Center on Life and Living Systems, *National
Institute of Advanced Industrial Science and Technology, Department of Life Science and Biotechnology,
3Nagoya University, Department of Physics)

32. N F#IT > =7 > % /32 Bioengineering

Fabrication of Periodic Inorganic Nanoparticles Using a Fusion Protein of Dps and Nanofiber-
Forming Peptide

Mitsuhiro Okudal->3, Gabriela Pretre?? ('Meiji Univ., 2CIC nanoGUNE, 3Komie Corp.)
KRS8 T 7= R R T OB 5

Development of Solution Exchange Technology for Controlling Selection Pressure
Nanato Takaso!, Yoshihiro Minagawa', Hiroyuki Noji'? (\Graduate School of Engineering, The
University of Tokyo, *Research Institute of Planetary Health (RIPH), The University of Tokyo)
XX U-MNERERE L LT IVALHR ORI T

Characterization of contractile behavior of artificial muscle gel incorporating Kinesin-
Microtubule networks

Shuichi Ishino (JAIST)
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3Pos217  HMRAEICH T BEEFSFH S LEIERBEDHK E ZTDEA
Film-like biomolecular structures at the oil-air interface and their potential application
Daichi Tominaga!, Shogo Hamada?, Yusuke Sato' (!Grad. Sch. Com., Kyushu. Inst. Tech, >Grad. Sch.
Com., Inst. Sci. Tokyo)

34. Miscellaneous topics % Dfth,34. Miscellaneous topics

3Po0s218 The Role of Fluid Dynamics in Active Phase-Separating Systems
Charu Datt'?, Jonathan Bauermann®3, Nazmi Burak Budanur?, Frank Julicher’ (' Department of
Mechanical Engineering, Keio University, >2Department of Physics, Harvard University, *Max Planck
Institute for the Physics of Complex Systems, Dresden)

3Pos219 OptoChaperone — A biohybrid tool for regulating protein condensates in cells and in vitro
Thanh Tuan Do, Motonori Matsusaki, Soichiro Kawagoe, Hiroyuki Kumeta, Tomohide Saio (Division
of Molecular Science (Saio's Lab), Institute of Advanced Medical Sciences, Tokushima University,
Tokushima, Japan)

3Pos220 Attenuation of TDP-43 proteinopathy by graphene quantum dots in amyotrophic lateral sclerosis
Yunseok Heo, Yuxi Lin, Young-Ho Lee (Korea Basic Science Institute)
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Fujita, Chinatsu (J H %)
Fujita, Eri (B FE3E)
Fujita, Hideaki (8 FH %)
Fujita, Keisuke (% H )

Fujita, Kento (% H #NA)

-S202 -

1SHA-2
1GI1002
1EA002
3Pos122
1EE002
2SJA-3
1GHO009
3Pos165
1Pos161
1P0s039
1Pos127
2P0s005
1YK1030
1GJO11
3Pos051
1SAA-3
2Pos129
2Pos175
2Pos038
2Pos131
3Pos102
2SGP-5
2SGP-6
1Pos117
1GG006
3Pos183
1P0s066
1SGA-5
3Pos180
1Pos180
3Pos075
2SDA-4
1SJA-4
1Pos156
1SBA-4
1GI003
2Pos128
2Pos130
2P0s201
3Pos123
1EC001
1GC006
3SFA-6
1GGO001
1GG003
1MSJ-7
2Pos104
3Pos089
1Pos216
1GJ006
3Pos208
1GHO11
3Pos179



Fujita, Nozomi (B 7 5%)
Fujita, Suguru (#§ M 5i)

Fujita, Yuichi (% H #i—)
Fujita, Yuya (% H HEH)
Fujitsuka, Kenji (FRI% 1K)
Fujiwara, Daisuke (B i KAf7)
Fujiwara, Tkuko ()5 #il-1-)

Fujiwara, Kazuo (5 F15%)
Fujiwara, Kei (#EJ5 B2)

Fujiwara, Koki ()& 5A %)
Fujiwara, Mai ()5 k1<)
Fujiwara, Satoru (& it 1)
Fujiwara, Shin-ichi (#§J5{ f#i—)
Fujiwara, Takaaki (BEJ5l #%2)

Fujiwara, Takahiro

Fujiwara, Takahiro ()5 %)
Fujiwara, Takahiro K

Fujiwara, Takahiro K (5 X 72)
Fujiwara, Takahiro K. (B85 #0%)

Fujiwara, Yuichiro ()5 #fi—Kf)
Fujiyabu, Chihiro (## T-%3)

Fujiyoshi, Satoru (& 75 BE)
Fujiyoshi, Yoshinori (#75 4F-HI)

Fujuwara, Toshimichi (5 i)
Fukagawa, Tatsuo ({4)I] HL)
Fukai, Yohsuke T

Fukamachi, Shuya (Z2H] 52HB)
Fukamizu, Akiyoshi (/K W3
Fukatsu, Takema (i K 55)
Fukuda, Akihiro (ffi i 1K)
Fukuda, Ayaka (& H ¥ 3E)
Fukuda, Hiroto (1 Hl K1)
Fukuda, Masahiro

Fukuda, Masahiro (i H £ 54)

Fukuda, Shingo (fi H E:4f)
Fukuda, Sotaro (& H S KHR)
Fukuma, Takeshi

1Pos189
2SCA-1
1Pos009
2Pos165
2SGP-1
1Pos006
1GB006
2P0s038
1Pos068
1Pos091
1P0s092
1P0s093
2Pos090
3Pos024
2SKP-3
2Pos155
1GG006
2Pos181
IMSH-4
2Pos173
1Pos001
1Pos011
2SGA-3
1P0s096
1P0s098
1EC003
1SHA-4
1GF002
1P0s089
1Pos113
1Pos123
2Pos129
2Pos131
2SGA-6
2SBA-4
1Pos002
3Pos055
1Pos060
2SAP-2
2SFA-4
1GA003
1Pos149
1Pos074
2SJA-5
1Pos046
3Pos122
1GI1004
1GI005
2Pos006
3Pos121
1Pos076
2Pos102
1P0s095

Fukuma, Takeshi (&[] il 1)

Fukumoto, Akihisa (fi4< SEA)
Fukunaga, Hiroki (fii7k #i8)
Fukunishi, Yoshifumi (P4 & 3)

Fukuoka, Hajime (& i £l)

Fukushima, Shun-ichi (&5 £ —)
Fukute, Jumpei (f& T #F)
Funahashi, Toshiya (fiiff 22 1)
Funatsu, Takashi (i =i&)

Furihata, Hirotake (P& HE K 1%)
Furuike, Yoshihiko (ilith 3%%)

Furukawa, Sachika (77 /1] 3££E)
Furuki, Tomohiro (& A %K)
Furumoto, Hiroko (i57C *L1)
Furusawa, Chikara (27 JJ)

Furusawa, Takumi (78 #i5)
Furuta, Akane (7 FH )
Furuta, Ken’ya (v FH @)
Furutani, Yuji (7% #i5i)

Furutani, Yuji (4 # #l)
Furuya, Moeno (i %+ #i79)
Fusamae, Sawa (5 Al fiEF11)
Futamata, Hiroyuki (=3 #1.2)

Fuzisawa, Miina (FE i &\ 72)

Fissler, Reinhard

Galindo, Luis Javier (Galindo Luis Javier)
Ganser, Christian

-S203 -

2SHP-7
1Pos199
1GD009
2P0s200
1Pos180
2Pos181
1GJ008
2Pos076
2Pos084
2Pos100
2Pos103
3P0s092
1GGO012
ISEA-6
3SBA-4
1EB005
3Po0s203
1P0s049
3SAA-5
1Pos024
2P0s020
2Po0s023
2P0s026
1GA010
2Pos153
1GEO012
2SHA-4
2Pos194
3Pos146
3Pos190
3Pos192
3Pos150
3Pos074
3Pos074
2SJA-3
1GG007
1GI004
1GI006
1GI010
1Pos046
1Pos145
2Pos142
2Pos145
3Pos122
3Pos140
3Pos094
1Pos017
2Pos196
3Pos103
1Pos120
1EC003
1Pos125
3Pos213

Xopu| sweN




Gentaro, Yokoyama (B L1 {5 KH)
Gerle, Christoph (57— L 7 1) A +7)
Giannone, Gregory

Gibo, Shingo (& HE)

Gingeleit, Lukas (Gingeleit Lukas)
Ginter, Taren (¥ > ¥ — 7— L V)

Goda, Keisuke

Goda, Keisuke (& H F£4M)
Goda, Natsuko (& H Z#81)
Gomibuchi, Yuki (TLBEH 1)
Gomibuti, Yuki (ZLM3H HI )
Gondhalekar, Riddhi Prashant
Gong, Ya-Chen (¥ TijE)
Gono, Asahi (357 81 H)
Goto, Yuhei (f2# #F)
Goto, Yuji (F21§ #il2)

Goto, Yuna (41 $23%)

Grenci, Gianluca (Grenci Gianluca)
Gu, Yuzhong (i 1)

Gunji, Erika (7] #3H4E)

Guyot, Constantin (Guyot Constantin)
Gwangrog, Lee

Ha, Trong Thang

Hada, Masashi (*J H Ew])

Haga, Kei (358 £)

Haga, Kenya (J5 8 fetl1)

Haga, Takehiko (35 FlZ)
Hagai, Masaya

Hagino, Katsumi (K )
Hagiri, Yuki (FYJ 4 )

Haida, Riki (K FH 5i3%)

Hall, Malgorzata (Hall Malgorzata)
Hamada, Masako (&1 H7)
Hamada, Michiaki (£ &)

Hamada, Riku (JE{FH BE2%)
Hamada, Shogo

Hamada, Shogo (% H &)
Hamada, Shota (& H [ K)
Hamada, Tsutomu (& H 1)
Hamada, Yuta (78 H 1&K)
Hamaguchi, Sota (JH I & K)
Hamaguchi, Tasuku (V& 1 #)
Hamaoka, Kazuko (#Z ] IZ 1)
Hanabusa, Katsuaki (3 52H)
Hanano, Ai ({E¥7 %)

Hara, Masahiko (Ji 1E/%)
Harada, Atsuki (J5H &4E)
Harada, Kosei (J5H HE4E)
Harada, Ryuhei

Harada, Ryuhei (J5{H F&F)

3Pos034
3Pos070
1SHA-3
3SJA-5
IMSG-5
1GG001
1GG003
2Po0s210
3SGA-2
3Pos014
2Pos095
2Pos105
1GC006
2SBP-2
3Pos107
3SHA-5
2Po0s042
3Pos040
3Pos048
1SIA-2
1GA008
2Pos014
1P0s038
2SKA-5
1GA007
1SEA-4
2Pos001
1Pos111
2Pos044
3Pos180
1Pos154
1GCO005
3Pos156
2Pos138
2Pos128
2Pos163
3Pos034
3HL1100
1EA004
3Pos217
3HL1015
2P0s220
2SGA-1
2Pos156
3Pos066
1Pos083
3Pos024
2Pos031
1Pos056
1P0s205
1GG008
1EE004
1GHO003

Harada, Yoshie (Ji H B )

Harada, Yoshihisa (J5U I Z&A)
Haraguchi, Takeshi (&0 ®1)
Harashima, Takanori (J5{ /5 531&)

Harata, Masahiko (X 2 %)
Haruna, Ryusei (54 #AiE)

Hasan, Md Al Mehedi

Hasegawa, Aiko (B3I BT)
Hasegawa, Kodai (%11 #iLK)
Hasegawa, Yoshito (41 #&A)
Hashiguchi, Takao (11 F&4k)
Hashimoto, Satoshi ({45 &)
Hastewell, Alasdair (Hastewell Alasdair)
Hasunuma, Tomohisa GE{& FXA)
Hata, Soichiro

Hatakeyama, Jumpei

Hatakeyama, Tetsuhiro S. (& [l 5 5¢)
Hatanaka, Ryo (i %)

Hatazawa, Suguru (/% H.)

Hatori, Kuniyuki CFE ¥ HI)
Hatsuda, Tetsuo (F]H ¥ 5)

Hattori, Mitsuru (JIRB {if)

Hattori, Motoyuki (k&8 $:2)
Hattori, Nanako (kB £ 437
Hayakawa, Masayuki (\)1] Hi:2)
Hayashi, Fumio (#f 515%)
Hayashi, Fumio (#k 3C5%)

Hayashi, Gosuke (& Fl41)
Hayashi, Kumiko (b A1)

Hayashi, Manami
Hayashi, Masahito (% E.\)

- S204 -

1P0s020
1Pos172
1Pos184
2Pos179
1SCA-3
3SJA-6
1GJ006
2P0s068
3P0s200
3P0s208
1GD012
1Pos151
2SEP-3
1Pos073
2Pos213
2Pos049
2P0s210
3Pos012
3Pos028
2Pos183
2Pos031
2Pos013
2SGA-4
IMSG-7
2Pos210
3SBA-1
3SFA-4
1GA001
2SAP-3
1Pos213
3SJA-5
1GJ005
2P0s038
2Po0s212
3P0s202
1Pos114
2Pos142
2SEP-7
1Pos133
3SIA-7
1Pos112
2SHA-3
2SIP-1
1GD012
1GEO012
3Pos180
2P0s090
2Pos152
2Pos156
2Pos157
2Pos158
3Posl51
3Pos152



Hayashi, Seiichiro (#k B—H[)

Hayashi, Shigehiko ($f HEZ)

Hayashi, Taiyo (#k Z%%)
Hayashi, Tomohiko (£ %/Z)
Hayashi, Toshifumi (¥f #230)
Hayashi, Yohei (f #£F)
Hayashida, Yukihisa (FkHH 32 A)
Hazama, Takayoshi (f& F5)
Heb, Shan (Heb Shan)

Heidebrecht, Christopher
Hemmi, Fumika (3% 5 SCF)
Hengphasatporn, Kowit

Heo, Yunseok

Heo, Yunseok (7 fofiH)
Hess, Henry

Hibi, Reika ( H Lt 143)
Hibino, Emi (H [ #£3%)

Hibino, Kayo (H [LEF £1%)
Hibino, Masahiro ( H L% BU#)
Hidaka, Naoki (H 7 ELAS)

Hidaka, Naoki ( H ¥ L)
Hidaka, Takuya (H # #itl)
Hidaka, Yuji (H # Ht—)

Hidayati, Lisna (& Y 7 4 1) 2 7)
Higashi, Koichi (3 Jt—)

Higashi, Sayuri G /NE &)
Higashihara, Taisei (& KJ%)
Higo, Junichi (FE# NH—)

Higuchi, Kosei (5l 71 5 52)
Hijikata, Atsushi (-5 % 7))
Hijikata, Hiroko

Hijikata, Reiji (1:77 fLiid)
Hikiri, Simon (H& B Z2f7)

Himeoka, Yusuke (4[] #41)

1SJA-4
2Pos016
3SBA-4
1GHO010
3Pos043
3Pos050
3Pos172
1GC003
1Pos063
3Pos037
3Pos062
2Pos105
3HL0930
2P0s005
1YK1030
1MSE-2
2Po0s218
1EE004
2Pos179
1Pos005
3Pos220
2Po0s093
2Pos152
2Pos019
3Pos014
1MSJ-1
3Pos132
2Pos084
3Pos093
2Pos157
1EB003
1P0s025
2Pos015
1Pos088
2SAP-5
2P0s062
1YK0945
2SDA-4
3Pos104
1Pos173
1Pos182
2Pos146
3Pos131
1P0s098
2Pos019
1Pos168
1Pos171
1Pos173
1Pos174
1Pos175
1Pos182
3Pos173
2SKP-7

Hinoguchi, Akiko (fi:Z 1 #£7)

Hinuma, Shuji (H ¥ JH &)
Hirai, Fumi (*F-J: 2E5)
Hiraiwa, Eri (CF7 )
Hiraiwa, Tetsuya

Hiraizumi, Masahiro (*F-3 ¥{f%)
Hiraka, Kentaro (P8 &K ER)
Hirano, Atsushi (CF- )
Hirano, Ken (*F-%F #F)

Hirano, Minako (P 5437

Hirano, Taichi CF¥f K—)
Hirano, Takashi

Hirano, Yasuhiro CF-¥ Z854)
Hirano, Yu CF¥F )
Hirasawa, Rin (*F-3# #1¥)
Hirata, Hiroaki (°F-H Z:J&)

Hirata, Syuzo (*F-H 157%)
Hirata, Yusaku (*F-H &)
Hiratani, Ichiro (-4 FH )
Hiratsuka, Yuich (3% #i—)
Hiratsuka, Yuichi ("% #i—)
Hiroaki, Hidekazu

Hiroaki, Hidekazu (B&H] 75—)

Hirohata, Taiki (& & KHE)
Hirokane, Sora (F&3ft 22)

Hirokawa, Yuna (&I H1%%)

Hirono, Moritoshi (R 2 <752)
Hirooka, Naoya (J4 ] 1)
Hirosawa, Koichiro (% 3% — )
Hirosawa, Koichiro M (Fi% 32— )
Hirosawa, Koichiro M. (&% 3z —)
Hirose, Kenzo (il #lfi)

Hirose, Kouta (&l Zhik)

Hirose, Mika (F&ii A 2H%)

Hirose, Yuu ()i i 1)

Hirota, Toru (Jis H %)

- S205 -

2Pos192
1YK0915
2Pos194
3Pos190
3Pos192
1P0s203
1P0s204
1GF001
IMSG-1
2Pos197
1EA004
IMSF-3
2Pos001
2Pos153
1Pos157
1Pos138
1Pos141
2Pos146
3Posl110
3Pos138
3Pos139
2Pos118
3SBA-1
1Pos060
IMSH-6
ISBA-1
1Pos216
3Pos075
1EB0OO1
2Pos017
1MSJ-2
3Pos067
3Pos071
2SKA-4
2Pos019
3Pos014
1GC012
1GG010
1GC005
3Pos119
2Pos168
2SDA-4
1EC003
1GF002
1GGO11
2Pos140
1GA003
2Pos004
2Pos071
3Pos003
1P0s006
2Pos128
1P0os060

Xopu| sweN




Hirota, Tsuyoshi (% %)
Hiruma, Takahisa (JL5 [ & A)

Hiruta, Yuki (BEHT 5348)
Hisabori, Toru (A3 )
Hisada, Toshiaki (A HI f£H])
Hisamoto, Yoko (AR 1)
Hisatomi, Osamu (A& 15)
Hisham, Dokainish

Hishida, Atsuki (3£ H {i#l)
Hishida, Mafumi (22 H FL5)
Hiyama, Miyabi ($8 11 & %> T")

Hizukuri, Yohei (M1 #£°F)

Hizume, Kohji (H &% J&if)
Hoff, Wouter D. (Hoff Wouter D.)
Hoffmann, Christian

Hojo, Hironobu (AbA5 #i13)
Hojo, Nozomi (L% )

Holger, Flechsig (Holger Flechsig)
Homma, Masato (4[] KF)
Homma, Michio (4[] 18 5%)

Homma, Sakura (A ff] & < 5)

Homma, Yuki (4[] f#£3%)
Hommma, Michio (4[] & 7%)
Honda, Gen (A& H %)

Honda, Hajime (8% JC)

Honda, Naoki (4<H EA8})
Honda, Yuna (A H #%%)
Hondou, Kazuki (48 1)
Honjo, Emi (43§ F3%)

Horade, Mitsuhiro (il i Sti)
Hori, Kensei (& 3E3%)

Hori, Sayaka (3 {$HBE)
Horiguchi, Shuhei (i 1 15°F)
Horiguchi, Shuhei A. (Jiit [T 15°F)

Horii, Takuto (Jii 3 #%%)
Horikawa, Akio (3 /1] ftot)
Horinouchi, Shinya (Ji / Pl 1H 1)
Horitani, Masaki (4 1E48)
Horiuchi, Atsushi

Horiuchi, Kota (Y& #EK)

Horiyama, Takashi (3 L #5)
Horonushi, Dan (3 #%)

1SGA-2
1Pos018
2Pos030
2Pos212
IMSG-4
2SFP-4
3SJA-1
1SEA-5
3Pos181
3Pos192
1GA010
3SBA-2
3SBA-9
2Pos028
2Pos164
2SAP-1
1GI003
2SGA-3
1EC003
3Pos055
2SDP-1
2Pos067
1Pos183
1Pos045
2Pos071
2SAA-5
2Pos007
3Posl61
3Pos101
2Pos075
1Pos099
1P0s068
1Pos091
1Pos093
3Pos191
3P0s096
3HL1100
2SHP-6
3Pos082
3Pos067
2P0s066
2SFA-4
2Pos192
1YK0915
2SFA-2
3Pos009
3Pos089
3Pos023
2SJA-4
2P0s023
2Pos026
2Pos007
1Pos100

Hoshida, Masayuki (£ H B47)
Hoshina, Hiromichi (fF 2238)

Hoshino, Masaru (£ K)

Hosoda, Hiroshi (I H #¥])
Hosoda, Kazufumi Gfil F —52)
Hosoi, Haruko (fi3}: I§¥)
Hosokawa, Chie (#l)I] F-#%)

Hosokawa, Yuhei (}ll)I] #E~F)

Hososhima, Shoko (il &5 ZH1-)

Hotta, Akitsu (i FH Fkidt)
Hou, Yuge

Hsieh, Chia-Lung (#f ££5E)
Hsu, Wei-li

Huguenard, John R.
Hukuda, Akiya (i FH i)

Hukuda, Makoto (& FH #%)

Humbel, Bruno M. (Humbel Bruno M.)
Husna, Syamil MA

Huynh, Allen

Hwang, Kwang Yeon

Hyeokjin, Cho

Ibanez, Rosario (Ibanez Rosario)
Ichida, Hikaru (Tl H Jt)

Ichihashi, Norikazu (i1 1A4—)

Ichikawa, Aoi (Tl %)
Ichikawa, Masatoshi

Ichikawa, Masatoshi (1)1l TEf)
Ichikawa, Takehiko (TiJIl H:E)
Ichiki, Takanori (— A P i)
Ichimura, Taro (T4 FEA:)

