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How is ‘ENERGY’ generated/transferred across the cellular systems?
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Organizars: Kei Wada (Univ. Miyazaki) . Yoichi Sakakibara (Univ. Miyazaki)
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The cellular systems involved in the generation/transfer of ENERGY are ‘awesome’. For instance, ATP i
known in biochemistry as the "molecular currency" of intracellular energy transfer; that is, ATP is able to
store and transport chemical energy within cells. The cells also possess the sophisticated systems
including the utilizing the reactive sulfur species and the transfer mechanism of the electrons and the
thermal energy. This symposium covers a variety of topics regarding the recent findings and advances in
the biochemistry/chemistry of the energy related compounds.
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Taiwan-Japan joint symposium on structural biology using X-ray crystallography and cryo-EM
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Organizars: Takeshi Murata (Chiba Univ.) . Ken Yokoyama (Kyoto Sangyo Univ.)
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Cryo-electron microscopy (cryo-EM) is rapidly becoming the main technology for studying 3D structures
of proteins, while X-ray crystallography is a powerful traditional tool in structural biology. At the same
time, we are facing several issues for cryo-EM such as machine-time limitation, and grid preparation
difficulties. In this joint symposium, cutting-edge results using these methods are presented by
researches from Taiwan and Japan, and we discuss the mutual methodological problems and future view
in this field.
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ASB-BSJ Joint Symposium: Current challenges in biophysics centering on biomolecular interactions and the underlying forces

A-HF(5—: Al 22 (FZRAK) . Marc Kvansakul (La Trobe Univ.)

Organizars: Takayuki Nishizaka (Gakushuin Univ.) . Marc Kvansakul (La Trobe Univ.)




To promote greater engagement between the Australian Society for Biophysics and Biophysical Society of
Japan we created this exciting symposium featuring presentations spanning the full breath of current
challenges in biology that center on biomolecular interactions and the underlying forces driving them.
Topics include determination of the forces and interactions between biomolecules including proteins, lipidg
as well as engineered biomolecular structures to understand the fundamental forces required to maintain
or destroy life. Speakers from both societies will discuss advances in understanding the effect of direct
attachment on environmental surfaces on the motility and survival of bacteria; principles governing the
generation of rhythmic force in animal muscles and cardiac tissues which power life; and lastly, insights
into the ability of proteins to change the architecture of lipid bilayers in order to control cellular
membranes or contribute to immunity. These exciting presentations provide novel insights into the
functions of proteins and their molecular mechanisms of action that control the biological processes that
underpin life as we know it.
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Measure x Analyze Metabolic Adaptation of Biological Systems

A=HFHY- BH BEEF (KKX) | BH 22 uX)

Organizars: Mariko Okada (Osaka Univ.) . Takeshi Bamba (Kyushu Univ.)
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The life system is maintained by dynamic tuning of metabolisms. Rewiring of the metabolic networks ir
bacteria, plants or human diseases is considered to be the results of the adaptation of their whole-body
metabolisms to environment. The molecular mechanism underlying the metabolic adaptation can be only
understood through measuring and analyzing "trans-omic" network, consisting of interactions among
molecules across multi-omic layers, such as genome, transcriptome, proteome, and metabolome. Here
we hold this symposium to shed light on strategies and obstacles in integrating multiple omic layers to
establish trans-omic approaches, and to have discussions with cutting edge researchers in omics research
fields.
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Physics of chromatin dynamics — towards understanding the regulation of gene expression
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Organizars: Yuma Ito (Tokyo Inst. Tech.) . Akatsuki Kimura (Natl. Inst. Genetics)
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In eukaryotic cells, genomic DNA is packed into the nucleus with a highly organized chromatin structure
Recent studies have revealed that the physical property of chromatin structure and its dynamics is
important for the regulation of gene expression. In this symposium, we focus on the physics of chromatin
dynamics: how can the structure and dynamics of chromatin be described in terms of physics, and how
can the methods and viewpoints of physics contribute to understand the regulation of gene expression.
The speakers will introduce their recent studies using various methodology including experimental and
theoretical approaches that captures the essential physics of chromatin dynamics.
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Understanding biological systems with quantum science and technology
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Organizars: Taro Ichimura (Osaka Univ.) . Mutsuo Nuriya (Keio Univ)
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Recent years have witnessed remarkable progresses in quantum technologies based on quantum science,
and these technologies and viewpoints are expected to bring innovations to measurement technologies
and interpretations of biological phenomena. However, its application to life science is still in its early day9
and further leaps are expected in the future. In this symposium, researchers in the field of quantum
biology aiming at such attempts will introduce their latest research achievements, and explore the future
prospects of the fusion of quantum science and biophysics through discussions with the audiences.
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Nonequilibrium Energetics of Biological Molecular Machines