- S206 -

1Pos102
1Pos103
1Pos068
1Pos144
2Po0s058
3HL1130
2Pos014
3Pos015
3Pos016
3Pos017
3Pos119
2Pos122
2Pos021
1SCA-7
3SIA-6
1Pos112
1Pos007
1Pos127
2Pos133
1YK1115
1SGA-6
2SJA-3
1Pos142
1Pos146
2Pos141
3Pos142
1SFA-5
1GF004
2SJP-5
1GA007
3Pos122
3Pos138
3Pos139
2Pos180
2Pos138
1GB005
1GA007
2SKA-1
2SKA-5
2Pos091
2Pos067
2SKP-5
1GJOO01
1Pos150
1Pos154
1Pos158
2Pos111
2P0s093
3Pos195
1Pos199
1Pos035
1GGO012
3Pos211



Ide, Satoru (JF- T+ )

Ide, Toru (F-H )

Igarashi, Manabu (1.1 & %)
Igarashi, Ryuji (F.1 & H#E{H)
Tgarashi, Shoma (7. J& 1%5%)
Thara, Masaru (GFJ& )

lida, Kei (8K BE)

Tida, Ririka (SH #]%4%)
Tida, Ryuki (8 H #El)
lijima, Kohei (fil #1F)
Tijima, Mikuru (88 33%)
Tijima, Yoshie ({5 E.{TL)
Tino, Ryota (fR¥F 5&K)

Tino, Yuichi (fi(¥F E—)
Tinuma, Kaito (78 )
Tizuka, Ryo (3% 15)

Tjuin, Ayako (4 FE #1)
Ikeda, Hisako ({thFH 7 7-)

Tkeda, Kazuho (JthHH —7FE)
Ikeda, Keisuke (fthH /)

Tkeda, Masato ({2 FH 1)

Ikeda, Takuma (jth FH 5

Ikeda, Yoshihisa (itsH1 #A)
Tkegami, Akiko (#th I &)
Tkeguchi, Masamichi (jth [T i)
Tkeguchi, Mitsunori (7217 i)

Tkenoue, Tatsuya (2 I 3%#k)
Ikeuchi, Kazuna ({th P9 —%%)
Tkeuchi, Masashi (/N E7)

Ikeuchi, Yoshiho

Ikeya, Teppei (it & $k5%)

Tljima, Masumi (f{(I% 7 E)
Im, Dohyun (#f F4%)

2SAP-5
2P0s062
1YK0945
2Pos146
3Pos110
3Pos138
3Pos139
2Pos167
1GJ010
1Pos017
2Pos169
1Pos027
1GF012
1Pos017
2Pos215
2Pos024
2Pos039
2SEP-3
1Pos010
1Pos073
1Pos076
1Pos153
3Pos073
2SDP-2
3HL0915
3SGA-5
1GCo013
2Pos218
1GC004
3Pos122
1Pos079
2SIA-1
2Pos110
2SDA-4
3Pos186
1GCo012
1GA003
3Pos024
2SFP-6
2Pos162
2Pos164
2SIA-2
3SEA-2
2Pos110
1P0s056
3SJA-7
1GF004
3Pos008
3Pos009
3Po0s025
3Pos037
2Pos046
2SBA-2

Im, Haeri (Im Haeri)
Imada, Katsumi (4~ H B E)

Imada, Ryota (4 H HK)
Imai, Hinano (53 H%5JY)
Imai, Hiroo (5 3 & HfE)
Imai, Kazuki (5 #1H)
Imai, Masayuki (453 1E3%)

Imai, Tomoya (53 &)
Imamura, Hiromi (54} 1EL)
Imamura, Hiroshi (54 &)
Imamura, Kayo (51 &%)

Imamura, Saki (54 WeFi)
Imaoka, Waren (4[] F158)
Imasaki, Tsuyoshi (41 Fill)

Imashimizu, Masahiko (57K IEE)

Imayoshi, Ttaru (57 %)
Imura, Tomoki (F#AT 1)
Inaba, Kenji (%2 #K)
Inada, Kazuki (Fifi HH —#f)
Inagaki, Kenji (ffifd &)

Inagaki, Naoyuki (FiH 15..2)

Inagaki, Shigenori (FGEYH Hi4H)
Inagaki, Tomomi (Fii$H 415%)

Inaki, Mikiko (Ffi7R E42F)
Inokuchi, Miyu (F:11 AHE)
Inomata, Kohsuke (J& /% 5%41)
Inomata, Kousuke (J& /% 341
Inomata, Naoki (&% 1E4:)
Inomata, Risa (J# /1% HEWE)
Inose, Tomoya (3 i 4 1i1)
Inoue, Akitoshi (F-_I. BH{%)

Inoue, Asuka (- I R ES)
Inoue, Daisuke (F_L KM

Inoue, Kanta (F I~ #K)

Inoue, Keiichi (3 I F2—)

- 8207 -

2Pos041
1GF012
1P0s080
1Pos118
2Pos071
3Pos007
3Pos077
1Pos041
3SBA-7
1GI005
2Pos046
1GG001
1EDO001
1Pos111
1Pos109
3Pos007
2Pos148
2Pos045
3Pos003
2Pos066
1Pos029
2SHP-7
2P0s058
3Pos059
3SHA-1
1Pos007
2SHP-6
2Pos139
1GA004
1GA006
2S1P-5
1Pos193
2SEA-5
2Pos134
3Pos133
3Pos060
3Pos125
3Pos008
3Pos009
1SDA-1
3Pos051
3Pos059
1GA009
2Pos004
2P0s096
2SFA-1
3Pos089
1GA004
1GA006
1SGA-4
1GI002
1GI004
1GI007

Xopu| sweN




Inoue, Masao (3L HfEER)
Inoue, Masatoshi (1. E41&)
Inoue, Masayo (3 I % i)
Inoue, Motoki (Ff_1= JTk)
Inoue, Rintaro

Inoue, Rintaro (3 I fii A ER)

Inoue, Sara (FF 1 #F )
Inoue, Sei (I i)

Inoue, Takanari (Ff I 24:)
Inoue, Yusei (JI-_F f&58)

1GI009
1Pos125
1Pos128
1Pos130
2Pos126
3Pos121
2Pos164
3Pos122
2Pos122
3Pos185
1SAA-1
IMSH-6
1GB007
1GB009
1Pos019
1GH002
1Pos165
3Pos078
2Pos069

Inoue-Kashino, Natsuko (Jf- . (ET-8F) %1

Inui, Shinnosuke (¥ 18241
Inukai, Shino (K:f $£7Y)

Iseki, Mineo (fJFBH W&4E)
Iseki, Toshihiro (- %)
Ishibashi, Kenta (£ 4 1K)
Ishibashi, Tomoki (4145 B#)
Ishida, Hisashi (41 H i)
Ishida, Koki (£7 H1 #5:%)
Ishida, Tsubasa (f7 H )

Ishihara, Naotada (f1 )5 15 )
Ishihara, Naoya (1 it W 75)
Ishihara, Takaya (f1)5 #:H1)
Ishii, Hiroto (713 #A)

Ishii, Kunihiko (13 #5%)
Ishii, Yoshitaka (£33 %)
Ishijima, Akihiko (i 5 k%)

Ishikawa, Daisuke (£1 )11 Kl
Ishikawa, Hiroki (f1)I] ##1)
Ishikawa, Shion (£7/11 52 J&)
Ishikawa-Fukuda, Moe (£1)1] 1)
Ishikita, Hiroshi (43t 9%)

Ishimori, Koichiro (1% i —HF)

1Pos139
3Pos054
1GI007
1Pos124
3Pos051
1Pos121
3Pos074
1Pos196
1Pos059
2SFA-2
2Pos084
2Pos157
2Posl11
1Pos018
2Pos111
1GD002
1GF010
1P0s205
3SEA-1
1GJ008
2Po0s076
2Pos084
2Pos100
2Pos103
3P0s092
1Pos056
1EC003
1GB005
1Posl16
2SJA-1
1GI1004
3Pos122
1GF009

Ishimoto, Naito (41 4 [Ef&1)

Ishino, Shuichi (f1%f 75—)
Ishitani, Tohru (Fi %+ K)
Ishiwata, Hitoshi (F1 i %)
Ishiwata, Shin'ichi (£17% 15 —)
Ishizaka, Masato (£ 8 \)
Ishizone, Tsuyoshi (F1 & #R 5%)
Islam, Md. Din

Iso, Naoki (5% 1)

Iso, Tomomi (B8 1 i)

Isobe, Noriyuki (&8 #C..2)
Isogai, Yasuhiro (7% H #%5A4)

Isojima, Hiroshi (55 Jiv)
Isono, Yukiko (F&¥F #i1)
Itami, Kenichiro

Ito, Ai (FHiE %)

Ito, Akiko (ffHii§ 1)

Ito, An ({71 %)

Ito, Chizuru (1§ T-45)
Ito, Keisuke (U #uffi)
Tto, Kohji (1§ =)
Ito, Shingo (13 B &
Ito, Shinya (/i s 41)
Ito, Shota (71 #K)
Ito, Sohei (f/Hiif A1)
Ito, Soshi

Ito, Sosuke ({77 Al#H)
Ito, Takashi (fJt/ F%)
Ito, Takuya (f//H Fi4i1)
Ito, Yudai (i f&K)
Tto, Yuki (f/H/E #i )
Tto, Yuma (/i 16 E.)

Tto, Yutaka ({FE F&)

Ito-Miwa, Kumiko (Z¥i (1) AZET)
Ito-miwa, Kumiko (fFHEE (=) A%KT)

Itoh, Ayaka ({7t #7)
Itoh, Ryuhei (f//i§ HE°F)
Itoh, Satoru (71 BE)

Itoh, Satoru G (f}Hi %)
Itoh, Thoma ({7 4 15)

- S208 -

1Pos005
2Pos005
1YK1030
3Pos216
2SFA-6
2SJP-6
1Pos216
1MSG-5
2SAA-5
1GA007
2P0s220
1GBO11
3SFA-3
3SBA-7
2Pos148
1Pos071
2Pos016
3Pos180
2Pos060
1GG007
1Pos145
1SJA-4
1Pos079
1GCO013
1Pos151
2Pos187
2SCP-7
1GHO001
1SJA-4
1GF004
1ED003
3SBA-9
2Pos011
2Pos003
1Pos167
1GI1004
1GI010
1Pos145
2Pos142
2Pos145
3Pos122
3Pos140
3Pos008
3Pos009
3Pos025
3Pos037
3SJA-4
2P0s026
3Posl18
3Pos195
2Pos178
2Pos176
1Pos194



Itoh, Toshiki (T 4}
Itoh, Yuji (i &

Itoi, Tatsuya (R 3E8K)
Ttoki, Satomi (A K %53€)
Iwadate, Yoshiaki CAAG &F-HT)

Iwai, Kazuhiro (& —%%)
Iwaki, Mitsuhiro (75 3% J672)

Iwakiri, Mikage (78 #55%0)
Iwamoto, Hiroyuki (7 4% #1:2)
Twamoto, Koji (54 % F])
Iwamoto, Masayuki (75 4% H.3%)
Iwano, Kazuya (‘& 5 F1i%)
Iwano, Satoshi

Iwanski, Malina

Iwao, Yuya (#% #itk)

Iwasa, Kantaro (‘71 EKH)
Iwasa, Mitsusada (75 1% 72 )
Iwasaki, Hikaru (7515 Jt)
Iwasaki, Kanako (&1 Z51)
Iwata, Seiya

Iwata, So (& H #8)

Twata, Tatsuya (71 H )

Iyoda, Yudai (f/HELH #1K)
Izuka, Takao (S35 Eh/E)

Jang, Sung-Soo

Jarin, Zack

Jeckel, Hannah (Jeckel Hannah)
Jeon, Juhyeong

Jeongmin, Yu

Ji, Ruigeng (fc 5 &)

Jia, Tony Z. (¥ ¥ — F=—X 1)
Jiang, Haiyang (Jiang Haiyang)
Jiang, Hanting (1% #i%)

Jinno, Masafumi (Fi % % 30)
Jinnouchi, Ryosuke ([ A 5 4iL)
Jo, YoungJu

Joris, Vasco (Joris Vasco)

Julicher, Frank

Jung, Jaewoon (Jung Jaewoon)
Jung, Jaewoon (¥ #sH)

Jung, Kwang-Hwan (Jung Kwang-Hwan)
Kabashima, Yoshiyuki (1 #£/1)
Kabayama, Sukehiro (HE1Ll & K)
Kabir, Arif Md. Rashedul
Kadowaki, Reo (M 159%)
Kage, Azusa (JEE 7 &)

1Pos089
1GB005
1GE002
2Pos029
2Pos031
1Pos110
3Pos093
1GD003
1GD007
3Pos003
1GE012
1EC002
2P0s200
1Pos032
3Pos063
3Pos100
1Pos115
2Pos171
3SBA-1
1IMSE-2
1Pos017
3Pos018
1Pos091
2Pos080
1EC002
2P0s048
1GI005
1Pos068
3Pos051
3Pos190
2Po0s025
3Pos122
2Pos114
2SGA-4
2SKA-3
2SKA-5
2Pos169
1Pos147
1Pos211
1Pos183
1GCO012
1SBA-7
3Pos122
1Pos139
3Pos218
2Pos041
2SAA-6
3Pos126
3Pos145
2Pos123
1EA004
3Pos166
2SEP-5

Kageyama, Sota (2 1Ll #K)
Kai, Souma (H1 2 11:15)
Kaizu, Kazunari (#H — %)

Kakizaki, Jiro (il —ER)
Kakizawa, Shigeyuki (1fi{# %47)
Kakizuka, Taishi (JH5 Ki&)

Kako, Koichiro (JII#& #—HR)
Kakugo, Akira

Kakugo, Akira (fij 7i. %)
Kamagata, Kiyoto (Ht {5 A)

1Pos163
1Pos180
2SAP-5
2P0s062
1YK0945
1Pos150
1Pos149
3Pos146
3Pos148
1GGO012
3Pos211
1GA003
1EA004
2P0s093
3Pos195
2SIA-5

Kamarulzaman, Latiefa (7 ¥ V< F54 7 7)

Kamatani, Takashi ($f4+ &5i&)
Kambara, Taketoshi (il J5& SC##)

Kameda, Tomoshi (% H 1 52)
Kamei, Ken-ichiro F (8 &t — )
Kameo, Yoshitaka (82 ££ i)
Kamikouchi, Azusa

Kamikubo, Hironari (L AfR #54E)

Kamimoto, Kenji (ffi7C & }2)
Kamimura, Rina (ffiF BL3E)
Kaminaga, Kiich (5% #i—)
Kamino, Seiya (fl I 3% 4i1)
Kamiura, Riku (_3ifi 751)
Kamiya, Genta

Kamiya, Koki (ffi £ JE )

Kamiya, Mako (fi#% BT
Kamiyama, Yukinari (1 [Ll 52 B)

Kamo, Naoki (JII/% TEA5)
Kan, Tetsuo (& ¥ H)
Kanamaru, Shuji (4 AL J& &)

-S209 -

1GC002
1EB003
1EBO00S
1SIA-3
IMSF-3
2P0s083
1GB002
1GG004
2SFA-7
3Pos176
1GA003
1Pos017
1P0s023
1Pos143
2Pos127
3SHA-3
3Pos037
1GJO10
1Pos120
3Pos146
3SBA-1
1MSF-5
1GC008
1GJ003
1Pos048
2Pos036
2Pos151
3Pos032
3Pos109
3Posl111
2SDP-5
1Pos072
2P0s063
3Pos129
1GD006
3Pos002

Xopu| sweN




Kanamori, Satoshi (&7% ¥ b ¥)
Kanamori, Satoshi (47 & +)
Kanamura, Nanako (&4 3% 4 1)
Kanaoka, Yui (4] #4)

Kanazaki, Yuki (405 45
Kanbayashi, Saori (14 238 0)
Kanda, Koki (f#i H SZ#)

Kanda, Naoki (fifi FH H#2)
Kanda, Sinji (ffi H ZL¥])
Kandori, Hideki

Kandori, Hideki (#IHY F51#)

Kaneko, Kenshiro (47 18 52 )
Kaneko, Satoru (-1~ %)

Kaneko, Taikopaul (451 ZPER— L)

Kaneko, Tomoyuki (457 %1T)

2Po0s090
1GF006
1Pos123
1Pos031
1Pos047
2Pos045
2Pos031
3Pos120
2Pos086
2SJA-5
2P0s048
2SJA-3
1GA009
1GI001
1GI1004
1GI005
1GI006
1GI1007
1GI010
1Pos124
1Pos126
1Pos131
1Pos132
1Pos142
1Pos145
1Pos146
2Pos004
2Pos141
2Pos142
2Pos145
3Posl21
3Pos122
3Pos140
3Pos141
3Pos142
1Pos067
ISEA-4
3SHA-2
1Pos101
1Pos104
2Pos101
2Pos104
2Pos121
2Pos152
2Pos156
3Pos094
3Pos095
3Pos096
3Pos097
3P0s098
3P0s099
3Posl16
3Pos144

Kanemaru, Kodai (&AL HK)
Kanematsu, Daisuke G2 KA
Kanemura, Yonehiro (4] K1)

Kanno, Mizuki (&' ¥ 35 H)
Kano, Maria (FE¥F 5.5 i)
Kapitein, Lukas

Karanja, Jane Wanja

Karasawa, Masayuki (B {# £ 2)
Karasawa, Naoyuki ({5 [H.2)
Karim, Riksa Meidy

Kasai, Ayano (& 74 #%JY)

Kasai, Kazuki (52 —77)

Kasai, Rinshi (33 fii&)
Kasai, Rinshi S (323 ffii&)
Kasai, Rinshi S. (%3 i)

Kasai, Satoka (%53} %)
Kashino, Yasuhiro (3£ 7-#F FEiA)
Kashiyama, Yoshihiro (# LI f2]5)

Katano, Mahiro (F ¥ FLH)
Katayama, Kazuhiko (F7' LI 1)
Katayama, Kota

Katayama, Kota (F 111 $fK)

Katayama, Koya (F 111 HE%%)
Katayama, Naoya (1" [l )
Katayama, Takuya (5" [LI i)

Kato, Chisa (JlI§E T-#5)
Kato, Hideaki (Il J£HH)

Kato, Hideaki E. (JIEE HN7E)
Kato, Hideaki E. (Il J%H)

- 8210 -

3Posl51
3Pos152
2SDA-4
2SBP-3
2SIP-5
1Pos192
2S1P-5
1Pos192
3Pos103
3Posl61
IMSF-2
3Pos064
1Pos169
2SAA-5
1GH007
2SCP-7
2Po0s003
3Pos003
3SIA-5
1EC003
1GF002
3Pos104
1Pos185
1Pos139
ISBA-1
2P0s049
2Pos171
1GA012
2Pos001
2Pos048
2SJA-3
1GA009
1GI001
1GI004
1GI005
1GI1007
1Pos124
1Pos126
2Pos004
3Posl21
3Pos122
3Pos141
1EDO003
1Pos220
1GB005
1GE002
1Pos054
1MSI-4
1GA008
1GI005
2Pos006
3Pos122
1GI1004



Kato, Koichi (Jl# S&—)

Kato, Koichi (Il #—)
Kato, Minoru (Ui &)
Kato, Riki (M1 FIH#)
Kato, Satofumi (Il %' 51)
Kato, Seito (I 2 N)
Kato, Shinya (Ml E.4l1)

Kato, Shotaro (M1 2 K HR)
Kato, Shunsuke (I 2 4)
Kato, Sinya (JIITE F.41)
Kato, Suguru (I #E)
Kato, Takaaki (JIIiE FEH)
Kato, Takafumi (Bl ZZAR)
Kato, Takayuki (Jf§ & :2)

Kato, Yoshitaka (I 3% F%)
Kato, Yoshitaka (JIl#E 3%F)
Kato, Yuki (I #itsh)

Kato, Yuki S. (I #i4k)
Katoh, Kaoru (Ui #)

Katoh, Takanobu (I #18)
Katsuma, Asako (J5 1] Hi{¥-1-)

Katsumata, Ryotaro (B 3 ik )
Katsuno, Masahisa (52 % 9)
Katsuta, Hiroki (5 FH #1:3%)
Kawabata, Haruka (/113 &)
Kawabata, Takeshi (JI[ 3 %)
Kawagishi, Ikuro (JI /5 fi8H)

Kawagoe, Soichiro
Kawaguchi, Kazutomo

Kawaguchi, Kazutomo (JIIIZT — i)

Kawaguchi, Kyogo

Kawaguchi, Kyogo (1111 &)
Kawaguchi, Shota (JI 1 #°K)
Kawaguchi, Tomoki (JI| 177 fi#)
Kawaguchi, Yoshimasa (JI1 [ #£1F)

3Posl21
1GHO005
2Pos016
3Pos170
3Pos018
2Pos045
3Pos052
3Pos009
1Pos100
1Pos102
2Pos059
2SCA-2
1Pos103
1SAA-3
2SHP-7
1MSEF-3
1GA003
1GB001
2Pos004
2Pos071
3Pos003
3Pos087
1Pos128
1GI1002
1Pos135
1Pos138
1Pos141
1GJ006
3Pos212
1SCA-8
2SIP-5
1Pos192
2Pos167
1GHO001
3Pos075
1Pos005
2Pos160
1GF012
1Pos084
1Pos118
2Pos119
3P0s093
3Posl14
3Pos219
1GHO007
3Pos168
2Pos182
3Pos167
2SAP-2
1SDA-2
1Pos002
1Pos129
2SDA-5

Kawahara, Kazuki (i )5 FlI%)
Kawai, Daiki (J11 5 FH)
Kawai, Haruki (JI[ & F#HE)
Kawai, Toui (JI[ & &)
Kawai, Tsuyoshi (JII & %)
Kawakami, Haruki (JI| I B #)
Kawakami, Keisuke (JI| L. i)
Kawakami, Koki (JI I #F%%)
Kawakami, Kouki (JI| L $%%)
Kawamata, Ibuki

Kawamata, Tbuki (JI1 3 ZEPK)

Kawamoto, Akihiro (JII 4 %K)

Kawamoto, Jun (JI[ A #i)
Kawamoto, Mei (JII 4 3F4E)
Kawamoto, Saya (JII 4 #57/5)
Kawamura, Anzu G & A )
Kawamura, Eito (4T &LN)
Kawamura, Izuru (JII#1 1)

Kawanabe, Akira (J115#% F)

Kawano, Ryuji (JII¥f #7])

Kawano-Yamashita, Emi (JIIE (11F) #£3%)

Kawasaki, Akari (JI[IF} S54EH)
Kawasaki, Takeshi (JI[IF % 52)
Kawase, Haruki (JI13 [ )

Kawashima, Shigehiro (JII 55 1%#Y)

Kawasumi, Takuro (JI[78 ¥KI¥)
Kawauchi, Keiko (JIIPY 1)
Kawauchi, Tatsuki (] P 3£ )
Kayamori, Fumihiro (ffi#% S {%)
Kengaku, Mineko (.2 MR T)
Kenmotsu, Takahiro (FI4F £ i4)
Kennedy, Mary B.