A-HF(5— : BAE #%£— (EE4tX) . Chun-Biu Li (Stockholm Univ.)

Organizars: Shoichi Toyabe (Tohoku Univ.) . Chun-Biu Li (Stockholm Univ.)
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Many bio-molecular motors can operate robustly and energetic efficiently in the highly fluctuating nano-
scale. How these molecules achieve such remarkable functions is an intriguing question that requires the
understanding of the general principles of structure and design, enzymatic kinetics and nonequilibrium
physics of biological machineries. By bringing together both experimental and theoretical experts from
interdisciplinary fields, this symposium aims to explore A) Novel experimental techniques to probe the
energetic efficiency in the single molecule level; B) New theoretical methods to explain the biophysical
principles of molecular energetics; C) Common strategies shared among different bio-molecular machines
in achieving energetic efficiency.
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Invitation to multimolecular crowding
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Organizars: Kazuhito Tabata (The Univ. Tokyo) . Daisuke Miyoshi (Konan Univ.)
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The inside of the cell is occupied by a wide variety of different biomolecules, and the localization anc
concentration of the biomolecules change dynamically depending on the cell cycle and state. Since the
begining of life, biomolecules have evolved to express functions in multi-molecular crowding
environments. However, attempts to elucidate the nature of multi-molecular crowding environment have
just begun. In this symposium, we focus on liquid-liquid phase separation phenomena that are related to
multi-molecular crowding, and discuss the current topics and prospects of multi-molecular crowding
research.
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What is “Single-cell PRESTO” doing?
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Organizars: Katsuyuki Shiroguchi (RIKEN) . Madoka Suzuki (Osaka Univ.)
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We, the researchers in the “Single-cell PRESTO"” project, have heterogeneous research interests. In fact,
our projects are diverse; imaging, (fluorescent) probes, gene expression, omics analysis, brain/neurons,
membrane, sequencing and quantification of nucleic acid molecules, development, heat-sensing
/manipulation, cell-measurement /manipulation/modeling, and glycans. However, we are gathered with
a keyword “single-cell studies”. Then, what is it? In this symposium, selected members will guide you to
the exciting “single-cell studies” by presenting the significance and advantages of their own single-cell
studies, development of new techniques, and challenges for new research fields.
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Elucidation of biological functions by optical control
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Organizars: Yoshinori Shichida (Ritsumeikan Univ.) . Hisao Tsukamoto (Inst. Mol. Sci.)
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Life science has dramatically progressed through the development of powerful biophysical techniques
controlling cellular functions by light. For example, Optogenetics utilizing photoreceptive proteins as an
optical controlling tool has been established to analyze and manipulate various biological functions. In this
symposium, active young researchers in biology and engineering will present how to elucidate biological
functions by these techniques, and we and participants will discuss direction of the research in this field
including necessary biophysical tools to be developed.
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Constructive Approaches for Evolution: Toward Understanding of Directionarity and Constraints
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Organizars: Chikara Furusawa (RIKEN / Univ. Tokyo) . Naoki Irie (Univ. Tokyo)
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Living organisms do not evolve in perfectly random directions, instead, we recognize unevenness and
directionalities in phenotypic variations and evolutionary changes. However, mechanisms for these
directionality or evolutionary constraints remains unclear so far. In this symposium, we will show recent
development in this field, in particular, analysis of evolutionary dynamics by constructive approaches to
unveil constraints and directionalities in evolution, and discuss current subjects and future perspectives.
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Singularity Biology: small elements change the function of the whole systems
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Organizars: Tamiki Komatsuzaki (Hokkaido Univ.) . Kazuki Horikawa (Tokushima Univ. )
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In the field of biological science, discontinuous critical phenomena (singularities) are broadly seen, fol
example, the emergence of life from the primordial soup, or the evolution and outbreak of diseases. It
has been indicated that only a small number of core elements are required to bring about discontinuous
changes to an entire multi-component system. However, the mechanism-of-action that generates such
singularity phenomena is not yet certain. For this aim, to develop an imaging platform that will achieve
both wide field-of-view high-resolution imaging and high-speed long-term imaging and information
analysis methods are highly desired. In this symposium, we are aimed at exploring possible biological