Kenri, Tsuyoshi (531 [ill})

Kida, Masatoshi (A H Hf#2)
Kidoaki, Satoru (AJFFk 1)

Kiga, Daisuke (K K4)

-S211 -

3Pos020
3SGA-5
3Pos030
1GF002
2Pos033
3Pos163
1Pos139
3Pos121
1GA008
2P0s093
2SEP-1
1P0s056
3Posl12
3Pos195
2SGP-6
1GA003
1P0s006
3Pos010
1Pos109
3Pos139
3HL1030
3Pos054
2Pos103
3SEA-3
1GAO013
1Pos015
1Pos016
1Pos126
1Pos113
1Pos123
1GAO013
1GC004
1GC005
1GC007
1GE003
1Pos016
2Pos129
3HL1030
1GHO001
3Pos074
2SAP-4
3Pos071
1Pos216
1Pos063
1GA013
1SIA-2
1GE004
2SGA-3
1GD006
2Pos134
2SIP-6
1Pos081
3Pos035

Xopu| sweN




Kigawa, Takanori (A)1] FEHI)
Kiguchi, Shunsuke (A7 123)
Kijima, Soichiro (A k& H:— )
Kijima, Soichiro (A /& J1:—HR)
Kikkawa, Masahide (3% )11 HE%)
Kikkawa, Nobuaki (711 15 H)
Kikuchi, Hiroto (343t ¥ \)
Kikuchi, Kazuya (35 1 F141)
Kikuchi, Kosuke (%§ith 5 4f)

Kikukawa, Takashi (3511 W

Kikukawa, Takashi (35 )11 F&i&)
Kikumoto, Mahito (3§ 4 H.\)

Kim, Changsu (& E75)
Kim, Hyunji (Kim Hyunji)
Kim, Jin Hae

Kim, Sooyeon (4 7K#%)

Kim, Suhyang (4 #87)

Kim, Sulhee

Kim, Yoon Seok

Kimura, Hitomi (A4 12.38)
Kimura, Masayuki (A4 $2)
Kimura, Miyu (AH 124)
Kimura, Tacko (A #01)
Kimura, Takahiro (RF &)

Kimura, Tatsuya (A+) # L)
Kimura, Tetsunari (AF) ¥ 42)
Kimura, Tetsunari (A4 5 5E)

Kimura, Yuki (KRH K55
Kimura, Yukihiro (A4} 47%%)

Kinbara, Kazushi (45 £0)
Kinoshita, Keigo (KT M)
Kinoshita, Kengo (AT &
Kinoshita, Masanao (AR %)

Kinoshita, Masato (AR BLA)

Kinoshita, Seiichiro (KT #k— )

Kinoshita, Yoshimi (R F BE3%)
Kinoshita, Yuna (&K / T #i%%)
Kinosita, Yoshiaki (AT H:H)

2Pos041
2Pos146
1GA005
2Pos039
1Pos079
1SBA-7
1Pos136
2Pos215
1Pos037
2Pos162
1Pos133
3Pos123
3Pos126
3Pos129
1Pos108
2Pos112
2Pos113
3Pos149
3SBA-9
1Pos174
2SKA-3
1GC002
1EB003
1GI1004
2Pos006
3Pos121
2SKA-1
3Pos122
2Pos053
1SBA-7
2Posl16
3Posl61
1GB005
1GE002
1GC001
3Pos045
3Pos042
3Pos046
1GD003
2Pos138
2Pos139
2Pos140
1ED004
1Pos017
2Pos160
1GF005
2Pos106
2Pos108
1Pos188
2P0s085
1MSJ-5
2Pos021
2Pos097

Kise, Ryoji (A 5EIK)

Kise, Yoshiaki (A i fLH)
Kishi, Koichiro (j7 Z£—kE)
Kishi, Koichiro E. (& Z—FF)
Kishikawa, Jun-Ichi (J#)I] #—)
Kishikawa, Jun-ichi (521 #—)

Kishikawa, Jyun-ichi (&)1l {#£—)
Kita, Tomoki (It %' #)

Kitada, Nobuo

Kitadume, Hana (Jb&% 1E38)
Kitagawa, Daiju (AtJ11 KA)
Kitagawa, Moeko (t)I] ¥j-)
Kitaguchi, Tetsuya

Kitahara, Ryo (L& &)

Kitajima, Rei (LI %)
Kitajima, Tomoya (It} %)
Kitajima-Thara, Tomomi (b & (FJ5) 5 3%)

Kitakata, Emi (At 5 FE3%)
Kitamura, Akira (3t B)

Kitamura, Keiji (ALF 458¥)

Kitamura, Yoshiichiro (ALA) 3&—H[)
Kitano, Ryota (AL K oK)
Kitao, Akio

Kitao, Akio (L) #2H)

Kitao, Akio (LJ2 #ZER)
Kitayama, Keigo (A1 Zif)
Kitazawa, Soichiro (JLiR £l—#)
Kitazume, Hana (Ib5% 1638)
Kito, Kentaro (FREA 18 AHE)

Kiuchi, Tai (KN %)
Kiyama, Hana (K1l 1E)

-S8212 -

2P0s096
IMSF-3
2P0s006
1GI004
3Pos070
1GA004
1GA006
1Pos116
2Pos071
1GA001
1GE010
3SBA-1
3Pos020
1P0s090
1Pos018
3Pos085
2SIA-4
1GB002
1GB004
3Pos175
1SIA-4
1Pos138
1Pos141
1GD012
2SGA-1
1P0s060
3Pos030
1GB002
1GB004
2Pos123
2SHP-7
2SBA-1
1GH004
2SBA-4
2SBA-5
2SFP-3
1GA005
2Pos183
2P0s039
2Pos109
1GB002
3Pos019
1Pos101
2Pos104
2Pos121
3Pos096
3Po0s097
1Pos207
1GD008
1GF006
1GJ002
2P0s090
3Pos079



Kiyama, Masahiro
Kiyonaka, Shigeki ({&H' 5%48)
Kiyooka, Ryota ({5 [l 5&7K)

Kiyota, Ayaka (i I ¥ 7)
Kiyotani, Kazuma ({& 4+ — )
Kluger, Ronald (Kluger Ronald)
Kobashigawa, Yuto (/M1 #E=})
Kobayashi, Chigusa (/M F-EL)
Kobayashi, Daichi (/IMk K h)
Kobayashi, Kazuhiro (/NFk FT54)

Kobayashi, Masataka (/IVik FLJE)
Kobayashi, Ryohei (/M F2F)

Kobayashi, Ryota (/IMk 5EK)
Kobayashi, Ryouhei (/Mk 5&°F)
Kobayashi, Taiki (/M K 2E)
Kobayashi, Takeru (/M SCiE)
Kobayashi, Takuya

Kobayashi, Takuya (/Mk #hiti2)
Kobayashi, Tatsuya (/M 3 1)
Kobayashi, Tetsuya J. (/M fit)

Kobayashi, Tsubasa

Kobayashi, Yoshihiko (/M 5 2)
Kobayashi, Yuki (/M Hifd)
Kodera, Noriyuki (555 #3%)

Kodera, Yoshio (/N=F #&5)

Koezuka, Masato (245 HE \)
Koga, Marina (7 J7 Hi#)
Koga, Nobuyasu (15 18 H¢)

Koga, Ryuichi (¢ F&E—)
Koga, Taisei (#i 8 KE)
Koh, Sangho (% #15%)
Kohata, Ai (KIF %)
Kohda, Daisuke (fifi FH K#i)
Koide, Sanetoki (/M1 ELii%)
Koike, Ayumu (/I\th %)

3Pos147
3Pos148
3SBA-1
2SDP-4
1SBA-1
2P0s049
2Pos171
1Pos177
1EE001
IMSG-5
2Pos157
1Pos028
1Pos213
1GA008
3Pos121
3SBA-9
1GE005
1GE008
1Pos038
1Pos009
1P0s207
3Po0s028
2Pos217
2P0s048
1GI005
2P0s028
2Pos192
1YK0915
2Po0s210
2P0s200
2SAP-3
1SJA-1
2SAA-5
1EB002
2Pos051
2Pos067
3P0s029
3Pos040
3Pos048
3Pos207
2P0s002
2Pos011
3SIA-7
3Pos003
1SGA-1
2Pos037
1Pos149
2Pos128
1SFA-3
1ED004
1SJA-4
1Pos119
2Pos172

Koike, Ryotaro (/Mith 55K HR)

Kojima, Asato (/Mg B1FH)

Kojima, Keiichi (/INE5 &i—)
Kojima, Masaru (/N J#)
Kojima, Rei (/MBS 48)
Kojima, Ryo (/Mg #8)
Kojima, Ryosuke (/M FLIif)
Kojima, Seiji (/INIfs F% 1)
Komatsu, Aika (/M2 )

Komatsu, Hideyuki (/M2 H3%)

Komatsuzaki, Tamiki

Komatsuzaki, Tamiki (/MG R
Komatsuzaki, Yoshimasa (/M FLAF)

Komi, Yusuke (/& &4
Komiya, Ken (/N& 1)
Komori, Kakeru (7% #)
Kondo, Akihiko (I HH )
Kondo, Hinase (4% Bi/k)
Kondo, Hiroko X. (XT#§ &)
Kondo, Kanta (I #1K)
Kondo, Kanta G HK)
Kondo, Kazuki (T T H)
Kondo, Kazunori (T F14L)
Kondo, Naoshi (L )
Kondo, Takao (XT#E #53)
Kondo, Tatsuki (T i)

Kondo, Toru (T i)

Kondo, Yohei (T )

Kong, Haonan (fL i)
Kongchu, Natthanan

Konishi, Yuichiro (/P4 HE—E)
Konno, Hiroki Gfif #f ZZ5L)

Konno, Masae (4™ ¥7 H &)

Kono, Fumiaki 7/ ¥ 51 HH)
Kono, Hidetoshi
Kono, Hidetoshi (/[ 51%)

-8213-

1Pos176
2Pos159
1GA008
1GI005
3Pos121
2Pos132
3Pos125
3Pos082
1Pos080
1Pos065
3Pos062
1SFA-6
1Pos045
2Pos071
2Pos075
3SIA-7
1P0s032
2Pos018
2Pos210
3SGA-7
3Pos118
2Pos010
2Pos055
3Pos081
IMSG-7
3Pos139
1SBA-6
3Pos041
2Pos023
1GB011
2Pos143
3P0s206
3SJA-4
1STA-3
2Pos083
3Pos031
3Pos133
3Pos137
1Pos194
3Pos191
1Pos037
3Pos172
1GB001
1P0s039
1Pos042
2Pos040
3P0s028
1Pos130
2Pos126
IMSH-6
3Pos056
2SAP-1
1MSJ-4

Xopu| sweN




Kono, Hideya

Kono, Yohei

Kono, Yohei (il ¥ #:°F)
Kono, Yunosuke (if1 ¥ 4 B)
Kosaki, Shinya (Z]NIEf 1H 1)

Koshimura, Hinako (84 H A1)
Koshiyama, Tomomi (B I1I & 3%)
Kosono, Saori (HF 28 10)
Kosuge, Yume (/N K Hi)
Kosugi, Takahiro (/M2 i)
Kosumi, Daisuke (/& Kl

Kotani, Takahiro (/M5 S21)
Koteishi, Hiroyasu (/N A Z2HE)
Kouno, Kazuma (FflEf F1J)
Kouriki, Ryounosuke (f#7J 52241
Kousaka, Jin (/3 1)

Kouta, Ryohei (32 M #%F)

Kovalchuk, Svitlana (2 7 VF 27 A7 4

Koyama, Hiroshi (/][I 225)
Koyanagi, Mitsumasa (/MJll J&1E)

Kuang, Yu-Chi (EE £3)
Kubo, Minoru

Kubo, Minoru (AR &)

Kubo, Shintaroh (Aff H A HE)
Kubo, Shuto (AFR #N)
Kubota, Ryusei (£ H FE1E)
Kubota, Shigeharu (F& 1 #:%)

Kudo, Hisashi (T} 18)
Kudo, Kye (.} )

Kudo, Makiko (‘T J##i T-)
Kudo, Yusei (L &)
Kueda, Fuko (BLH F57)
Kuhara, Atsushi (AJE )

Kuhara, Atushi (A5 £§)

1Pos059
3Pos138
3Pos139
3Pos180
1P0s095
1Pos199
3HL0900
1GI008
2Pos137
1GA003
3SIA-4
1GB003
3Pos032
1GHO10
1Pos139
2Pos134
1GJ009
3Pos010
2Pos218
1Pos187
1Pos190
3HL1100
FZ )
1Pos057
1Pos066
1GG007
1GI1007
1Pos124
3Pos049
3Pos039
1SGA-3
1Pos069
3Pos009
3Pos194
3Pos008
3Pos025
1MSG-7
3Pos117
1Pos199
1Pos053
3SIA-7
1Pos120
1Pos121
1Pos123
2Pos120
3Posl15
1GD009

Kukimoto-Niino, Mutsuko (#47¢ (J#7) :F) 2SHP-5

Kumagai, Momoka (&% HEAE)
Kumagai, Sari (FE4F WCHL)
Kumagai, Shunsuke

Kumakura, Ryota (IE& #iK)
Kumakura, Taisei (F&& Kik)

2Pos084

1Pos126
1Pos078
2Pos030
1Pos118

Kumanogoh, Atsushi (F€ ./ %5 %)
Kumar, Amarjeet

Kumar, Amarjeet (Kumar Amarjeet)
Kumashiro, Munehiro (REfX, 5554)
Kumazaki, Kaoru (FEIR %)
Kumeta, Hiroyuki

Kumeta, Hiroyuki (AKH 1#:2)

Kunida, Katsuyuki ([ H J#47)
Kunihiro, Teiji (& $)
Kunii, Mahan (B3 Ziif)

Kuragano, Masahiro (3 4 B 1E5A)
Kuranaga, Erina (7K & H%%)
Kurata, Atsushi (B H &)
Kurematsu, Kengo (345 i Er)

1GGO012
3Pos056
2SAP-1
2SHP-2
IMSF-3
3Pos219
2SHP-2
IMSG-1
1GF009
1Pos155
3SJA-5
1GA002
3HLI1115
2SCP-5
2SDP-3
3Pos019
1GE003

Kuribayashi-Shigetomi, Kaori (SEAK-2 5 75k

2Pos083

Kuribayashi-Shigetomi, Kaori (& (3EHk) &)

Kurihara, Kazuo (3£ 5 F153)
Kurihara, Tatsuo (55 3£ 5%)
Kurino, Shinichi (£ H.—)
Kurisaki, Tkuo (JEI% LA 5)
Kurisu, Genji (GEAW i)

Kurisu, Minoru (34 5%)
Kurisu, Yuto (GEA &)
Kuroda, Hiroshi (3 H #5%)
Kuroda, Kaname (3 %)
Kuroda, Shun'ichi (£ #£—)
Kuroda, Yutaka

Kurokawa, Ken (511 $)

Kurokawa, Yumiko (52J1] #3&7-)
Kuroki, Yoichi (EA Fi—)

Kurosawa, Gen (2% JT)
Kuruma, Yutetsu (B &)

Kurumizaka, Hitoshi
Kurumizaka, Hitoshi (SI#EI 1)

Kusaka, Katsuhiro

Kusaka, Katsuhiro (H T JBHA)
Kusakabe, Takehiro (H F&B H)i)
Kusakizako, Tsukasa (%38 F])

-s214 -

1SIA-3
1MSH-6
1Pos109
1Pos014
2Pos163
2SGP-6
1GA003
1Pos006
3Pos010
3Pos177
1EDO001
1EB00S
3Pos135
2Pos085
1GF001
1GA007
2SAP-5
2P0s062
1YK0945
2Pos051
1GJ008
2Pos100
3SJA-5
3SFA-3
2Pos219
3Pos056
2SAP-3
1Pos041
3Pos057
1MSH-2
IMSH-4
2Pos129
IMSF-3



Kusu, Yuri (8 G 4)
Kusuma, Subhan Hadi

Kusumi, Akihiro

Kusumi, Akihiro (# 5, WI5A)

Kuwabara, Hiromu (325 Hi#%)
Kuwahara, Yusuke (&5 #41)
Kuwajima, Kunihiro (F & FB1#)
Kuwata, Takumi (ZH %)
Kuwayama, Hidekazu (%[l F5—)
Kuzuhara, Miwa (& 5 32f1)
Kuzuyama, Tomohiko (& 111 2 A)
Kuzuyama, Tomohisa (& [LI % A)
La Rocca, Romain (7 + 7 71 @ —< )
Laha, Shilpi (Laha Shilpi)

Lahore, Juliette (Lahore Juliette)
Lam, Vi Toan

Lane, Birgitte E.

Lappalainen, Pekka

Laurino, Paola

Laurino, Paola (M55 {1522 v FlIfE)
Lee, I-Ren (%= LI7)

Lee, Jun-Seok

Lee, Seohyun (f YV & 3 )

Lee, Young-Ho

Lee, Yuan-E (Lee Yuan-E)

Lenne, Pierre-Frangois (Lenne Pierre-Frangois)

Li, Chelsea

Li, Chun-Biu

Li, Honghan

Li, Hung-Wen (Z& 5AX0)

Li, Xiang

Li, Xinxuan (LI XINXUAN)
Li, Yan

Lilatul, Isra

Lin, Shao-Zhen (Lin Shao-Zhen)
Lin, Wei-Ting (Lin Wei-Ting)
Lin, Yuxi

Lintuluoro, Jua Mikael (V) ¥ b w b+ b 2N

)
Lintuluoto, Juha (V) ¥  » )V h 2v)

Lintuluoto, Masami (1) ¥ b » V& k 1IE3)

3Pos023
2Pos144
1YK0900
2SGA-3
1P0s098
1SHA-4
1SHA-5
1GF002
1EC003
1P0s096
1GD001
2Pos127
2Pos016
3Pos024
2SEP-7
1GA003
1Pos001
1GHO12
2Pos136
1GE002
3Pos073
1GH004
3Pos085
2Pos114
3SFA-1
3Pos021
3Pos049
1P0s098
1MSF-1
2SKA-3
1Pos005
3P0s220
1Pos010
3Pos073
1P0s086
3Pos122
3Pos072
2Po0s091
2SBP-2
1GF004
3Pos091
1Pos005
3Pos143
1P0s086
1Pos127
1Pos005
3P0s220
IhxT
1Pos180
2Pos168
2Pos181
1Pos180
2Pos168

Liu, Hanjin

Liu, Lin (2] #f)

Liu, Yifan (3 —11)

Liu, Ying (3 #5)

Lounis, Brahim

Lukowiak, Ken

Luo, Shyh-Chyang (% 1)
Lysenko, Artem (Lysenko Artem)
Lyu, Zikun (i F-32)

M. Loh, YuMin

Ma, Jie (& %)

Mabuchi, Takuya (¥ 3 $fi#k)
Machida, Haruto (W] H %)
Machida, Kodai (I FH 3% K)
Machiyama, Hiroaki (H] 111 #45¢)
Madigan, Michael T. (Madigan Michael T.)

Maeda, Kosuke (Hi FH 5 7R)

Maeda, Shingo (Hif FH E#)
Maeda, Taisei (Bi FH KH)
Maeda, Yuka (B FH &%)
Maehara, Yamato (i J5{ KFT)
Maejima, Ryota (Hij & %K)
Maenaka, Katsumi

Maeoka, Haruka (fiif [l 1%4E)
Maeshima, Kazuhiro (Hij & —1)

Maestre-Reyna, Manuel

2Pos181
2SHP-7
3Pos198
1GD012
1SHA-1
1SHA-3
3Posl18
2SBP-2
2P0s204
1GI009
3Pos176
2Pos006
2Pos118
1GCO011
2SCP-4
1Pos216
2Pos138
2Pos139
2Pos140
IMSG-1
1GAO11
1GG009
1Pos021
1ED004
1Pos046
1Pos175
3Pos160
2SAA-5
2SKA-2
1GJO10
1SEA-2
2SAP-5
2P0s062
1YK0945
2Pos133
1YK1115

Maestre-Reyna, Manuel (Maestre-Reyna Manuel)

Maki, Koichiro (¢ —ER)

Maki, Kosuke (f A.41)
Maki, Shojiro

Maki, Takahisa (LK i)
Makino, Haruna (47 W53%)

Makino, Tsukasa (¥ &])
Makino, Yoshinori (48 1)
Manh, Duc Doan

Marui, Riku (L HLEK)

Marumo, Akisato (L% 5 82)
Maruta, Shinsaku

- 8215 -

1Pos007
1Pos127
1SEA-6
2SFA-7
2Pos197
3SBA-1
1Pos115
1GA004
1GA006
1Pos079
1SEA-4
3Pos075
1GA012
1GE006
1GD002
1Pos078

Xopu| sweN




1Pos218

3Pos143

Maruta, Shinsaku (L 3 3%) 2Pos072
2Pos143

2Pos216

Maruyama, Tomoya (ALILI %) 1Pos053
2Pos054

2Pos056

Masahiro, Takinoue (i / _F 1E{f%) 2SEP-2
Masaike, Sayaka (EZith T2 ) 1Pos081
Masaike, Tomoko (Bt %17) 1P0s029
Masaki, Yoshikazu (IEA ELFll) 3Pos106
Masri, Carmen 1EE005
Mastro, Tara 2SGA-3
Masuda, Keiko (3 H HT) 1GJ001
Masuda, Shinnosuke (3§ FH .2 41) 3Pos137
Masuda, Takeshi (34 H %%) 1Pos079
Masuda, Yusuke (3 [ 1&4f) 2P0s027
Masuda, Yuzuki (3 # H) 1GB007
Masuhara, Hiroshi (3% Jil 7%) 1SCA-5
Masui, Kyoko (347 7%T) 3SIA-6
1Pos112

Masumoto, Hiroshi (3§ 4< 1) 1P0s203
1Pos204

Masuya, Takahiro (B % &) 1Pos116
Matsubara, Hiroto (fA 5 KFF) 3Pos158
Matsubara, Hitomi (f2 5 Ki) 2P0s200
Matsubara, Takumi (2§ 35) 1Pos141
Matsubayashi, Hideaki (}A4K JEHH) 1Pos152
2P0s090

3Pos078

3Posl12

3Pos113

3Pos150

Matsuda, Kyohei (12 H %§°F) 1Pos151
Matsuda, Kyosuke (2 #54) 3Pos198
Matsuda, Yusuke (#2H #i1) 3Pos010
Matsuda, Yuya (f2H ffiti) 2P0s209
Matsui, Hiroaki (12 75 %) 3Pos010
Matsui, Kenji (]2 f#£2) 1GA004
Matsui, Takashi (]33} 52%) 2P0s002
2Pos011

Matsui, Tatsuaki (F27: 3EH) 2P0s079
Matsukawa, Yuka (1211 Hi{E) 3Pos151
Matsuki, Katsuya (A7 J# 1) 3P0s006
Matsuki, Yoh (FAA F) 3SEA-6
Matsumori, Nobuaki (127% 15 HH) 1GF005
2Pos106

2Pos108

Matsumoto, Atsushi (FA4% ) 1SAA-5
Matsumoto, Eiji (}A7C BEw]) 3P0os088
Matsumoto, Emika (FA7< 2K 7r) 1Pos107
Matsumoto, Kai (|24 {ff) 3Pos201

Matsumoto, Nanami (FAZ4 L {f)
Matsumoto, Sohkichi ({27 J17)

Matsumoto, Takumi (FAZ #iC))
Matsumoto, Tomoharu (fA4% K& i)

Matsumura, Haruna (244 B§%%)
Matsunaga, Daiki (127K K18)
Matsunaga, Yasuhiro (FA7k HEffi)

Matsunami-Nakamura, Risa (A4} ’;igﬁi)
Matsuno, Kenji (1257 f#5)
Matsuo, Koichi (122 t—)

Matsuo, Makiko (122

Matsuo, Muneyuki (F2)/2 5%

)
1iF)

Matsuo, Sumire (132 %)
Matsuo, Takuya ({22 #i#k)
Matsuoka, Daisuke (¥ KAHi)
Matsuoka, Satomi (#21] HL9Z)
Matsusaki, Michiya (#23UIRF HL3/R)
Matsusaki, Motonori

Matsushima, Keisuke (35 &A1)
Matsuura, Koji (F2{#i Z2iR)
Matsuura, Tomoaki (FA{Hi /Z5E)

Matsuyama, Ayaka (fX 111 FEE)
Matsuyama, Saki (F2 111 #542)
Matsuzaki, Kohei (f217 HL~F)
Matsuzaki, Miki (FAIF 3E#c)
Matsuzaki, Yuri (FR 17 H13E)
Matuski, Yoh (FAA )
Mayumi, Koichi (I #—)
Maéda, Yuichiro (i FHl &E—R)

2Pos174
3Po0s040
3Pos048
3Pos147
1Pos072
3Pos022
3Pos026
1Pos133
2Pos156
1SAA-3
2SAA-5
2Pos007
2Pos033
3Posl61
3Pos129
3Pos060
1SCA-6
2Pos013
2SHA-5
2SEP-4
3Pos194
1Pos064
3SJA-2
3SFA-3
3Pos100
1SCA-2
3Pos219
1GDO011
2Po0s088
3Pos078
3Pos154
3Pos050
1Pos058
1Pos071
1Pos025
1Pos160
3Pos055
2Pos155
1P0s093

McArthur, Steven John (¥ v 1 —H%— A7 4 — T »

MERD)

McCloskey, Daniel

McFee, Danielle (McFee Danielle)
Md Alradzi, Islam

Md Nadim, Hossain

Meghna, Sobti (Meghna Sobti)
Meguro, Eiki ( H 5 Bilifi)

Mehta, Dalip Singh
Meshcheryakova, Irina

Meunier, Frédéric A.

Mi-ichi, Fumika (& 3C&)

Michele, Lorenzo Di (Michele Lorenzo Di)

- 8216 -

1EB002
2SJP-1
1Posl16
2Po0s072
1GJ005
1GE009
3Pos086
3SAA-2
2SGA-3
1P0s098
3Posl17
1GA001
3Pos154



Michigami, Masataka (38 b %t %)
Michiue, Tatsuo (G& I 3% 5)
Michiue, Yuki GE_L #i77)

Mie, Yasuhiro

Mifune, Konoka (Zfift - E)

Mikami, Bunzo (Z_F X =)
Mikami, Chitose

Mikawa, Tsutomu (32J1] %)
Miki, Koji (ZA HEfii)
Mikkelborg, Marie

Millard, S. Sean
Milovanovic, Dragomir

Mimori-Kiyosue, Yuko (&£ 1)
Mimoto, Reika (=4 BE3E)
Mimura, Mone (=4 ##&)
Mimura, Yutsuki (=44 M H)
Minagawa, Jun (%/1] #f)
Minagawa, Yoshihiro (/11 B#%%)

Minaki, June (7R ZkEE)
Minakuchi, Yohei (KT $£3F)

Minami, Atsushi (7§ )
Minami, Hiroki (F§ Z:18))
Minami, Katsuhiko (Fi 5%

Minami, Nao (F4 )
Minamisawa, Keito (Hi {3 {%FH)
Minegishi, Misa (4 /% 3645)
Minei, Ryuhei (383 FF)
Minigawa, Yoshihiro (¥)I] B#%%)
Mino, Hiroyuki (Z % Ji3%)

Minoshima, Masafumi (3 5 £ 30)
Mio, Kazuhiro (=& HlI5A)
Mishima, Yuichi (=& #—)
Misima, Masaki (= & 1E#)
Mitani, Kazuki (=4 Fl)
Mitani, Kazuki (= 4+ FlH)
Mitani, Takahiro (Z 4+ F&EK)

Mitra, Shrutarshi (Mitra Shrutarshi)
Mitsui, Toshiyuki (=3 #:2)

2Pos038
1GJ009
1GB006
1Pos217
2Pos199
3Pos199
2Pos185
1Pos217
3Pos037
3Pos166
3SAA-4
3Pos117
2SGA-3
1EC003
2SCP-1
2Pos196
2P0s090
3Pos017
1Pos134
2SKP-4
1GB010
1GG002
1P0s029
1Pos057
3Pos197
3Pos201
3Pos215
1Pos118
1GD009
1Pos121
3Pos035
2Po0s007
2SAP-5
2Pos062
1YK0945
1Pos012
2Pos141
3SHA-2
3Pos131
1GJ007
2SGP-4
1GI008
2Pos137
2Pos215
1GCo11
3Pos055
2SGP-7
3P0s020
1Pos026
1Pos093
2P0s090
2Po0s029
1GD001

Mitsuoka, Kaoru (Jt:[i #)

Mitsutake, Ayori

Mitsuyama, Totai (&1L #E%%)
Miura, Sota (= iifi F&iK)
Miura, Taiga (=i KiT)
Miura, Tohru (=i i)
Miura, Toru (=i fi)

Miura, Yuto (=i #i-1)

Miura, Yuuto

Miwa, Akari (=¥ B &)
Miyachi, Ryota (& H# 5£%)
Miyagawa, Yasuki (51| 352)

Miyaguchi, Hide (&1 3%)
Miyakawa, Takuya (& /1] #il)
Miyake, Kodai (=55 I5K)
Miyake, Takanao (=5 Z14))
Miyamoto, Akinori (& 4% i)
Miyamoto, Kei (&4 %)
Miyamoto, Kousei (% 4% T.52)
Miyamoto, Shuichi (&4 F5—)
Miyanari, Yusuke (& B #&4)
Miyanoiri, Yohei (& / A #F)

Miyashita, Naoyuki (& T #Z)

Miyashita, Osamu

Miyashita, Osamu (& T {#)

Miyata, Hiroki (& H #5)

Miyata, Makoto (& H B A)

-8217 -

1Pos087
1Pos188
2P0s069
2P0s207
2Pos009
3Pos004
3Pos005
3Pos006
3Pos070
2P0s048
3Pos212
3Pos153
1Pos137
3Posl115
1GD009
3Pos019
3P0s020
1EA004
1GC008
1GJ001
1P0s094
1YK1100
2Pos018
1P0s049
1GE008
2Pos116
1Pos058
1P0s094
1YK1100
3Pos132
2Pos047
1Pos041
3Po0s028
3SEA-2
2Po0s045
1SBA-1
2P0s049
2Pos171
2Pos174
2Pos180
3Po0s039
3Pos176
1SJA-5
2Pos190
3Pos027
3Pos008
3Pos025
IMSG-3
1GD008
1GJ002
2P0s090
3Pos055
3Pos147

Xopu| sweN




Miyata, Makoto (= H §i)
Miyata, Tomoko (& H 1)

Miyauchi, Seiji (&M 1)
Miyazaki, Kana (& I5F JI13%)
Miyazaki, Makito

Miyazaki, Makito (I 4 \)
Miyazaki, Satoru (= IF %)
Miyazaki, Yusuke (#41 #41)
Miyazawa, Mitsuhiro (& {8 Jt:1#)

Miyazawa, Momoko (& iR #k1+)
Miyoshi, Hideto (=75 75 \)
Miyoshi, Kosuke (= 4F %:ill)
Miyoshi, Takemasa (=4 B 1E)
Miytata, Makoto (& H . A)
Mizue, Hatsune (K71 #135)

Mizukami, Taku (7K | L)
Mizuki, Houryou (KA JEL 1)
Mizuno, Ayato (KB SCA)
Mizuno, Daisuke

Mizuno, Gaku (7K H3X)
Mizuno, Tkumi (KEF 41#E)
Mizuno, Kosuke (K ¥F I 41)
Mizuno, Moeka (K ¥ #i &)
Mizuno, Yosuke (ZKEF F541)
Mizutani, Arisa K& & D) &)
Mizutani, Azuki (K4 #45)
Mizutani, Masaki (K% HEAv)

Mizutani, Yuki (K% KA2)
Mizutori, Ritsu (ZK 5 £t)
Mizuuchi, Ryo (KA K)

Mochida, Keisuke (F#H ZA4f)
Mochizuki, Atsushi (£ H #H)
Mori, Hiroyuki (% #3%)

Mori, Joe (% )

Mori, Kaisei (7 sl 1)

Mori, Miyu (£ EK)

Mori, Shinnosuke (%% #7 Z41)
Mori, Shoko (# #F)
Mori, Takaharu (% #1H)

3Pos148
3P0s209
3Pos079
2SGP-6
3Pos003
2Pos047
3Pos123
2Pos147
1SIA-7
1Pos185
1GGO001
1Pos025
2Pos015
1Pos090
1Posl16
2Pos124
2SFA-3
1GF006
1Pos138
1Pos141
2Pos065
1Pos092
3Pos170
1P0s206
3SBA-7
3Pos182
2Pos067
1GA009
1GI001
1Pos087
2Pos177
2SKA-6
1GD008
1Pos149
3Pos080
3Pos148
2Pos112
2Pos113
2SJA-3
1MSG-2
1Pos150
1Pos158
1SJA-1
3SHA-5
3Pos171
2Pos176
2Pos140
1Pos065
3Pos062
1Pos104
1Pos117
2SAA-1
1GH002

Mori, Takahiro (F H##)
Mori, Toshifumi (%% % 30)

Mori, Yukina (& % 7k)
Morigaki, Kenichi (F1H #—)

Moriguchi, Maiko (&I #-7-)
Morikawa, Syunya (F%J1] 4£4)
Morimatsu, Masatoshi (&2 EIH)
Morimoto, Jumpei (FAS #F)
Morimoto, Yusuke V (FEA HEH)
Morimoto, Yusuke V. (FRAS HEH)

Morino, Kohei (FR¥F #iL°F)
Morishima, Keisuke (#/5 F:4)
Morishima, Ken (51 /& f&)

Morishita, Manato (% F %K)
Morita, Hiroto (F%H #-})
Morita, Koshiro (#H #F&ER)
Morita, Rikuri (£ H FEHE)

Morita, Shu (& H 5%)

Moritsugu, Kei (FK )

Moriwaki, Yoshitaka (FMh HiFE)

Moriya, Ryohei

Moriya, Toshio (572 #27%)
Moriya, Wataru (&4 H)
Moriyama, Minoru (#£ 111 5Z)
Moriyama, Sakura (FRIL & < 5)
Moriyama, Shunya (#%111 #£2#%)

- 8218 -

1Pos031
1Pos186
3Pos158
3Pos169
3Pos171
1Pos169
1Pos178
2Pos184
3Pos086
1GD009
3SIA-7
1Pos112
2Pos109
3Pos102
3Pos104
3Pos136
3SBA-3
1Pos102
2Pos088
3Pos175
2Pos105
1GD008
2Pos077
2Pos087
2P0s095
2Pos102
3Pos061
3Pos124
3SFA-6
3Pos067
1GB007
1GB009
1Pos019
1GB004
1Pos153
2Pos146
1P0s020
1Pos172
1GA004
1GA006
1Pos176
2Pos185
3Pos182
3Pos188
1GHO012
1Pos009
1Pos183
3SBA-1
1Pos010
2P0s063
1Pos149
1GF001
3SIA-6



1Pos112

Moriyama, Yuuta (5[l #K) 1GD001
1Pos087
1Pos188
2P0s069
2P0s207

Motegi, Fumio (K LK) 1SIA-3
2Pos083

Motohashi, Masahiro (44§ &X) 1GE011

Motohashi, Rie (A4F HLIE) 3Pos003

Motomura, Hideki (A5 3E48) 1GCO012

Motono, Chie (48} 1) 3Pos034

Motose, Hiroyasu (Al 725¢) 2Pos136

Mototake, Shiori (T HEH) 3Pos115

Motoyama, Yuka (4111 HifE) 3P0s099

Muhammad Dirgantara, Jelang (¥ = 7 ¥ LA/NY F

TANT 5 F) 1EE001
Mukai, Tomoya (I3 %) 3P0s204
Mukaiyama, Atsushi (J][Ll J&) 3SJA-3
Munakata, Rika (575 1% HA%) 3Pos185
Muneyuki, Eiro (5217 JE8) 1GE011
Munro, Kathryn 2SJP-1
Murai, Masatoshi (+J - 1E4%) 1Pos116
Murai, Toshiyuki ( } £&3%) 3Pos106
Murakami, Hiroshi (#f 1 #) 1Pos198
Murakami, Taiga (+_F. Ki) 2P0s182
Murakami, Tatsuya (F I+ 341) 2Pos214
1YK1015

Murakoshi, Hideji (8 75i) 1GDO010
1GDO11

Murakoshi, Shunya (£ 1) IMSE-3
Muramatsu, Ryo (F 2% 5% 2Pos154
Muramoto, Kazumasa (£ A< F15) 1Pos044
Muranaka, Tomoaki (¥ Ht %5 B) 3SJA-1
Muraoka, Shunsuke (¥ ] #2447) 3Pos171
Murata, Kazuhoshi (¥ H F15%) 3Pos073
Murata, Kazuyoshi 2P0s208
Murata, Kazuyoshi (F1 FH F13%) 1Pos010
2Pos001

Murata, Keina () H 5%3%) 3Pos169
Murata, Satoshi (£ H %) 1Pos152
3Posl12

3Pos113

3Pos150

Murata, Takeshi (4 F 1) 1Pos010
1Pos047

3Pos073

Murata, Yutaka 3Pos047
Murayama, Keiji (111 F&]) 1Pos158
Murayama, Masanori (£ 1L 1EH) 3SHA-4
Murayama, Yasuto (5 [1I Z%=}) 2Pos051
Murayama, Yoshihiro (+J 111 %) 1GD004
1Pos058

1Pos148
3Pos054
Murrell, Michael (¥ L' )V = A4 7 )L) 1SIA-6
Mustakim, Mahammad 1EA004

Muthahari, Yusran Abdillah (5 F/\ i 4555wk

SEHL) 3P0s021
Muto, Yuto (E# &=}) 3Pos004
Mwaniki, Stephen (E7 =% A7 4 —7 ) 3Pos087
Nagae, Fritz (F7T. SCHE) 3Pos057
Nagai, Arata (I %) 1GD001
Nagai, Shunsaku (E 3 B&1E) 1Pos015
Nagai, Takeharu (7K I f1f) 1GG012
1GJ00S

1Pos211

2Pos038

2Pos212

3Pos202

3Pos205

3Pos211

Nagai, Tetsuro (7K #5 H) 1SBA-7
Nagai, Yuki (EH: ##}) 3P0s109
Nagama, Misaki (7 [H] 51%) 1Pos037
Nagamine, Moeka ($ I il 3) 3Pos008
Naganathan, Athi N (Naganathan N Athi) 1GE002
Naganathan, Athi N. (Naganathan Athi N.) 2P0s029
Nagano, Kaito (K% {fE-#) 2Pos089
Nagao, Hidemi 1GH007
3Pos168

Nagao, Hidemi (58 755) 2Pos182
3Pos167

Nagao, Kaisei ()& iE2) 3Pos033
Nagao, Satoshi ()2 &) 1GF009
Nagaoka, Makoto (£l %) 1GB003
Nagashima, Kazuki (FIf§ —5) 2P0s204
Nagata, Kazuhiro (7k H fl1%%) 2SCP-7
Nagata, Takashi (7K HH 5%) 1GI002
1GI007

1Pos125

1Pos130

3Pos121

Nagata, Yuya (£ H #itl) 2Pos132
Nagatomi, Isamu (K& 9) 3Pos007
Nagatsugi, Fumi (7KK %) 1GE002
Nagatsuka, Nanami (3% 7 7 &) 3Pos104
Nagayama, Kuniaki (7 LI BIF) 3P0s210
Nagayama, Ryuna (7k I1I HHK) 1ED003
Naito, Kota (N LK) 1GC004
1GC007

Naito, Takaharu (N FE) 1Pos162
Nakabayashi, Takakazu (FFFk ZF) 3Pos183
Nakada, Ayaka (F'[l F &) 1GC007
Nakada, Shunichi (F'[H 1£7&) 3HL1100
Nakagaki, Toshiyuki (W18 1%2.2) 3Pos120
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Nakagawa, Kaito (FF 11 Bil3})
Nakagawa, Yoshiko (FJII S21ii)

Nakagawara, Ai (H 11 J5L HEAK)
Nakai, Tsubasa (FFJE TRF)
Nakajima, Daichi (H1 /5 K#h)

Nakajima, Haruto (FIl§ & A)
Nakajima, Kichitaro ()& %5 KHF)

Nakajima, Yoshiki (77 &5 J54})

Nakakuki, Takashi (F12£ )
Nakamae, Hidekazu (F'fii 5—)
Nakamoto, Akane (FFA R%)
Nakamoto, Kaho (FF4S H:4%)

Nakamoto, Kodai (7€ %K)
Nakamura, Chikashi ({4 52)
Nakamura, Hanane (14 1635)

Nakamura, Hideki (FF4 7548
Nakamura, Humika ({4 3C#)
Nakamura, Jun (] #)
Nakamura, Kazuha (4} #23%)
Nakamura, Kazuyuki ({4 Fl13%)
Nakamura, Keita (fi'F) BEK)
Nakamura, Kosuke (F4 23%)
Nakamura, Mai (P4 FR%)

Nakamura, Masayoshi (F'4] [ R)
Nakamura, Naohiko (F'4) %)
Nakamura, Ryuhei ("4 HEF)
Nakamura, Seiwa (HF 2 F)

Nakamura, Shinnosuke (FFA BTy #i)

Nakamura, Shota (P4 #£K)
Nakamura, Shuichi (4 15—)
Nakamura, Takemasa ({4 B
Nakamura, Toshiki ({4 f#8)
Nakamura, Tsukasa ({4 &)
Nakamura-Norimoto, Aya
Nakane, Daisuke (AR K4

Nakane, Yurina (A A Z4%%)
Nakanishi, Atsuko ({74 {iiT)
Nakanishi, Jun (74 %)
Nakanishi, Ren ({17 3ii)

3Pos042
1Pos214
1YK0930
1Pos108
1Pos072
1Pos152
3Pos078
1GA013
2Pos042
2Pos205
3Pos196
1GI008
1Pos135
2Po0s055
3SBA-9
2Pos108
3Pos040
3Pos048
1Pos027
2P0s046
3Pos019
3Po0s020
3Pos078
1Pos180
3Pos164
1Pos138
2SAA-5
3HL0900
1P0s082
2Pos133
1YKI1115
3Pos086
2Pos137
3SFA-2
2P0s006
3Pos121
3Pos122
3Pos173
2Pos004
2Pos086
1Pos097
1Gl006
1Pos010
2SGA-3
2SKA-6
1GD004
1GD006
3Pos080
3Pos084
1GJ010
2Pos009
2SDA-1
3Pos011

Nakano, Atsuki (FF B #tst)

Nakano, Haruo (FF ¥ &5
Nakano, Haruyuki ({1 i 2)
Nakano, Hideo (H ¥ 75 k)
Nakano, Minoru (H ¥ 5£)
Nakano, Shogo (F' ¥ &)
Nakano, Yoshio ({1 ¥} 3&/)
Nakao, Arisa (& A1)
Nakao, Miku (W12 #3¥)
Nakao, Ryoma (F1)2 #5%)
Nakao, Seiya (H1& 2 #)
Nakao, Toshiki ("1 #4)
Nakasako, Masayoshi (H'3H % H1)
Nakasone, Yusuke (FF & HE #i/)

Nakata, Masanori ("' 1F i)
Nakatani, Hajime ({1 4% )
Nakatani, Madoka ({4 F1%)
Nakato, Ryuichiro (H1)7 FE—E[)
Nakatogawa, Hitoshi ({17 )I[ 17)
Nakatsu, Toru (1 %)

Nakaya, Takayuki (FF 7+ BE3%)
Nakaya, Yamato ({12 5 A)
Nakayama, Takahiro (4 1Ll P& %%)
Nakayama, Yohei (1111 #F)

Nakayoshi, Tomoki (ff'# WI7)

Nakazato, Kako (f{' L ££F)

Nakazawa, Naotaka (H{% [H /5)

Nakazawa, Yozo (FF{R =)
Nako, Hiroyuki (1 #:Z)
Namba, Keiichi (¥ 7—)

Namba, Norihiro (F§ 9 &%)

Namikawa, Yuto (/I 3 A)
Namiki, Ayaka (I A F )
Namiki, Shigeyuki GEA #:47)

Nango, Eriko (F§#% HHF)
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2Pos009
2Pos079
3Pos004
3Pos005
3Pos006
3Pos070
1Pos119
3Pos186
3Pos034
2Pos110
1MSI-2
1Pos185
1Pos023
1Pos058
1MSF-4
1GB007
3Pos018
1GG008
2Po0s027
3Po0s038
3Pos128
3Posl19
1Pos045
1Pos173
1MSJ-3
1SJA-1
3SBA-3
3SBA-4
3Pos107
2Pos159
1Pos214
1YK0930
1Pos074
3Pos072
3Pos170
3Pos177
2SAP-5
2P0s062
1YK0945
1ST1A-2
2SIP-4
3Pos012
2Pos110
2SGP-6
3Pos003
1Pos012
1Pos022
1GB009
1Pos087
1GGO11
2SJA-3
1GI005
1Pos011



Nango, Eriko (F§f% H 3T
Nara, Toshifumi (Z3 5 f#30)
Narita, Akihiro

Narita, Akihiro (Ji% H %5 1#)

Naruse, Keiji (B XEiH)

Nasrin, Syeda Rubaiya

Natsume, Koki (5 H #i47)
Natsume-Kitatani, Yayoi (2 H % & \»)
Nawata, Ryuya (WEH &)

Negami, Tatsuki (2 I #)

Nemoto, Yuri L (FRA 52 1)
Nemoto, Yuri L. (BRAS f&52H)

Netter, Niklas (Netter Niklas)

Neuhaus, Konstantin

Neuhaus, Konstantin (Neuhaus Konstantin)
Ng'ang'a, Douglas K.