subjects and the associated technological developments toward uncovering the underlying mechanisms
for the generation of singularity cells as well as their biological functions.
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Single-Cell Thermal Biology
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Organizars: Yoshie Harada (Osaka Univ.) . Kohki Okabe (Univ. Tokyo)
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Temperature has attracted great attention in the search for deeper understanding of various life activities,
In recent years, the emergence of thermometric methodologies for and insights into the thermal response
of cellular organelles has opened a door for thermal biology at the single cell level. In this symposium,
through the introduction of the challenges in single-cell thermal biology faces when exploring the
mechanisms of thermal sensation and response inside a cell, we will discuss the fundamental principles of
how temperature facilitates cell functions.
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New horizon in molecular observation through high-dimensional data-driven and measurement informatics approaches
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Organizars: Takanori Kigawa (RIKEN) . Yasuhiro Matsunaga (Saitama Univ.)
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Recent intelligent measurement/analysis methods achieved by "measurement informatics" have improvec
resolutions and efficiencies of measurement technologies. On the other hand, we are at a loss for
analyzing the vast amount of data generated through the development of those technologies. In order to
promote the "high-dimensional data-driven science", which makes full use of statistics and computational
technology to acquire scientific knowledge from the high-dimensional data, it is essential to establish
logical data analysis and modeling methods. In this symposium, the recent advancements in statistical
science, large-scale computing, and molecular measurement will be presented in order to understand the
general concept of high-dimensional data-driven and measurement informatics approaches and discuss
its application to life science.
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Diversity and universality of motile mechanism of living things: From intracellular dynamics to collective motion
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Organizars: Shuichi Nakamura (Tohoku Univ.) . Azusa Kage (Toyohashi Univ. Tech.)
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‘Why living things move?’: this question has attracted many people since the ancient Greek times. In
addition to major types of cell motility such as swimming and crawling, recent studies have revealed that
many organisms adopt unique mechanisms of cell motility. Moreover, reconstitution approach and
mathematical modelling aim to reproduce cell-like movements. In this session, we would like to discuss
diversity and universality of motile mechanism of living things in reference to such diverse studies.
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Integrative approaches towards understanding of gene expression
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Organizars: Takaharu Mori (RIKEN) . Shun-ichi Sekine (RIKEN)
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Recent advances in experimental and theoretical techniques have enabled us to understand detailec
mechanisms of gene expression. Since conventional approaches in vitro are usually not enough to fully
understand them, integrative approaches combining various techniques are essential to reveal dynamic
structures of proteins and DNA in the cell at the molecular level. In this symposium, we discuss how
hybrid approaches using the X-ray crystallography, cryo-electron microscopy, single-molecule imaging,
and molecular simulations can contribute to the integrative understandings of genome functions.
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What can or cannot do by cryo-EM? The forefront of Structural Life Science
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Organizars: Masahide Kikkawa (Univ. Tokyo) . Atsushi Nakagawa (Osaka Univ.)
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“Resolution revolution” of cryo-electron microscopy (cryo-EM) dramatically proceeded the field of
structural life science. Cryo-EM is one of the best tools for structure determination of biological
macromolecules, however, it is not a perfect tool to understand living system at atomic resolution. We
are organizing this symposium to discuss direction of structural life science using combination of various
advanced techniques including cutting-edge cryo-EM.
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Challenges of bioinformatics for the era of molecular structure big-data
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Organizars: Tsuyoshi Shirai (Nagahama Inst. Biosci. Tech.) . Tohru Terada (Univ. Tokyo)
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The recent rapid developments in the techniques of supramolecular structure and high-throughput omics
analyses enhanced the importance of the bioinformatics/data science to analyze and mining knowledge
from “molecular structure big-data”. This symposium will be focused on reviewing and discussing the
recent researches in this field produced from AMED-BINDS activities.
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New horizon of in-silico drug discovery toward launching post-K computer
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Organizars: Mitsugu Araki (Kyoto Univ.) . Mitsunori Ikeguchi (Yokohama City Univ.)