Ng'ang'a, Douglas Kagoiya

Ngo, Kien Xuan

Ni, Cheng-Wei (il ZR#)

Niina, Toru (Hfi 5&

Niitsu, Ai (Bt #)

Nishi, Hafumi (7§ F13%)
Nishibe, Nobuyuki
Nishibe, Nobuyuki (F§#B fi1=5)

Nishida, Noritaka (74 [ # )
Nishida, Shota

Nishida, Sora (P4 Hi 3&4%)
Nishida, Yui (7§ H #7K)

Nishida, Yuki (P H 45 )
Nishigaki, Tomoyo (V48 1)
Nishigami, Yukinori (P _EF. i)
Nishiguchi, Shigetaka

Nishiguchi, Shigetaka (V4 1 %)
Nishikawa, Koki (P)1] 3 7)

Nishikawa, Masatoshi (78)1] 1E%)
Nishikawa, Ryo

Nishikawa, Takaaki (74)I] Z:H)
Nishiki, Kazuma ($f —5%)
Nishikino, Tatsuro ($% %K)

3Pos138
3Pos139
1Pos001
3Pos129
2Pos147
1Pos093
3Pos022
3P0s026
2Pos088
3Pos075
2Pos093
3Pos142
1SBA-8
1Pos113
2SFP-5
1EC003
1Pos089
2SGA-4
1Pos201
1YK1000
2SGA-4
3Pos064
3Pos065
2SHP-7
3Pos049
ISAA-3
1GAO013
1Pos016
2Pos041
3Pos157
3Pos143
2Pos143
2Pos216
2SHP-1
1Pos218
3Pos207
2Po0s009
3HL0930
3Pos108
3Pos120
3Pos213
2Pos082
2SBA-4
1P0s002
1Pos084
2Po0s048
3Pos095
3HL1015
1GG007
1GI010
1Pos046
1Pos132
2Pos071

Nishikino, Tatsurou ($i ¥ 3%HE)
Nishimoto, Seri (P74 {i5 1)
Nishimura, Taiki (P94 KA7)
Nishimura, Takuma (V443 $i )
Nishimura, Tamako (P94} 2k1)
Nishimura, Yuji (P4 #i)
Nishimura, Yukako (Fi#) % 1)

Nishina, Hiroshi ({"F} 1#52)
Nishio, Takashi (P& Kik)

Nishitani, Yudai (P %+ HEK)
Nishiyama, Akihito (74 11 $&5)

Nishiyama, Ken-ichi (78 Ll B —)
Nishiyama, Makoto (74111 B
Nishiyama, Masayoshi (P4 [LI f£f)

Nishiyama, So-ichiro (V4 LI 5% —E)
Nishiyama, Tomoko (7% 111 J37)

Nishizaka, Takayuki (P93 5%:2)

Nishizawa, Kenji (P4 Bif)
Nishizawa, Ryohei (Ph % %)
Nishizawa, Tomohiro (V4% H17%%)
Nitta, Ryo ({1 5¢)

Nitta, Takahiro

Nitta, Takahiro GJ7 FH &%)
Niwa, Shinsuke (F+3 {141
Nobeyama, Tomohiro (ZE LI J154)

Nobu, Masaru Konishi (4t )
Nobumoto, Kenji (187G )
Noda, Chizuru (¥ H T-#5)
Noda, Nobuo N. (¥ H JE4:)
Noda, Takeshi (¥ H 7
Nogami, Yuta (¥ I~ HHK)
Nogi, Terukazu (K S&F1)

Nogimori, Takuto (B ARF% #N)
Noguchi, Hiroshi (¥ 171 {8 7])
Noguchi, Rikuto (¥f 1 [&=})

Noguchi, Takumi (¥ T 7)
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2Pos142
3Pos140
1Pos045
2Pos007
2P0s090
1GF010
1SFA-1
2Pos197
1SIA-3
2Pos083
2SCP-6
1GE004
1EA001
2P0s059
2Pos135
3Pos130
3Pos040
3Pos048
1Pos117
1GB003
2P0s085
2Pos088
1GF012
1Pos118
1SEA-1
1MSJ-5
2SKA-6
1GD008
3Pos080
1Pos086
1Pos196
IMSF-3
2SHP-7
3Pos064
3Pos065
3Pos067
1GEO010
2Pos153
2Pos214
1YK1015
3SFA-5
1GF006
2Pos055
2SGP-8
1GI005
1Pos118
2P0s028
2Pos164
1EE001
1GHO009
1Pos188
2P0s207
1Pos135
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Noguchi, Tomohiro (711 %4 54)

Noguchi, Yoshifumi (17 R 5)
Noh, Joseph J.

Noji, Hiroyuki (27 b 14:2)
Noji, Hiroyuki (% 1547)

Noma, Chinatsu (¥ [] T-5)
Nomaki, Hidetaka (¥F4% F5F%)
Nomura, Kaoru (4] #)

Nomura, Kayoko

Nomura, Kayoko (843 Inft-+)

Nomura, M. Shin-ichiro (¥#4J M. &—HE)
Nomura, Shin-Ichiro (A} H—HE)
Nomura, Shin-ichiro (¥4} 18— )
Nomura, Shin-ichiro M.

Nomura, Shin-ichiro M. (Ef4) 1H—[R)

Nomura, Shinichiro (¥4 18— EF)
Nomura, Shinichiro M. (¥4 M. {H— )
Nomura, Takashi (EH &i&)

Nomura, Takeshi (EP4 1)

Norizoe, Yuki (Fis #ifsh)
Nosho, Kazuki (1 —H)
Nozawa, Hikaru (¥ JtH#)

Nuemket, Nipawan (Nuemket Nipawan)

Nukui, Shiho (i k)
Numoto, Nobutaka (%4 153%)
Nur Rochmah, Atika

Nureki, Osamu (il A 2)

1Pos138
1Pos141
2SCA-3
1GHO12
3SBA-8
3Pos122
3Pos215
2SKP-4
1GA012
1GBO10
1GE005
1GE006
1GE007
1GE008
1GE009
1GG002
1GJ007
1P0s029
1Pos038
1Pos057
1P0s097
2Pos079
3Pos197
3Pos201
1Pos027
3SFA-3
3SEA-5
1Pos117
1P0s209
2P0s209
2SEP-2
3Pos150
3Pos078
1EA004
3SIA-3
3Posl13
3Posl12
1Pos152
1Pos214
1YK0930
2Pos010
2Pos115
2Pos117
1GB012
2SGA-4
2Pos204
3Pos057
2SJA-3
1GI005
2Pos003
IMSG-3
1Pos001
1IMSEF-3

Nystadq, Mona
Oba, Shoya (K FIK)
Oba, Yuichi (K35 #—)

Obana, Nozomu

Obata, Koryo (/M 5i5x)
Obayashi, Kohe (2 IT 1)
Obayashi, Kohei (FBAk L)
Ochiai, Yumika (%% £ #33E)
Oda, Akifumi (/MH #52)

Oda, Arisa H VNH A1)
Oda, Masayuki (1 £ 3%)
Oda, Nanase (/M £ A2)
Oda, Tatsuro (/N ZEER)
Oda, Toshiro (/)N #2EE)

Oda, Yukako (/INH #7&T)

Ogasawara, Hiroki (/N3 5L {15 HE)
Ogasawara, Mitsuo (/N3 5L G HE)

Ogawa, Haruto (/1] 1&12)
Ogawa, Kairi (/M| #5)

Ogawa, Shuichiro (/IM1] 75—ER)
Ogawa, Taiyo (/M1 KF)
Ogawa, Takuya (/M1 1)
Ogawa, Yuichi (/M| H#E—)
Ogawa, Yuuka (/M %)

Ogi, Anna (J5 %)

Ogi, Hirotsugu (3% 1#K)

Ogihara, Satoshi (ki %)
Ogino, Aya (BT #%)

Ogino, Gaku (KB %)
Ogita, Goshi (Fk H1 %¢1)

Ogura, Kazuki (Ml —#f)
Ogura, Naoki (/& i)
Ohashi, Gai (K1 9l

Ohashi, Sayaka (KA% 19 )

Ohdaira, Takeshi (K- %)
Ohe, Kouichi (K{L i%—)
Oheda, Hiroaki (KA% 5AH)
Ohgita, Takashi (5% H & #])

Ohhara, Takashi (KJ& #i&)
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3Pos142
3SAA-2
1Pos164
3SBA-5
3SBA-7
1GI011
1Pos184
1Pos178
2Pos132
3Pos051
3Pos170
3Pos177
1GG004
2Pos168
3Pos148
2Pos155
1Pos091
1P0s093
2SGA-5
1Pos046
2SAP-3
1GE004
1Pos025
2Pos015
1P0s207
3Pos029
1Pos109
3Pos206
1Pos063
2Pos025
2Pos042
2P0s205
3Pos196
3Pos057
1Pos042
2Po0s040
2Pos204
2SFA-3
1Pos196
1Pos135
1GD004
2Pos074
2SJA-3
1Gl005
1GD012
3Pos166
2Pos162
2Pos164
1Pos012
1P0s022
IMSH-6
1GA002
3HLI1115



Ohhashi, Yumiko (KA& #3571

Ohkawa, Yasuyuki (XJI] 2$47)
Ohkubo, Tatsunari (KALR 3EK)
Ohkubo, Tomoki (RA R %)
Ohmichi, Kazuki (K& —#)
Ohmura, Takuto (KA #15)
Ohmura, Takuya (KA #itld)

Ohnishi, Kohei (K74 HEYF)
Ohnishi, Miho (KP4 J54¥)
Ohnishi, Yusuke (K #4)
Ohno, Kaisei (KB 4-32)
Ohnuki, Jun (KH %)

Ohnuma, Kiyoshi (Kif #)

Ohnuma, Takayuki (K8 &:2)
Ohshima, Ayano (K5 #/Y)
Ohshima, Hiromu (K Jh %)
Ohsugi, Miho (K45 k)
Ohta, Akane (A H %)

Ohta, Kunihiro (AHT FE5)
Ohta, Masateru (K H % i)
Ohtake, Kazumasa (K47 Fl11E)
Ohtsu, Mina (K 36%%)
Ohuchi, Hideyo (K #1Y)

Ohzawa, Izumi (Ki# Fifk)
Oide, Mao (K H ELI)

Oikawa, Hiroyuki (/N1 i 2)
Oikawa, Tsukasa (&)1 &)
Oimoto, Rento CEA 3iltt)
Oishi, Takumi (KA7 IF3%)
Oiwa, Kazuhiro (K& FlI54)
Ojima-Kato, Teruyo (JII# 5&1%)
Okabe, Kohki ([i#5 545%)

Okabe, Manato ([l &5 2L5)
Okada, Mana ([fi] FH F.%%)
Okada, Shun ([ HI I#)
Okada, Shunya (il HI #£7)
Okada, Takashi ([ ] £2)
Okada, Yasushi ([l H FE&)

2SIA-3
1Pos042
2SAP-3
1GCO11
1Pos155
1Pos129
1GH012
1P0s201
1YK1000
3Pos120
3Posl15
3Pos110
3Pos177
3Pos126
1Pos038
2Pos166
1Pos065
3Pos062
3Pos019
1GB002
3HL1130
1SIA-5
1GD009
1Pos120
1Pos121
1Pos123
2Pos120
3Posl15
1GG004
2SFP-6
3Pos035
2SEA-4
1Pos129
2Pos129
2Pos132
3Pos127
2Pos122
2SAA-3
2Pos031
1Pos089
3HL0900
3Pos057
1Pos082
3Pos034
3SJA-6
2Po0s068
3P0s203
3Pos051
2P0s069
1Pos159
1GC009
2Pos196
ISIA-3

Okada, Yuki (Ff HH Hi#c)
Okahata, Misaki ([ 4l 351%)
Okajima, Takaharu ([l 2£{f
Okamoto, Kenji ([ 4< # )
Okano, Keiko ([ ¥ &1
Okano, Toshiyuki ([ ¥F #247)
Okawa, Atsushi (XJI] 3#])

Okazaki, Kei-ichi (FfJIRF F=—)

Okazaki, Shigetoshi ([l %1%)
Okazaki, Susumu ([ 5 )
Oki, Hiroya (I K )

Okimura, Chika (74 T&)

Okuda, Mitsuhiro (JH 7%%)
Okuda, Momoka (4L #khi)
Okuda, Satoru

Okuda, Satoru (B[ %)

Okuda, Sota (B[ 53K)
Okumura, Hisashi (JLA A=)

Okuno, Takashi (¥ 1)
Okuno, Yasushi (BLEF 2$52)

Okuyama, Kohei (BL111 #:°F)
Okuzumi, Ayami (B4 L3%)
Oliveira, Leonardo (Oliveira Leonardo)
Olivucci, Massimo (Olivucci Massimo)

Oma, Yukako (&[] 1)
Omatsu, Takashige (BAA # 1K)
Omori, Fuga (K% #li)

Omori, Satoshi (K7 J&)
Omoto, Kenta (B4 & K)
Onaka, Yoshimitsu (& R 75)

- 8223 -

IMSF-3
1GGO10
1EC002
1P0s069
1Pos079
1Pos210
2Pos083
3Pos204
1SEA-4
1GD009
1GJ009
1Pos003
2Pos025
2P0s025
1GA004
1GA006
1GE005
1Pos038
1Posl16
2Pos166
1Pos013
ISBA-7
3P0s020
3SAA-1
1GD003
1GD007
3Pos214
3HL1030
3Pos187
2SFA-4
2Pos191
3Pos060
3Pos075
3Pos035
2SGA-2
2Pos176
2Pos178
3Pos107
2SFP-1
2SFP-6
3Pos195
1SJA-3
2SJA-3
2SJA-3
1GI005
2Pos213
1SCA-1
1GF012
1Pos118
3Pos114
3Pos131
3Pos189
1Gl003
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Onda, Maki (BLH Hid)
Onizuka, Kazumitsu (W55 15%)
Onoe, Hiroaki (J&_I- 5BA%)

Onoue, Yasuhiro (&I 55%%)

Onozato, Kota (/NI HL 52K)
Ooka, Hideshi (K fif] J&52)
Ooka, Koji (K #Eif)
Ooka, Mako (K] &)
Oosawa, Chikoo (K {# %4 #l)
Orii, Ryota (#73 HK)

Orita, Takuya (#%H #hi)
Oroguchi, Tomotaka (37171 A& %)
Osaka, Hirona (K3 #£%%)
Osaka, Jiro (/MR Z#F)

Osawa, Tsukiho (Ki# H )
Oshima, Atsunori (Kl £ i)
Oshima, Hiraku (FBIE )

Oshiro, Takumi (K3 #i4)
Ota, Motonori (A H JTH)

Ota, Tomoki (A H %)
Otomo, Akihiro (K& ZEH#)

Otomo, Kohei (K& HEF)
Otosu, Takuhiro (G $¥¥)

Otsuka, Takuya

Ottevaere, Heidi (Ottevaere Heidi)
Otuska, Mizuho

Ou, Ruikinshinn (F. $i3#%)
Owada, Azusa (KHIH £)

Oya, Momoko (K% #k¥)

Oya, Tatsuya (K& JKi%)

Ozaki-Noma, Ryohei (JEIF-¥F [ {5°F)
Ozaki-Noma, Ryohei (J&K;-¥F [ {5°F)
Ozaki-Noma, Ryohei (&I — ¥ ] °F)

Ozeki, Yasuyuki (/INBi &%)

P. Su, Matthew

P.M., Sayeesh

Paczia, Nicole (Paczia Nicole)
Paggi, Joseph M.

Paitio, Jose (/¥4 7 1 4 ¥ a )

Palombo, Riccardo (Palombo Riccardo)

Paramio, Olivia (Paramio Olivia)

2Pos185
1GE002
3Pos052
3Pos071
3SJA-4
1Pos024
2Po0s023
1Pos091
3SFA-2
2Pos017
3Pos140
2Pos105
1S1A-3
2Pos092
1GH010
1SAA-2
1Pos212
2SBP-6
1Pos117
1P0s002
2Pos186
2Pos187
2P0s002
2Pos011
1Pos176
2Pos159
2Pos042
1Pos010
1Pos073
1Pos076
3Pos073
2SEA-6
1Pos051
1Po0s205
2Po0s210
1Pos013
1GF004
3HL1000
1Pos140
2Pos038
1GE005
2Pos038
3Pos205
1Pos211
1EB00S
3Pos176
3Pos009
2SGA-4
3Pos122
3SBA-7
2SJA-3
2Pos005
1YK1030

Park, Ingyo 2SKA-1
Park, Jae-Hyun 1Pos005
Park, Sam-Yong 1Pos005
Park, Seonha 2SKA-1
Patron, Kishandra A. 3Pos122
Pavlovich, Martin 3Pos176
Peng, Zugui (3% #1%%) 1GA013
Penka, Elke (Penka Elke) IMSG-5
Perez, Alberto (Perez Alberto) 2Pos177
Pestana Nobles, Roberto Carlos 3Pos176
Peterson, Walker 2P0s210
Pham, Quynh (Quynh Pham) 1Pos041

Phan, Tri Minh 2Pos035
Postrado, Michael (KA b F F <4 7)) 1Pos107

Prabhat, Verma (77 7/ v h 2NV 1P0s200
Pradipta Bandyopadhyay, Pooja 1EE003
Pretre, Gabriela 3Pos214
Priyambada, Kamila Putridifa (Priyambada Putridifa
Kamila) 1GE002
Prosser, Robert Scott 2SBA-1
Purba, Endang R. (Purba Endang R.) 2Pos138
Putera, Fachruddin Hari Anggara 3Pos168
Pyo, Ki Eun 3Pos122
Quang Vu, Cong 1P0s208
Quirin, Sean 3Pos122
Rabe von Pappenheim, Fabian (Rabe von Pappenheim
Fabian) IMSG-5

Rafidah, Izzati (7 7 4 ¥ — 4 v 7 1) 1GG012
Rafig, Nisha Mohd (= —¥ ¥ ENF 74 7)

1EC001
Rajendran, Divya (Rajendran Divya) 2P0s029
Ramakrishnan, Charu 3Pos122
Rashid, Rubaya 1EA004
Rattanasombat, Petlada 3Pos039

Raul, Emilio Macias Estrada (RAUL Emilio Macias

Estrada) 1Pos065
Razavi, Shiva 3Pos078
Razib, Datta 2SFA-4
Re, Suyong (& 752¢) 1EE001
Reja, Shahi Imam (L ¥ % ¥ v & £ < 4) 2Pos215
Ren, Weitong (fT: 5 [H]) 3SAA-3
2Pos008

Rerganan, Pattarisa (b — 2 7 F ¥ 73 & ) 4 —)
3Pos016
Rhee, Hyun-woo 1Pos040
Ries, Jonas IMSEF-2
Rimbara, Emiko (FRJE #5357 1GD006
Rindfleisch, Séren (Rindfleisch Soren) IMSG-5
Robinson, Robert 2Pos147
Robinson, Robert (T ¥ >V ¥ KR 7) 1P0s092
Robinson, Robert C. (Robert C. Robinson) IMSG-3
Robinson, Robert Charles 2SCP-2
Romain, Amyot (Romain Amyot) 2Pos067
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Royant, Antoine

Rozenberg, Andrey

Rozenberg, Andrey (Rozenberg Andrey)

Ruan, Xiaomi (Pt BEXK)

2Pos133
1YKI115
1GI1002
1Pos125
3HL1015

Rupprecht, Jean-Frangois (Rupprecht Jean-Frangois)

Rutkowski, David (David Rutkowski)

Sadakane, Koichiro (‘& #—H)

Saga, Yoshitaka (fi & fE4)
Sagawa, Naoya (/)11 i)
Sagawa, Takahiro (%1l #K)
Saha, Dibya (Saha Dibya)
Sahashi, Kentaro ({547 fEAHE)
Saini, Mohit. K. (Saini Mohit. K.)
Saio, Tomohide

Saio, Tomohide (52 54 3%)

Saito, Ami (B5 i 2271)
Saito, Atsushi (B 30)
Saito, Hikaru (77 % J6)
Saito, Hiroyuki (A7 13%)

Saito, Katsuya (Z5/H§ 501K)
Saito, Keisuke (7 $5¢)
Saito, Keiya (Z5 1§ F5%)
Saito, Kohei (7 HEF)

Saito, Makoto (B #i)
Saito, Minoru (7 £2)
Saito, Nen (7 %)

Saito, Ren (Z5 i 5if)
Saito, Takumi (B )

Saito, Yasuhisa (E5#E PRA)
Saito, Yutaka (B5 1 )

Saitoh, Akiyoshi (77 B H)
Saitoh, Tsuyoshi (77 1B %%)
Saitou, Shinnosuke (B5# H..Z 1)
Saitou, Suzuka (5 nHE)
Sakae, Mao (% H.4t)

Sakae, Yoshitake (4% B 30)
Sakaguchi, Ayuri (X1 2 #f)
Sakaguchi, Miyuki (JZI1 353)

1Pos086
1SHA-1
2Pos059
2Pos155
3Pos153
3Posl55
1Pos137
1Pos017
3Pos072
2SGA-4
1GHO001
2Pos138
3Pos219
2SHP-2
3SEA-4
2Pos107
1EC001
1Pos127
1Pos012
1P0s022
3Pos164
2SJA-1
1Pos016
1P0s203
1Pos204
1SDA-5
3Pos118
2SFA-5
1Pos194
1Pos195
2Pos124
3Pos197
2SIP-2
3Pos076
2Pos196
2SCA-3
1MSI-1
1GE008
1Pos185
1GA008
1GE002
1Pos182
3Pos162
1GHO001
1Pos101
1Pos051
1Pos205

Sakaguchi, Wataru (31 i)
Sakaguchi, Yuya (FRITT #1%)
Sakai, Gaku (3 H- %)

Sakai, Hayata ({91 JK)
Sakai, Kazumi

Sakai, Kazumi ({3 1% 3%)
Sakai, Keisuke (Y 2l
Sakai, Makoto ({B %)

Sakai, Yusuke ({#§3- #i%#)
Sakai, Yusuke (i HEF)
Sakakibara, Haruki (F )5 1 #7)
Sakakura, Terutoshi

Sakamoto, Ayu (JAS HifE)
Sakamoto, Kantaro (34 H AKH)
Sakamoto, Ritsuki (YA 38 H)
Sakamoto, Ryota (YA #K)
Sakamoto, Tatsuya (JAS 3 iK)
Sakamoto, Yuta (JX A #&K)
Sakane, Reibun (JUR £L30)
Sakanoue, Rin (3%_F )

Sakashita, Nanase (3 T L i)
Sakata, Ayaka

Sakata, Eri (K H #&3E)
Sakata, Nana (Bl %33%)
Sakata, Nana (P H 38%%)
Sakaue, Takahiro (J_F & #¥)

Sako, Yasushi (1 /1 35

Sakuma, Koya ({2 /A ] i)
Sakuma, Tatsumi (1A [ 3% {f)
Sakuma, Yuka (£ AR H#)
Sakumura, Yuichi (TEF ffi—)

Sakuraba, Syun (FJi 12)

Sakurai, Akari (1B 7> 1))
Sakurai, Kazumasa (P23} —1F)
Sakurai, Tatsunari (23} @2 H%)
Sakuta, Hiroki ({EH {54)

Salvatore, Corrado
Samatsu, Yuki (542 BE77)
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3Pos004
3HL1045
3Pos026
3Pos136
2SJA-4
2Pos131
2Pos087
2Pos199
3Pos199
1Pos124
1Pos034
3Pos024
IMSH-2
3Pos053
3Pos023
1Pos019
1SIA-6
2Pos145
1Pos219
3Pos107
1P0s094
1YK1100
2Pos185
3SGA-3
IMSG-5
2Pos015
1P0s025
1GB012
1Pos219
1P0s220
2Pos060
2P0s220
1P0s003
2P0s099
1GC003
2Pos054
1Posl11
2SIP-5
1GG006
1Pos088
1Pos155
1Pos192
1Pos193
3Pos138
3Pos139
2Pos150
3Pos013
1GD003
2Pos155
3Pos149
1GI011
1Pos126

Xopu| sweN




Sampson, Josephina (4> 7'V » ¥ at 7 4 F)

Sando, Shinsuke (L1 1541)
Sano, Taisei (£ ¥ K&2)
Sano, Yutaka ({5 i)

Saper, Gadiel

Sasaki, Daiki (fii # A& KA#)
Sasaki, Daisuke (1 % A Kiifi)

Sasaki, Kodai (£ % K PEK)
Sasaki, Mirai (fii % AR #53k)
Sasaki, Naoya (£ % A THi%)
Sasaki, Risa (fi % A HLEFE)
Sasaki, Takanori (fi£ 4 A& £ #)

Sasaki, Yuji. C (fii # A& #1K)
Sasamori, Kansuke (§#-7% E )
Sato, Chikara (/i F-5)

Sato, Daisuke (21§ Kl

Sato, Hajime ({51 %)
Sato, Hikari (7§ Jt#0)
Sato, Hisako (1 A1)
Sato, Imari (K VW E 1)
Sato, Katsuhiko (11 B 72)
Sato, Katsuki (5§ sots)
Sato, Kazuhisa (fEJ# FIA)
Sato, Kazunobu (1£ 1 F113)
Sato, Keisuke ({1 B2 i)
Sato, Keita (i BK)

Sato, Mana (fE/#§ K %%)
Sato, Riho (T 34 25%)
Sato, Ryu (5 1# i)
Sato, Shoko

Sato, Shoko (fEJ#E #£7)
Sato, Shumpei (167 B2F)
Sato, Shun ({1 &)
Sato, Suguru (£ #)
Sato, Taiyo (fE/H§ K#)
Sato, Yuki (f/ 55 HE)
Sato, Yuki (7§ 4 #7)

Sato, Yusei (7§ £ %)

Sato, Yusuke (5§ #if)

Satou, Hazime (£} %)

2P0s098
3Pos175
2Pos073
2P0s029
2Pos093
1EC003
1GCO11
3Pos058
1GG011
1GG002
2Pos201
3SFA-2
1Pos162
1Pos163
1Pos164
1GCO11
2Pos194
3Pos164
1GA013
1Pos016
1Pos183
3Pos008
1Pos015
1Pos211
3Pos120
1Pos031
2P0s206
3Pos055
1Pos114
2SJA-5
1Pos129
2Pos129
2Pos132
3Pos127
1GC005
3Pos001
1GG007
3Pos056
1Pos041
3Pos146
2Pos081
1Pos151
3Pos067
1Pos203
1Pos123
3Posl15
1GF010
1Pos151
1GJ004
2Pos118
3Pos217
2Posl161

Satouh, Yuhkoh (£ #2%)
Sawa, Masato (3% fI-#5)
Sawada, Yasuyuki ({3 H HE2)

Sawai, Satoshi (3 )
Sawazaki, Yoshihito (IR 3%17)
Schmidt, Roman

Schmitt, Cassidy

Schwitter, Ariane (A 7 7 A4 ¥ — 7)) 7 )

Seddon, Chloe (Seddon Chloe)

Sega, Jumpei (M E 1)
Seito, Daito (/i K#)
Seki, Soichiro (B 3 —FR)

Seki, Takehito (B4 ##1~)
Sekiyama, Naotaka (B 111 H.3%)
Semwal, Vivek

Sengoku, Sakura (filif1 %)
Senju, Yosuke (F-f1: #£41)
Sergeev, Nikolay

Seto, Mayumi (¥ #i3%)
Shen, Jian-Ren (7£ :17)

Shen, Simiao (i &%)
Shenoy, Thanh-Nga C.
Shi, Jenny

Shiba, Tomoo (GEE 54 /E)

Shibagaki, Mitsuki (4235 Jt:77)
Shibai, Atsushi GZ - )
Shibasaki, Ryota (GZ I 5&ik)
Shibata, Kei (5¢H =)

Shibata, Keisei (5%H #£)5%)
Shibata, Keitaro (5% £ K

Shibata, Mikihiro (4 k)

Shibata, Tatsuo
Shibata, Tatsuo (52 3#3%)

Shibata, Yutaka (5% %)

Shibayama, Naoya (4%111 151k)
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2Pos088
1Pos210
2Pos115
2Pos117
1P0s099
3Pos191
IMSF-2
2Pos031
1GF008
2Pos005
1YK1030
3Pos080
1Pos148
2SGP-6
1P0s006
1Pos116
2P0s040
2Pos094
2Pos120
2Pos114
IMSF-2
3SFA-2
IMSG-3
1GI008
1Pos135
2Pos136
3Pos126
3Pos122
3Pos122
1GA001
1GA004
1GA006
1MSG-1
3Pos146
2Pos180
1Pos102
3SBA-9
2SFA-2
3Pos083
1GDO010
1GDO11
1Pos041
1Pos114
3P0s028
2P0s094
2SFA-3
2SEP-7
1Pos196
1Pos134
3Pos134
3Pos135
3Pos136
1Pos043



Shiga, Yasuhiro GEH ¥54)
Shigematsu, Hideki (FA 7548)

Shigeta, Yasuteru
Shigeta, Yasuteru (ZH &)

Shih, Hsuan-Yu (Shih Hsuan-Yu)
Shihoya, Wataru GEH & #)
Shima, Tomohiro (& H154)
Shimada, Akari (&5H BI4)
Shimada, Atsuhiro (J& FH 3)5)
Shimada, Kazuki (& H F118h)
Shimada, Yoshiki (%5 HI %)
Shimada, Yuichiro (Il Hl /& — )
Shimakawa, Ginga (I )11 i)
Shimamoto, Kana (4% 1£3%)
Shimamoto, Keiko (J&4< 75F-)
Shimamoto, Shigeru (74 %)

Shimamoto, Yuta (574 3 °K)

Shimamura, Hisashi (&4} 1%)

Shimamura, Ryotaro (4] 52 A HT)

Shimamura, Saya (5 &F %)
Shimamura, Yuiki (1 H2%)
Shimane, Yasuhiro (IR HEGA)
Shimazaki, Yukiho (& IZ SZFE)
Shimbo, Ayaka G & #£1E)
Shimi, Takeshi

Shimi, Takeshi (& 5. fill)
Shimizu, Hirofumi ({&7K &)
Shimizu, Kazuma (& 7K F1E)
Shimizu, Kotaro (& 7K {5 AKHR)
Shimizu, Masahiro (7K HF#)
Shimizu, Miho (i 7k 35H¥)
Shimizu, Rei

Shimizu, Rumi (757K H3%)
Shimizu, Sasa (7K F%)
Shimizu, Yoshihiro (i&7K #%%%)

Shimizu, Yosuke ({5 7K #:4)
Shimizume, Kota (i 7K H #K)
Shimoaka, Takafumi (T 77 H.5)

2Pos131
2SHP-7
2Pos190
3Pos070
1EE004
1GHO003
1P0s020
1Pos172
1Pos184
2Pos179
1Pos007
3Pos142
2Pos102
3HL1115
1GF009
1GH006
1GD006
1Pos141
3Pos010
3Pos087
1Pos117
1Pos025
1P0s026
1Pos027
2Pos015
3Pos019
3P0s020
1SIA-1
1P0s094
1YK1100
1GB012
1Pos142
3HL1045
3Pos135
3SFA-3
2Pos068
1Pos186
1P0s095
1Pos199
3Pos044
1GD007
1GF005
2Pos032
3Pos089
2Pos202
IMSH-6
3Pos098
2SHA-2
1GJ001
2P0s028
2P0s096
1Pos108
1Pos133

Shimogochi, Shota (T[N FHK)

Shimogoochi, Shota ({1 A1 1K)
Shimomae, Koki (‘T Hi 5AH)
Shimono, Kazumi ('F ¥ f15Z)
Shimoyama, Hiromitsu (T LI #£78)
Shimura, Naoki (GEA) THHE)

Shin, Byeongmin

Shin, Fujishiro (H&3% 3)

Shinkai, Arisa (BT BH £ #)
Shinkai, Soya (¥ iff: £ )

Shinkai, Yasuhiro (7 Bl Z%54)
Shinobu, Ai

Shinobu, Ai (1§75 %)

Shinoda, Wataru (4 Hl #)

Shinohara, Akira (f&Jil %)

Shinozaki, Ryuto (Shinozaki Ryuto)
Shintaku, Hirofumi (B4 1#32)

Shintani, Seine A. (¥ 4+ 1E49)

Shinya, Kumagai (R4 1E41)
Shinzawa-Ito, Kyoko (i3 (fH) #$7)
Shinzawa-Itoh, Kyoko (/i - #1i% 7§ 1)
Shioda, Norifumi (3 1 4 52)

Shioi, Akihisa (i3 FEA)

Shioi, Takuro (i FKER)

Shiomi, Akifumi (3 5 $&5)

Shiomi, Gaku (3 5. )

Shiomi, Shunsuke (3% i, &1fi)

Shionyu, Masafumi (34 F.5)
Shiota, Yuma (}i [ £ E)

Shiraga, Keiichiro (-1l —ER)
Shirahama, Ranmaru (17 B AL)
Shirai, Tsuyoshi (F17 [l)

Shiraishi, Taro (F1£1 KHE)
Shiraiwa, Hiromasa (F1%5 5A%F)
Shiraki, Kentaro (F1 A B AKHR)
Shiramasa, Yutaro (155 I A HR)
Shirasaki, Yoshitaka (F1I 3 k)
Shiro, Yoshitsugu (3% EL.fiil)

Shiroguchi, Katsuyuki
Shiroguchi, Katsuyuki (3% 5¢2)
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ISBA-1
2Pos171
2P0s049
3Pos139

2Pos047
2Pos022
3Pos107
2SKA-1
2Pos061
1GA008
1SEA-3
1Pos119
1Pos170
2SFP-2
2P0s050
1GF007
1GGO001
3Pos105
3Pos166
3Pos087
1SHA-4
3SHA-2
1EC004
2Pos217
1Pos139
1Pos044
2P0s052
1Pos157
2SAP-3
3SHA-2
3HLO0915
2Pos156
3Pos152
3Pos160

ISBA-1
2Pos171
3Pos206
1Pos143
3SBA-7
2Pos148
3Pos131
1GHO12
2Pos156

3Pos152
2Pos153
2Pos214
1YK1015
1GB004
1EBO00S
3Pos042
3Pos046
1GJO11
2SDP-1

Xopu| sweN




Shiroshita, Honori (3% T )5 HL)
Shirota, Hideaki (3% H 75H])
Shirouzu, Mikako (F17K 3% T-)
Shirranc, Sally (Shirranc Sally)

Shoji, Hiroto (H: ] #:4F)
Shoji, Kan (FE ] 1)

Shoji, Kentaro (F 7] f#KHR)
Shoji, Tomoya (H & %)
Shono, Mayu (H: ¥ E.H1)

Shota, Tsuji (i1 #K)
Simpson, David

Singh, Manish (Singh Manish)
Singha, Nanki (Singha Nanki)

Skinner, Dominic (Skinner Dominic)

Skinner, Dominic J.
Sljoka, Adnan

So, Masatomo (5% 1E%)

Sobaih, Mohamed Marzouk (VX €\ X

7)
Sobti, Meghna (Sobti Meghna)
Sokabe, Masahiro (& ¥ &8 1E 1)

Somiya, Masaharu (5 & 1EI)
Sonanie, Ravi (Sonanie Ravi)

Sono, Hidekazu ([ 3F1)
Sonobe, Seiji ([FEB K F])
Sonoshita, Masahiro

Sonoyama, Masashi ([# 1] 1F52)

Soshino, Ibuki (% — %)

Sotoma, Shingo (¥} HE1E)
Sowa, Yoshiyuki (%l F&3E)

Stenhammar, Joakim

Stewart, Alastair G. (Stewart Alastair G.)

Stokes, David L.
Sudo, Yuki (ZH#E HES)

Suenaga, Naoki (K7k i2k)
Suetaka, Shunji (Z5 B2 1)

Suetake, Isao (K )

1Pos022
1GA010
2Pos010
2Pos005
1YK1030
1GD005
1EB004
1Pos159
2Pos118
1Pos154
2Pos084
1Pos157
2Pos057
1Pos065
2SJP-1
1GI006
2P0s005
1YK1030
2SGA-4
1Pos201
1YK1000
2SBA-1
2SBA-6
2SBP-4
<N =
2Pos050
1GE007
2Posl15
2Pos117
1SFA-4
2Pos005
1YK1030
1Pos158
1Pos082
2Po0s210
1Pos108
1Pos133
2P0s029
1GJ006
2Pos084
2Pos157
3P0s093
2SEP-6
1GE007
1EE002
2Pos132
3Pos125
3Pos126
1Pos139
1GC009
1GC010
3Pos033
3Pos055

Suetsugu, Shiro (KK FHB)
Sugai, Hiroka (& - /)
Sugao, Kanon (& & 1)

Sugasawa, Haruka (i (X% %°)

Sugase, Kenji (& il #Eif)
Sugata, Daiki (& [ K HE)
Sugawara, Ren (& Jiit 3H#)
Sugawara, Takeshi (5 Jil i)
Sugi, Takuma (12 #)%)

Sugie, Atsushi (1571 )
Sugihara, Kaori

Sugihara, Kaori (#2J5 TlI#)

Sugijo, Yovin (P HAL 3%
Sugimoto, Hiroshi (] 4% %)

Sugimoto, Hisroshi (1548 %)
Sugimoto, Teppei (F54% 15 F-)
Sugimoto, Yukihiro (] 4% S #4)
Sugishiata, Tomoaki (12 T & %)
Sugita, Masatake (#2H E4F)
Sugita, Yuji

Sugita, Yuji (% H A {H)

Sugita, Yukihiko (} HI %)
Sugiura, Kazunori (15{ffi —fif)

Sugiura, Masahiro (#2iHfi fK)
Sugiura, Yuya (#4{fi 5 1)
Sugiyama, Haruki

Sugiyama, Hironori (4% ILI f#ifcl)

Sugiyama, Masaaki (#2111 1E.H)
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1SFA-1
2SDA-3
3Pos019
3Pos020
3Po0s008
3Pos025
3Pos037
2SBP-4
1Pos061
3Pos023
3Pos193
2SJP-2
1GJO10
2SBP-6
1GF004
1ED002
2Pos198
1GF003
1GF008
1GFO11
2Pos034
3Pos021
3Pos041
3Pos042
3Pos046
3Pos045
3Pos140
1Pos183
3Pos055
2Pos175
1Pos179
1SBA-2
2SAA-3
2SAA-6
2SHP-3
1GEO11
1P0s028
2Pos041
2Pos177
2Pos187
3Pos165
1GI005
2Pos038
3Po0s205
1GI1004
3Pos122
1GA009
IMSH-2
3SHA-5
3Pos197
1GB007
1GB009
1Pos019



Sumikama, Takashi (b<# %)) 2SAA-4
1GDO10
1GDO11

Sumino, Ayumi (f§ % #%) 1Pos215

Sumitomo, Kakeru (£ & ##) 1Pos084

Sumiyoshi, Rieko (£ H3% ) 1Pos077

1YK1045
1Pos151
2Pos073

Sunaga, Junko (ZH & #iT) 2SFA-7

Sunami, Tomoko 3P0s056

Sunami, Tomoko (Fi# %) 2SAP-1
IMSH-4

Suno, Chiyo (7% T-1%) 1GA009

Suno, Ryoji 2P0s048

Suno, Ryoji (% ) 1GA009

1GI005
2Pos004

Suno-Ikeda, Chiyo 2Po0s048

Suwa, Makiko (Fih #07) 3Pos156
3Pos164

Suwa, Manami (SR #3E3E) 2Pos014

Suzuki, Aussie (Suzuki Aussie) 1P0s094

1YK1100

Suzuki, Daiki (854 K8 2Pos168

Suzuki, Hinako X. (3K H%57) 2Pos178

Suzuki, Kano (54 TE¥F) 1Pos010
3Pos073

Suzuki, Kenichi (85 f—) 2SDA-4

Suzuki, Kenichi G. N. ($5 K fé—) 1SFA-2
1GF002

Suzuki, Kenichi G.N. (83 A f—) 3Pos104

Suzuki, Kenichi GN (5 fit—) 1EC003

Suzuki, Kenta T. (8K 1K) 1GG006
Suzuki, Madoka 3Po0s085
Suzuki, Madoka (857K [¥1) 1Pos216

2Pos098
Suzuki, Makoto (#i /K k) 1Pos070
Suzuki, Masato ($3 K fo ) 2Pos151
Suzuki, Michio (87 i 2E) 1GB009
Suzuki, Naoya (835K 1Hi%) 1Pos122
Suzuki, Nobuhiro (3K 2K) 3HL1130

2Pos014

3Pos016
Suzuki, Nobutake ($5 7 15 %) 1EB005
Suzuki, Ryunosuke (85 A BEZ A1) 1GG005
Suzuki, Shino (85 A &%) 2SKP-1
Suzuki, Shota (85K FHK) 2SBA-4

1P0s002
Suzuki, Souta (Ji A FEK) 1Pos100
Suzuki, Taisei (85 KNF) 1GD010
Suzuki, Takao (B Z18) 2Pos149
Suzuki, Takehiro ($5 7K f#) 1Pos138

Suzuki, Tateki (85 A T3k)
Suzuki, Tetsuhito (854 #117)
Suzuki, Tsutomu (F5A )
Suzuki, Yuki ($5K 5 #i)
Suzuki, Yukihiro (574 3C30)
Tabata, Kazuhito (H%s F117)
Tabata, Koji

Tabata, Yota (H¥u %)
Tabe, Jinichiro (%5 1~—#)
Tachi, Tomohiro (% H172)
Tachikawa, Masashi (37.)1] 1IE)

Tadokoro, Yoshitaka (FHAT F4%)
Tagami, Daiki (H k= JHE)
Tagami, Shunsuke

Tagami, Shunsuke (F_I. #21ifi)
Tagawa, Haruna (FHJI] I5%%)
Tagawa, Hauna (FHJI| FE %)
Tagawa, Shotaro (H1/JI1 FHKH)
Tagishi, Ryouma (5 3&55)
Taguchi, Hideki (FH T 3&45)

Taguchi, Kazuma (I 32 15)
Taguchi, Mai (FH T F.4K)
Taguchi, Masahiko (FH11 EjZ)

Taguchi, Seiichi (H 71 45—)
Tahara, Shinya (FHJ& 1)
Tahara, Tahei (FHJE K3F)
Tahara, Yuhei (FHJE &)
Tahara, Yuhei O (FHJ5 &)
Taji, Teruaki (K i HiHH)
Tajima, Hirotaka (1 /5 BEFE)

Tajima, Kenya (FH /& i)
Tajima, Seiya ({H}5 Z241)

Tajima, Shuma (H & 75 E)
Tajitsu, Motoharu (FH & JCF%)
Takabatake, Haru (7 & #%)
Takada, Sakura (7 H B¢ E)
Takada, Sakura (%5 H &R
Takada, Shoji

Takada, Shoji (%5 H # )
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1Pos141
2Pos031
3Po0s206
2P0s204
3Pos053
1GG006
1P0s097
2Pos210
3Pos144
1Pos146
2Pos007
2Pos189
3Pos108
2Pos174
3HL1130
1GC006
2SEA-1
2SIP-5
1Pos192
3SFA-6
3Pos009
2STA-3
1Pos042
3HL0900
1GE008
3Pos050
3Pos138
3Pos139
ISFA-3
3Pos183
1P0s205
3Pos209
3Pos148
2Pos120
2Pos119
3Pos114
1Pos034
1GI1004
2Pos006
3Pos122
2Pos004
3Pos161
2STA-3
2Pos155
2SKP-3
3Pos047
1SAA-3
2SBP-1
IMSG-6
1GC003
1Pos061
1Pos069
2Pos170

Xopu| sweN




Takagaki, Natsune (3 3£3()
Takagi, Kanta (Fi AR #K)
Takagi, Ken (B4 B%)

Takagi, Kohta (A #X)
Takagi, Koki (B PEAT)
Takagi, Kosuke (FiA 725
Takagi, Toshiyuki (A #2:2)
Takagi, Yusuke (Fi A 1&7R)

Takahara, Yuma (7 5 #fi &)
Takahashi, Daichi (F5#% A th)
Takahashi, Daisuke (F5£& KHifi)
Takahashi, Fumio (#F54% SCHE)
Takahashi, Hirona (548 15 %%)

Takahashi, Hiroshi (it i)

Takahashi, Hiroto (7545 K#H)
Takahashi, Hiroto (i1 KFH)
Takahashi, Kaoru (345 4D)
Takahashi, Kazumo (71 JHZ%)
Takahashi, Koichi (F4# fH5—)

Takahashi, Kuto (Fiff Z25)
Takahashi, Manami (7% FL.4335)
Takahashi, Nao (Fiff iiJe)
Takahashi, Nozomu (it %)
Takahashi, Remii (Fif§ 15 7.1%)
Takahashi, Satoshi (751 J&)

Takahashi, Shigeru (Fiff %)
Takahashi, Shota (Fi1& #K)
Takahashi, Takuya (F51% H.4)
Takahashi, Takuya (Fif Fi4iL)

Takahashi, Tomoei (Fiff % 5¢)
Takahashi, Yoshimasa

Takahashi, Yuichiro (Fiff #—HR)
Takahashi, Yuji (%% 5 )

Takai, Akira (i3 %)

Takamatsu, Nobumichi (2 )
Takano, Kazunori (747 Fl5%)
Takano, Kento (7% & \)
Takano, Mistunori (7 %5 JEHI)

3Pos057
1Pos121
1Pos055
3Pos072
3Pos110
3Pos136
3HL1015
1Pos108
1GHO11
3Pos179
3HL0915
1MSG-3
2Pos047
3Pos051
2Pos199
3Pos199
1Pos107
1Pos108
3Pos101
1Pos125
1GIl002
3Pos022
3Pos112
2SAP-5
2Po0s062
1YK0945
2Pos132
1GJo10
1GC001
3SJA-1
2Pos164
1GB005
1GE002
2P0s029
2Pos031
1Pos119
1Pos133
1Pos182
1Pos168
1Pos171
1Pos173
1Pos174
1Pos175
3Pos173
3Pos145
3Pos181
3Pos135
1Pos119
1MSF-3
1GE012
1P0s089
2Pos125
2Pos184

Takano, Mitsunori (7% Jt:HI)

Takano, Yu (%5 #3)

Takao, Daisuke (%)% K¥if)
Takarada, Masaharu (2 H %)
Takaramoto, Shunki (FAS 42 H)

Takaramoto, Shunki ({4 2 })

Takasawa, Taichi (% K—)
Takase, Ryoya (1% #41)
Takase, Yurina (Fh il #i#3%)
Takase, Yuzuki (753 & H)
Takashima, Yui (% & #l12%)
Takaso, Nanato ({Ei#H HLFH)
Takasu, Atsushi (3¢ #3)

Takata, Koji (# H #FE)

Takatsuka, Hirotomo (F3% K 4)
Takayama, Yuki (%5 1Ll #5F)

Takayama, Yuto (% [ BEFH)
Takazaki, Hiroko (Fsli 21+)
Takazaki, Hiroko (Filif %7-)
Takazawa, Momoka (1R #k4E)
Takebe, Gen (B k)

Takebe, Masumi (3 #535)

Takeda, Seiji (i H W i5)

Takeda, Shuichi (ZH 15—)

Takeda, Youtaro (2 F AHR)
Takeguchi, Miki (17171 #:3%)
Takei, Kohji (7 #2)

Takei, Riku (BRI BE)

Takei, Toshiki (ECfE 24
Takekawa, Norihiro (711 ‘H %)

Takemori, Kenta (77§ & K)
Takemura, Masaharu (i Bi)
Takenaka, Shinji (Y7 H' {E{5)

Takeno, Yuka E. (17 ¥ %)

-S8230 -

1Pos072
2Po0s024
2P0s063
2Pos078
3Pos177
1Pos079
3P0s203
1GI009
1Pos125
1GI002
1GI1004
2P0s002
2Pos103
3HL0945
3Pos175
3HL1000
3Pos215
1P0s094
1YK1100
2Pos214
1YK1015
1SDA-4
1GG008
2Pos213
1P0s204
3Pos044
3Pos087
2Pos036
1Pos013
3Pos138
3Pos139
1Pos018
2P0s030
1Pos091
1P0s092
1P0s093
3Pos179
3Pos129
1Pos212
2Pos119
3Pos055
1GF012
1Pos045
1Pos080
2Pos071
2Pos075
3Pos007
3Pos077
2Pos077
2SKP-2
2Pos138
2Pos140
1Gl004



Takeshima, Gento (77| J5-}) 3Pos076
Takeuchi, Chihiro (75 P4 F-33) 1P0s065
3Pos062

Takeuchi, Dai (1T K) 3Pos128
Takeuchi, Koh (7P 1H) 2P0s058
Takeuchi, Nahoko (P 48T 3HL0900
Takeuchi, Noriko (f7 P #:7) 1Pos068
Takiguchi, Kingo (#1 4% 2P0s090
2Pos112

2Pos113

3Pos149

Takinoue, Masahiro 1EA003
Takinoue, Masahiro (# / I 1E{#%) 2SKP-6
1Pos053

1Pos054

1Pos055

2Pos054

2P0s056

2Pos057

3Pos052

Takizawa, Yoshimasa (#{R HE) 2SAP-3
Takizuka, Hiroto (4% Fi5 1Pos145
Takui, Takeji (L7 ii5) 3Pos055
Takuwa, Hiroyuki (FHZ% 5A:2) 1GJ010
Tama, Florence 2SAA-7
3Pos039

3Pos176

3Pos178

3Pos180

Tama, Florence (Tama Florence) 2P0s190
3Pos027

Tamada, Taro (F H AKHR) IMSH-6
Tamai, Shingo (£} E1E) 1Pos214
1YK0930

Tamaki, Kenta (AR fX) 1Pos153
Tamano, Tomoaki (¥ 5 7) 2P0s022
Tambo, Mai (3 %) 1Pos215
Tame, Jeremy R.H. 1Pos005
Tamogami, Jun (FHEEf ) 2Pos130
3Pos129

Tamura, Hideki (FHF JE42) 1Pos180
2Pos181

Tamura, Hiroki (FHF #£48) 3P0s206
Tamura, Itaru (HHF #5 K) IMSH-6
Tamura, Ryota (FHA & K) 1GE009
Tamura, Sachiko (HIFY 7 417) 2SAP-5
2P0s062

1YK0945

Tan, Cheng 1Pos179
Tan, Cheng (Tan Cheng) 2Pos041
Tan, Cheng (% 7R) 2SAA-6
2SHP-3

Tanabe, Ayumi (H3i& 3w 3%) 3HL1045

Tanabe, Hodaka (FH2 WL7&) 1Pos181
Tanaka, Hideaki (H ' 75H7) 3Pos177
Tanaka, Ichiro (FHH FF15) 1MSH-1
1MSH-4

Tanaka, Issei (HHH' — i) 2Pos007
Tanaka, Junko (HIH {#1+) 1Pos037
Tanaka, Masahito (FHH Ef™7) 1Pos094
1YK1100

Tanaka, Motomasa (FHH' JCHf) 1SJA-1
1SJA-6

1Pos214

1YK0930

2Pos010

Tanaka, Nobukiyo (FHH 181%) 1P0s029
Tanaka, Nozomi (HH' ) 2Pos130
Tanaka, Shin-ichi (FHH {&—) 2P0s206
Tanaka, Shun-ichi (FHHH' #2—) 2SCA-5
Tanaka, Sota (HIH' #°K) 1GCO012
Tanaka, Tatsuki (FHH 3#3E) 3Pos142
Tanaka, Yoshikazu (HH ELAlT) 1GC004
1GC007

1Pos156

2Pos011

2Pos154

Tanaka, Yoshiki (HH J548) 1GD008
1GJ002

Tane, Natsumi (% Z5#:3%) 1GBO011
Tang, Bo 1EC003
1P0s098

Tang, Bo (J# 1) 1SHA-4
1P0s096

Tang, Qian-Yuan 2Pos012
Tang, Qianyuan (& ¥270) 3SAA-3
2Pos008

Tang, Ta I David 2SHP-4
Tani, Aruno (4 WI5:7) 3HL0900
Tani, Kazutoshi (% —#) 2Pos138
2Pos140

Tani, Marie 2P0s093
Tani, Marie (4~ ##) 3Pos195
Tanibayashi, Sara (£ 4k $43%) 2Pos043
Taniguchi, Ryo (%11 %) 3Pos038
Taniguchi, Yuichi (#+10 #—) 1GC002
1EB003

3Pos159

Tanimoto, Hirokazu (7% 1#—) 1SIA-3
1Pos083

2P0s092

3Pos090

Tanimoto, Yasushi (#7485 Z+) 3SIA-6
3SIA-7

1Pos112

Tanizaki, Hikaru (%I %) 3Pos077

- 8231 -
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Tanzawa, Takehito (¥ ¢ N)
Tashiro, Yosuke (H1% B74T)
Tate, Shin-ichi (1 #—)

Tate, Shinichi (¥ FL—

Tateno, Akihiro (375 HH%%)
Tatsumi, Rie (58 P

Tatsuta, Haruka (7€ 11 %)
Tayama, Tomotaka (FH 111 %4i5)
Tefera, Dessalegn Abeje

Tendo, Tomoya (K %)
Tenjimbayashi, Mizuki

Tenno, Takeshi (R &
Terada, Hiroto (3¢ BAN)

Terada, Tohru (55 H &)

Terada, Tomoki P. (37 FH %5'48})

Terai, Kotoku (37 HEfi)
Terakawa, Tsuyoshi
Terakawa, Tsuyoshi (55/11 Fll)

Terakita, Akihisa (374t BIA)

Terakura, Kei GF& )
Teramura, Ryuga (3741 #i)
Teranishi, Hiroaki (3774 Z25H)
Terasaka, Naohiro (73 %K)

Terauchi, Kazuki (35 —1ff)
Terauchi, Yuki (57 #E)
Terayama, Kei (37111 £)
Terazima, Masahide (318 1F75)

Terui, Yudai (B #EK)
Teshima, Taku (T 3K)
Teshirogi, Yosuke (TG Fadr)
Tetsunari, Kimura (A4 #5E)
Tezuka, Ataru (T35 B¥i)

1GB001
3Pos103
1P0s040
2Pos053
1GBO11
3Pos031
2Pos037
3Pos026
1GC013
IMSG-1
2Po0s007
2SDA-2
3Pos014
2Pos185
3Pos188
2SCA-1
2SFP-5
1GHO006
1GHO008
1GHO12
1P0s009
1Pos165
1Pos169
1Pos181
1Pos183
2Pos165
2Pos169
1Pos014
1Pos067
1SIA-5
3Pos047
IMSG-6
1GC003
1GE001
1Pos187
1GI007
1Pos124
2Pos175
3Pos005
1Pos121
1Pos034
1Pos036
3SJA-4
1GC001
2SFP-7
2Po0s027
3Pos038
3Pos128
2Pos184
1GA004
1GH008
3Pos041
3HL0930

Thi Ngoc Nguyen, Loan
Thiel, Vera (Thiel Vera)
Thiticharoentam, Chayanit
Thiyagarajan, Dhivya B.
Timonen, Jaakko V. I.
Tinguely, Jean-Claude
Tittmann, Kai (Tittmann Kai)
Tochio, Hidehito (/& %t N\)

Tochio, Naoya (12 k)
Toda, Hirofumi (7 FH #51)
Toda, Satoshi (J7F [l J&)

Todaka, Reiko (7 155 B 1)
Togashi, Yuichi (&1 #i—)

Togo, Azusa (fBH )

Tohru, Terada (55 H &)

Toji, Takumi (HI# HLE.)

Tojo, Yoshihiro (1% %K)
Tokita, Kei (FEH FE—HF)
Tokonami, Shunro (FR K #2HE)
Tokuhisa, Atsushi (fEA #£[if)
Tokunaga, Etsuko (ffizk FEH:T)
Tokunaga, Yuji (fiizk # =)
Tokuraku, Kiyotaka (fli%% %)
Tokutsu, Ryutaro (£ K& KAR)
Tokuyasu, Ayama (ff%¢ FLE%)
Toma, Sachiko (#EMH #£7-)
Toma-Fukai, Sachiko (#[ #£7-)

Tominaga, Daichi (& 7k K%)
Tominaga, Kanan (i& 7K 5:4#)
Tominaga, Yuri (& 7k 1 F])
Tomioka, Yosuke (i [l #¥:4T)
Tomishige, Michio (& & & i)
Tomita, Taisuke (& H Z%iifi)
Tomoda, Yugo (E2H #H &)
Tomohara, Kanji (& J5 EH i)
Torii, Kotaro (53 £ KHE)
Tosaka, Toshiyuki (%3¢ #£17)
Toshimori, Kiyotaka (4E-7F k)
Toshino, Kenta (ji & K)
Toshioka, Fumi (FIfE] 3C3%)
Tostani, Fofou Yonta

Toyabe, Shoichi (B 7+#8 #—)

Toyama, Rene (J+111 B535)
Toyoda, Atsushi (£ %)

- 8232 -

1Pos208
2Pos138
3Pos187
3SAA-4
2SEP-6
3SAA-2
IMSG-5
2Pos003
2Po0s040
2Pos045
2P0s052
3Pos003
2Pos041
1SDA-6
2SEA-3
2Pos067
2Pos001
1Pos177
1Pos189
1Pos190
2Pos153
2Pos161
1P0s068
3Pos133
3Pos145
2P0s027
1SAA-4
1Pos030
2Pos058
2SCP-5
1Pos134
3Pos090
1Pos017
1GA003
2Pos127
3Pos217
3Pos095
1Pos124
2Pos213
1Pos071
3Posl61
2Pos100
1GJ007
3SHA-2
1GJ003
1Pos079
1Pos075
1Pos035
1Pos078
1Pos074
3Pos072
1Pos051
2SAP-5



1GDO009 2Pos125
1Pos121 2Pos132
2P0s062 | Tsukamoto, Takashi (354 Hi) 3Pos126
1YK0945 | Tsukazaki, Tomoya (¥R %) 1Pos031
Toyoda, Yusei (1% H #) 3P0s046 | Tsukui, Itta (EAI —K) 1GB002
Toyonaga, Takuma (27K $HE:) 3Pos066 | Tsumoto, Kanta (70 #K) 3Pos149
Toyooka, Ryuya (& [ HE#R) 2P0s007 | Tsuneshige, Antonio (F¥ & 7 ¥ b =%) 2Pos044
Toyoshima, Fumiko (35 ) 2P0s200 2Pos148
Toyoshima, Yu (& 55 4) 2SDP-2 | Tsunoda, Satoshi (£ H &) 2SJA-3
Toyota, Taro (¥ FH KHF) 2Pos158 1Pos142
Traiphothon, Darunee 2Pos188 1Pos146
Tran, Duy (7% ¥ X 1) 2SFP-3 2Pos141
Tran, Duy Phuoc 2SBA-4 3Pos142
1GH004 | Tsunoda, Tatsuhiko (£ H 3%i%) 3SGA-5
2Pos183 2Po0s204
Tran, Duy Phuoc Tran 2SBA-1 Tsunoyama, Taka A. 2SGA-3
Tran, Linh 2Pos147 | Tsunoyama, Taka A. (fij IL] ¥ i) ISHA-4
Tran, PhuocDuy 2P0s039 Tsunoyama, Taka-Aki 1P0s098
Trebbia, Jean-Baptiste ISHA-3 | Tsunoyama, Taka-Aki (ff 11 &) 1P0s096
Tsai, Chieh-Yu (%% %) 2SBP-2 | Tsunoyama, Taka-aki (£ [l & HY) 1EC003
Tsai, Feng-Ching 2Pos114 Tu, Le Ngoc Thao 1GA007
Tsai, Ming-Daw 2Pos133 | Tuboi, Hazuki (FEH HH) 3P0s062
1YKI1115 Tyukosova, Valentina 2Pos191
Tsai, Pi-Cheng (%% i %) 2P0s136 | Uchida, Akane (P &%) 1Pos193
Tseng, Ching-yu 1GA007 Uchida, Takeshi (W H %) 1GF009
Tsubaki, Motonari ($5 A J£5) 3Pos045 | Uchida, Tsutomu (PN H %5) 1Pos064
Tsuboi, Hazuki (FEH: 3£ H) 1P0s065 | Uchida, Yumiko (P #5357 1GJ008
Tsuchida, Arata (- #r) 3SHA-2 2Pos076
Tsuchida, Misaki (1:FH 35W%) 1GC002 2Pos084
Tsuchihashi, Shuhei (145 J&T) 3Pos124 2Pos100
Tsuchiya, Wataru (12 %) 3Pos198 2Pos103
Tsuchiya, Yuko (1B #i¥) 1SBA-3 3P0s092
3Pos131 Uchihashi, Takayuki 3Pos213
Tsuda, Sakae ([ %) 1GAO11 | Uchihashi, Takayuki (MG B 2) 1SGA-7
1GG009 1Pos031
1Pos021 1Pos047
Tsudome, Mikiko (%8 34T 2Pos219 1Pos153
Tsudzuki, Taiku (fBEE K7%) 1Pos109 1P0s200
Tsuji, Akihiro (X BH%%) 1SEA-5 1Pos212
1Pos049 | Uchikoga, Nobuyuki (7B fifi ) 1Pos160
Tsuji, Miho (£ 3E1) 2P0s217 | Uchiyama, Tomo (1L %) 1GE007
Tsuji, Shosei (- FHK) 3HL1015 | Uchizawa, Kaho (P4i% JEUEE) 1GA011
Tsuji, Yoshinori (:t #idit) 3Pos010 1GG009
Tsujikawa, Koyo (LIl i F) 1GH001 1Pos021
Tsujimoto, Taiki (GEA ZHE) 1Pos213 | Udono, Hirotake (#5M% %) 2SEP-2 %
Tsujimura, Masaki (B4 EA#) 2SJA-1 | Ueda, Fuka (k. #3E) 2Pos009 [E]
1GI004 | Ueda, Kensuke ([ f41) 1Pos158 K]
3Pos122 | Ueda, Masahiro (. B %) 3Pos100 [=)
Tsujita, Kazuya (:EH F141) 1Pos089 | Ueda, Motoki (k[ —4) 3SIA-2 %
Tsujiuchi, Yutaka (GXPY #) 1P0s203 | Ueda, Toshiaki (1 £&¥%) 3P0s012 [Rel
1P0s204 | Ueda, Yuika (_F[H MEfE) 2SIP-7
Tsukamoto, Hisao (7 7 7%) 1Pos129 | Uegaki, Koichi (35 #—) 1P0s026
1Pos178 3Pos019

-S233 -



Uehara, Shuta (15 55K)
Ueki, Misuzu (FiA 358)
Ueki, Shoko (fiA ¥
Uemura, Naoki (L4 1)

Uemura, Sotaro (44 ZHKHR)

Ueno, Hiroshi (1% 18 5)

Ueno, Riki ("% J7#)
Ueno, Shingo (¥ HE#)
Ueno, Taiji (¥ K3%)
Ueno, Takafumi (%5 F& )

Ugarte La Torre, Diego Renato (7 77V 7

F4xI LI b

Ukai, Kotaro (#5£ 3% KHE)
Ukawa, Mai (§8)1] E.4)
Umakoshi, Takayuki (Fi# £ 2)

Umeda, Kenichi (HgH fd&—)

Umemura, Maiko (fEf % 7-)
Umemura, Mariko (f41 B#LT)
Umena, Yasufumi (FE4 Z25)
Umezawa, Haruka (fiF{% & £E)

Umezawa, Koji (ME 2420)

Unabara, Daisuke ({5 KHifi)
Unno, Masashi ({47 f 7])

Urano, Ryo (ifi#f #i)
Urui, Taito (3t 782}
Ushioda, Ryo (] H 5&)
Ushioda, Suguru (i#] H )

2Pos011
1Pos115
3Pos084
1GD006
3Pos084
3SGA-5
1GCO013
2P0s204
2P0s218
3Pos057
1GA012
1GE005
1GE006
1GE007
1GE008
1GE009
1P0s029
2Pos079
2Pos184
1Pos035
1GB010
1Pos037
2Pos162
ML
1SBA-2
2Pos165
1Pos171
1SCA-4
1P0s200
1SJA-1
1EB002
2Pos051
3Po0s029
3Pos040
3Pos048
3Pos207
2SCA-4
1Pos119
1Pos030
1Pos005
1Pos008
3Pos012
3Pos175
3Pos066
1GI003
2Pos128
2Pos130
2P0s201
3Pos123
3Pos105
2SJA-2
2SCP-7
2Pos189

Usuda, Hatsuho (F1H #1%)
Usui, Kenji (F13f f—)
Usuki, Shin (FI4F %)
Utada, Andrew

Utada, Andrew S.
Uyeda, Taro (_E.FH KER)
Uyeda, Taro Q.P. (L. KHE)

Vanderpoorten, Oliver

Vattulainen, Ilpo

Vavylonis, Dimitrios

Vavylonis, Dimitrios (Dimitrios Vavylonis)
Voth, Gregory

Vu, Cong Quang (77— I~ 7T V)
Vu, Quang Cong

Wada, Hitomi (FITH )

Wadati, Hiroki (FI132 AA#)
Waizumi, Tatsuyuki (F157 3E37)
Wakabayashi, Ken-ichi (£ #k #—)
Wakabayashi, Takatoshi (F5 4k F42)
Wakamoto, Yucihi (£ 4% #i—)
Wakita, Nodoka (fif FH 1)

Walkup IV, Ward G.

Wan, Biao (JJ %)

Wan, Yumeng (J7 & i)

Wang, Feng-Yu (T JA\5)

Wang, Jun (T B)

Wang, Maoji
Wang, Maoji (T 1%3%)

Wang, Peter Y.
Wang, Po-Hsun

Wang, Tingting (WANG Tingting)
Wang, Yuzhu (F FAT)

2Pos153
1GA013
1GJO10
1GIO11
1GI012
2P0s202
3Pos026
1Pos075
3Pos022
3SAA-6
2Pos114
1P0s207
ISHA-1
2Pos114
2P0s209
3Pos036
2Po0s080
2P0s206
3Pos149
IMSG-4
1Pos183
1GG004
1GG007
2SGA-3
1EE005
1P0s089
2SBP-2
3SAA-3
2Pos008
1P0s098
ISHA-4
1Pos096
3Pos122
2Pos133
1YKI1115
2Pos190
3Pos142

Wang-Otomo, Zheng-Yu (Wang-Otomo Zheng-Yu)

Wang-Otomo, Zheng-Yu (KK fiEF)

Warisaya, Kanata (/8 Z8K)
Washio, Takashi ()2 [%)
Washio, Takumi (%2 ')
Watanabe, Atsuya ({2 3 t)
Watanabe, Chiho (% T-¥)
Watanabe, Daisuke (%38 K4r)
Watanabe, Go (V£ 5%)
Watanabe, Hiroshi (J 4t i)
Watanabe, Kaito (%78 B~
Watanabe, Kento (% & A\)
Watanabe, Kyosuke (J#38 &)
Watanabe, Maho (%34 E4%)

-S234 -

2Pos139
2Pos138
2Pos140
2Pos007
3SGA-1
2SFP-4
1GC010
1Pos105
3P0s200
2P0s002
3Pos186
3Pos116
2Pos004
3Pos134
3Pos037



Watanabe, Mai (32 #4K)
Watanabe, Masaya (#i7 #)
Watanabe, Naoki (%% 154})

Watanabe, Naoko (%38 151-)

Watanabe, Rikiya (#%3& 7741)

Watanabe, Ryo (J% & 5%)

Watanabe, Satoshi (&5 1)

Watanabe, Tomonobu (& N13)
Watanabe, Tomonobu M (%72 118)
Watanabe, Toshiyuki (%% #817)
Watanabe-Nakayama, Takahiro (41111 F& %)

Wazawa, Tetsuichi (FIIR #%—)

Wei, Fan-Yan (B Y1)
Wei, Fangqian (& 77T)
Wen, Jin-Der (i i)
Weng, Wei Chun
Wenting, Huo

3Pos137
1GI1004
1SHA-1
1Po0s207
1P0s094
1YK1100
2Po0s097
1GE009
2SHP-6
1Pos040
3SGA-6
3Pos089
1SJA-2
1GC001
1GGO012
1Pos211
2P0s038
2Pos212
3Pos205
3Pos198
2Pos063
1Pos052
2Pos034
3Pos166

Widada, Alika Andjani (Widada Alika Andjani) 1Pos150

Woei-Chyn, Chu
Wolfson, Deanna Lynn
Wong, Joshua (Wong Joshua)

Wu, Kingsley

Wu, Ti (%% )

Wu, Yichao

Xie, Bingxin (¥ — ¥ ¥ ¥ V)
Xuesi, Zhou

Yabuki, Yasushi (%X 1)
Yabuuchi, Sho (%P4 #)
Yadav, Ajeet Kumar
Yagasaki, Rei (27 I} 15)
Yagi, Hirokazu (KA ZH1)
Yagi, Maho (&AK Ff#)
Yagi, Sota

Yagi, Toshiki (/A 24

Yagi-Utsumi, Maho (%A FH#)
Yaguchi, Junko

Yaguchi, Shunsuke

Yajiama, Junichiro (%5 i —HE)
Yajima, Junichiro (%5 {#—ER)

1Pos004
3SAA-4
2Pos005
1YK1030
2SHP-4
1GJ005
1Pos170
3Pos159
1SHA-3
2P0s052
1Pos121
3Pos178
2SFA-4
1GHO005
2Pos016
1GC006
2Pos088
3Pos081
2SBP-5
2SJA-4
2SJA-4
1GD002
1GF010
1Pos077
1YK1045
1Posl151
2Pos073
3Pos068

Yamada, Daisuke (111 FH KH#if)
Yamada, Hiroshi (1L FH % &])
Yamada, Issaku (111 —1E)
Yamada, Koyo (ILIH #i#)
Yamada, Mayu (1L FH JFR &)
Yamada, Risa (11 H #i%)
Yamada, Soma (111 FH ;H:E)
Yamada, Teppei (111 #5F)
Yamada, Yoichi ([LIH #—)

Yamada, Yuhei (1L FH HE“F)
Yamagata, Atsushi (117 #58)
Yamagishi, Ayana (IL1/7 % %%)
Yamagishi, Jumpei (11153 #iF)
Yamagishi, Mai (1115 )
Yamagishi, Masahiko (ILij5 HEZ)

Yamaguchi, Keiichi (1111 F—)
Yamaguchi, Manami (111177 E£&)
Yamaguchi, Satoshi (111171 #77k)
Yamaguchi, Shin (117 &
Yamaguchi, Shoichi (I #—)

Yamaguchi, Takehiro (1L & K)
Yamaguchi, Takumi (1110 #H5E)
Yamaguchi, Takumi (111171 i)

Yamaguchi, Tomoyuki (117 5% .2)
Yamakawa, Minori (IL)I] S2%i)

Yamamori, Yu (I )
Yamamoto, Aika (114 % 3E)
Yamamoto, Daisuke (LI KHifi)

Yamamoto, Eiji (1A #k1)

Yamamoto, Johtaro (LA 42 KEB)

Yamamoto, Junpei (ILI7G #F)

Yamamoto, Kentaro (17 f&IHR)
Yamamoto, Kodai (ILI4 & K)
Yamamoto, Masahiro ([LI4< ¥K)
Yamamoto, Masaki (ILI4 )
Yamamoto, Miki (1A% S£7%)
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1Pos185
1Pos212
2P0s022
1Pos132
2Pos101
2SBP-1
3HL1000
1GF007
2Pos214
1YKI1015
1ED004
2Pos010
2Pos046
3SFA-4
1EB005
1GD002
1GF010
1Pos077
1YK1045
1Pos151
2Pos073
3Pos068
2Po0s042
3Pos014
3SGA-4
1GD002
1Pos051
1P0s205
IMSF-4
1GHO005
2Pos121
3Posll6
2Pos193
2Pos199
3Pos199
1Pos020
3Pos109
1Pos140
2Pos135
3Pos130
1GHO11
3Pos179
2P0s203
3Po0s059
1Pos007
1Pos127
2Pos133
1YK1115
2Pos119
2Pos002
2Pos145
2Pos190
1GJ009
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Yamamoto, Naoki (1145 TE4)
Yamamoto, Norifumi (LI #5)

Yamamoto, Shohei (114 5 3F)

Yamamoto, Soma (L4 ¥55)
Yamamoto, Takashi

Yamamoto, Takayoshi (1117 Ff)
Yamamoto, Takuya (ILI4< #it1)
Yamamoto, Tatsuya

Yamamoto, Tetsuya (11174 ¥ 1)

Yamamoto, Yuka (LA B F)
Yamanaka, Masanori (111 HEHI)

Yamane, Koki (ILIHR S&HE)
Yamane, Tsutomu (IR %)

Yamano, Nami (I1E Z53%)
Yamano, Yuuhei (ILI#F #3F)
Yamaoka, Yoshiyuki (ILIF #£2)
Yamase, Keidai (1L H:K)
Yamashiro, Sawako

Yamashiro, Sawako (1113% fEH1F)
Yamashita, Aimi (11T i)

Yamashita, Hayato (LI T 46 \)

Yamashita, Ibuki (I T EIK)
Yamashita, Takahiro
Yamashita, Takahiro (II'F #55%)

Yamashita, Takefumi (11T #E52)
Yamashita, Yo (ILI'F F)

Yamauchi, Masataka (1IN 1=7)
Yamauchi, Tsugumi (LI 2 <" &)
Yamauchi, Yuhei (11 &)
Yamazaki, Hirohito (I ¥ A)
Yamazaki, Ryuichiro (ILIIF F&— AR)
Yamazaki, Shunsuke (LI #£447)
Yamazaki, Takeru

Yamazaki, Takeru (I f&)

Yamazaki, Tomohiro (111 %54)

Yamazaki, Toshio
Yamazaki, Yoichi (LI #—)

Yamazaki, Youichi (LI #£—)

1GB007
3SBA-6
2Pos167
2Pos172
3Pos183
1P0s090
3Pos089
1Pos039
2SJA-4
1GJ009
1EE001
2P0s202
1MSJ-6
1GH009
3HL0900
1Pos062
1Pos166
2Pos106
2SFP-6
2Pos162
2Pos164
2Pos135
1GE002
3Pos175
3Pos184
1P0s098
1SHA-1
1Pos188
2Pos207
1SEA-5
1Pos049
1GB008
2SJA-4
2Pos129
2Pos131
2Pos132
3Pos185
1GI1004
1MSG-6
1Pos185
3SHA-5
3Pos198
2Po0s207
2P0s220
1P0s209
1EB001
2P0s209
2SEA-2
1GA007
1Pos017
1P0s023
1Pos143
2Pos127

Yamazawa, Toshiko (111{% & 7-)
Yan, Xi (% i)
Yanagawa, Masataka (¥1)I] 1EF&)

Yanagisawa, Keisuke (W% {ZH)
Yanagisawa, Miho (¥l FZHH)

Yanagisawa, Naoya (FIiR )
Yanagisawa, Sachiko

Yanai, Takeshi

Yanaka, Saeko (BH' 2FF)
Yanase, Tomoki (i 5 k)
Yanase, Yuta (I3 HEK)

Yang, Kai-Chun (Yang Kai-Chun)

Yang, Keishi (#5 #7F)
Yang, Wonjin

Yang, Xiaoxiong (4 BEHE)
Yang, Xuchun (Yang Xuchun)
Yang, Ya-Ching (¥ HERS)
Yang, Zhuohao (#5 {iIt%)
Yanick Besong, Ateke
Yano, Daichi (¥ KHh)
Yano, Kotaku (&% B 4f)
Yasuda, Haruto (Z¢H & A\)
Yasuda, Kenji (ZH )

Yasuda, Koki (ZH Y:7)
Yasuda, Kyota (7 2§K)

Yasuda, Takashi

Yasuda, Takunori (P )
Yasufumi, Umena (F5% Z25)
Yasuhara, Kazuma (% )5 3 5%)

Yasui, Masato (23 1IE\)
Yasui, Reito (P& 14521)
Yasunaga, Takuo (%7K 5.4)

Yasutake, Yoshiaki
Ye, Shen (M- %)

Yi, Ruigin (% Hidk)
Yoda, Takao (fiKH F&F)
Yohei, Hayashi (£ k)
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1EB0OO1
1GE001
2Pos096
2P0s099
2Pos175
1P0s099
2Pos155
2Pos155
3Pos039
3Pos180
2Pos016
1GJ012
3Pos026
1Pos007
1Pos127
1Pos200
2SKA-3
2SDP-2
1GI005
2SBP-2
1EB005
1Pos218
3SBA-7
3Pos044
3HL0930
1Pos100
1Pos102
1Pos103
3Pos069
1GBO11
1Pos040
2Po0s053
1GF004
1Pos172
3Pos058
3SIA-1
3Pos106
1Pos064
3Pos138
2Pos070
2Pos080
2P0s095
2Pos105
3Pos001
3Pos044
1Pos217
1Pos134
3Pos134
3Pos135
3Pos136
1Pos147
2Pos041
1Pos065



Yokohama, Sarara (B & 5 5)
Yokoi, Shun

Yokono, Masaya (i ¥ 1)
Yokota, Hiroaki (4 i #%)
Yokota, Tatsuya (1 H 1)
Yokota, Yasunari (1 [ HEi%)
Yokoyama, Daiki (B 1L K )
Yokoyama, Kazuki (4 [LI F1HE)

Yokoyama, Ken (B 111 #f)

Yokoyama, Takeshi (1111 i#])

Yokoyama, Yuka (1111 £7E)
Yonekura, Koji CK& Zhif)

Yonekura, Naoto (K& TH.%5)
Yonemura, Shigenobu CKAJ H1Z)

Yonetani, Yoshiteru CK4+ f5%)
Yonezawa, Kento (K5 fa \)

Yonezawa, Yasushige CKi# HE#)
Yoon, Ina

Yoshida, Haruna (3 H %3%)
Yoshida, Koki (# FH k)
Yoshida, Naoki (7 Hl [E4#)
Yoshida, Norio (3% H #24E)

Yoshida, Shuya (% H ##k)
Yoshida, Yuko (i H #&#k)

Yoshidome, Takashi (7584 4%
Yoshikawa, Eri (7% )1] 3% H)
Yoshikawa, Kenichi (% /1] #ff—)

Yoshikawa, Taichi ()1 K%
Yoshikawa, Yuko ()11 #i7)

Yoshiki, Niino (A& #1%)
Yoshimi, Akira (7 5 %)
Yoshimi, Tsubura
Yoshimura, Haruka (1 1)

1GD006
2P0s048
1Pos202
1Pos050
3SGA-5
1GF002
1GA004
1Pos045
2Pos075
2Pos009
3Pos004
3Pos005
3Pos006
3Pos070
1Pos156
2Pos074
2Pos154
2SFA-7
1MSH-3
1Pos139
3Pos066
2Pos195
2SFA-2
3Pos083
2Pos064
1Pos017
1Pos023
1Pos143
2Pos127
1SBA-5
2SKA-1
2Pos019
3Pos071
2Pos057
2SDA-4
2SBP-3
1Pos119
1Pos054
1Pos055
1Pos167
3HL1045
1GE004
1Pos157
2Po0s057
2Pos059
3Pos149
3Pos196
1GE004
2Pos059
2Pos168
1GC001
3Pos039
3Pos045

Yoshimura, Kenjiro (54 B H)
Yoshimura, Shige H. (5 KiA)
Yoshimura, Yu (4] #)
Yoshimura, Yukihide (F# )
Yoshinaga, Takuro (%5 7k HKH)
Yoshinari, Kaho (7 % )
Yoshioka, Aoba (7 [l &%)
Yoshizawa, Kazumi (% —E)
Yoshizawa, Ryuta (7 {# HEik)
Young, David

Yu, Isseki (8 &A1)

Yu, Jin (W) i)

Yu, Sangya (% F)

Yu, Wookyung

Yuan, Hanna S. (& /M)

Yuasa, Hina (%3 H3¥)

Yuki, Atsunori (FHIE F3)

Yuki, Haruka (f§3% &%)

Yumita, Momoko (5 FH BkF)
Yurtsever, Ayhan
Yuzu, Keisuke (i £E#7)

Zhan, Feng-Yueh (/& E153)
Zhang, Bicheng (7 {5
Zhang, Boyang (1 18i¥)
Zhang, Han

Zhang, Hongtao

Zhang, Jing (7& %)

Zhang, Wancheng (Zhang Wancheng)

Zhang, Xianjun (i J5ER)
Zhang, Yangyang

Zhang, Yue (i Bt)
Zhang, Zecheng

Zhang, Zecheng (3K 7%)%)
Zhang, Zecheng (7 {# %)
Zhang, Zhejing (7 5575)
Zhang, Ziyun (7§ F=%)
Zhao, Fan (# L)

Zhao, Shufeng

Zhao, Wenyang (# 3Ci¥)

Zhao, Yimeng (Zhao Yimeng)
Zheng, Yinqiang (Zheng Yingiang)
Zheng, Yuxiang

Zhong, Chongxia ({f! 525

Zhou, Qianfan (J& T-Ii)

Zhu, Zhangliang (% 1R5%)
Zhuang, Haotong (£ H5Ai)
Zimmermann, Timo
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2Posl16
1GB012
3Pos104
2Pos161
1GJ004
3Pos092
1GD004
1Pos185
3Pos081
2SBA-1
3Pos165
1EE005
3Pos037
2SKA-3
1Pos004
1GA001
3Pos174
1Pos100
1Pos102
1Pos103
1Pos007
2SHP-7
1SCA-5
1GB006
1GB007
1P0s200
1GJ007
3Posl19
2Pos169
1GlI012
1GF004
3Pos154
1Pos134
1Pos179
1GHO005
2Pos012
2Pos008
3SAA-3
1SIA-2
2Pos216
1GHO12
1GI011
1GIO12
2P0s202
3Pos027
1Pos114
1Pos211
2Pos012
2Pos098
2Pos126
1P0s049
2SAP-3
IMSEF-2
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Ziyun, Zhang (5 F£35) 2Pos143

Zou, Ruisi (% 5 /&) 1Pos178
Zugui, Peng (¥ %%) 1Pos016
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Vppmr®  Protein Data Bank Japan

55 63 BIHAXEMMEFESR BPEIF—
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BPtS+-8 1215 (205) 12:00-12:50

1. PDBj DR DiEEIE wwPDB DS EDRENSEHCDONT
Activity report of PDBj and activity plan of wwPDB

FEHRR (KIRAXFEEEEHARAR)
Genji Kurisu, Institute for Protein Research

The University of Osaka

PDBj (https://pdbj.org) (&, worldwide PDB(https://wwwpdb.org) MDERILA /N—ELTT D
7 A EMR CRESN-EAEEDERE N FOREEZWPBNEERST 5377 —hA4 D
(PDB, BMRB, EMDB) [—Z&£XMMIE L, EFEMICHIAL CTHIZELEBRT -4 22 HA~NEETARAL
TWET, SEIDEI+—7Tlk, WwPBHNEEST 2377 —HA4 TDSEDEERHET—42K
SEDAFRAMEICDWTHRBW-LET, S 51220244PDBjNEMHE L BARTIT > -wwPDBEEKRIE
BRCTEBINZPBEAZOFEDKREZBNLET, PBjOREDFEEE L THEFI0OAICH L
{XH—k LfUniProtiR—4 L OBEEE PIDICEROF Y —ERICTOVWTEFLET,

2. HEIELHOT/ONET—F LR EIRGDOPDBiADE %
Deposition of computationally derived data and
crystal diffraction images to PDBj

Gert-Jan Bekker (KBRAFEBEHAZTA)
Institute for Protein Research
The University of Osaka

PDB;j has developed two novel archives for deposition of data beyond structures to the PDB.
The Biological Structure Model Archive (BSMA or BSM-Arc, https://bsma.pdbj.org/) enables
researchers to submit data derived from computational methods, such as molecular dynamics
simulations. On the other hand, the Xtal Raw Data Archive (XRDa, https://xrda.pdbj.org/)
enables researchers to submit raw crystal diffraction images to PDBj. For both archives,
depositors login using their ORCID ID to submit or modify an entry. Data can either be
uploaded via a web form, or via RSYNC/SFTP, and upon publication, the data becomes
publicly available and can be downloaded via HTTPS or RSYNC. Each entry is also assigned
a unique DOI for linking from publications. We invite researchers to submit their raw data to
BSM-Arc and XRDa to publicly share the data in a similar manner as structural data is being
shared via the PDB.

BAZEREBIEIET—-5/\>Y (PDBj) BHB
Protein Data Bank Japan T565-0871 ABRFFWHEMILEE 3-2
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