ZNTIVR | OEETHZIRANRIDEEZBRICL. EEMBBNIEFTEINLIELTVD. CNFTEMYIEDEFTIENN
TEDF IRl -2z RTImOEERIEMIC A TS ERE T R OBIEFESTERMNR 2 ET4LTHL
%o A URSOATIE RANRIERRE 1 [EEDFI AT LAOMEEFIHICLZEFNRIREROBE | 0EF - HEEX>
NN—=(CED. STEAIFEDRTIHICOVTERZL TULEL,




The drug development process is about to be innovated by launching the post-K supercomputer, which it
designed to be the successor of the K computer. In recent years, various next-generation in-silico drug
discovery techniques have been developed by combining fundamental molecular-simulation techniques
with advanced experimental technologies or artificial intelligences (AIs). In this symposium, the forefront
of the in-silico drug discovery will be discussed with young researchers in "Priority issue 1 on Post-K
computer" (Building Innovative Drug Discovery Infrastructure Through Functional Control of Biomolecular
Systems).
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Toward the chemical reaction control in biological environment by high-sensitive hydrogen detection
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Organizars: Ichiro Tanaka (Ibaraki Univ.) . Hisroshi Ishikita (Univ. Tokyo )
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Hydrogen atoms play a crucial role in biological systems, including enzymatic reactions, but the presence
cannot be identified in the X-ray crystal structures. Next-generation neutron sources (e.g., J-PARC)
enable us to carry out neutron diffraction analysis of proteins, which provides us a lot of useful
information of hydrogen atoms. In this symposium, top researchers in the fields of structural analysis,
theoretical analysis, and spectroscopic analysis of proteins and nano-devices will discuss and overview
what can be elucidated by visualizing and characterizing hydrogen atoms.
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Frontiers of Synchrotron Radiation Biophysics
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Organizars: Hiroyuki Iwamoto (JASRI) . Hiroshi Sekiguchi (JASRI)
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Synchrotron radiation X-rays has a wide range of applications for life sciences, including fiber diffraction
and protein solution scattering, besides the most popular protein crystallography. This symposium sheds
lights on synchrotron radiation techniques other than protein crystallography, and introduce the recent
progress of these techniques and the results of the latest research.
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Utilization of soft compartments/interfaces from nano to macroscale: Exploring the potential of living systems
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Organizars: Yusuke Sato (Tokyo Tech.) . Masamune Morita (AIST) . Yuki Suzuki (Tohoku Univ.)
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Fundamental reactions of life occur mainly in a space surrounded by a biological membrane or on its
interface. Unraveling phenomena that are specific to such a ‘soft” compartment/interface not only leads to
understanding the living systems but also gives us clues in designing artificial biosystems more rationally.
In this symposium, we will discuss the potential and perspectives of the use of soft compartments /
interfaces at several hierarchical levels, from nano to macroscale.
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Decoding intracellular architecture using visualizing device development and mathematical modeling
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Organizars: Akira Kitamura (Hokkaido Univ.) . Kazuya Kabayama (Osaka Univ.)
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Cells carry highly organized architectures. Here we introduce the frontier research findings determining
the actual image of intracellular architecture such as structural change of chromatin and nucleic acids,
enzymatic activity, and signal transduction process via posttranslational modification by visualization
using optical imaging and microscopic control devices, or mathematical modeling. We will select more
than two subjects from those for the poster presentation (female and/or young researchers are more
acceptable), and also we have a comprehensive discussion.
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Current status and issues of protein solution biophysics
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Organizars: Akira Kitamura (Osaka Univ.) . Saeko Yanaka (IMS/ExCELLS)
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EIRDTER. FH(C B OO, BUBITE. NMR, ELEERIMEEHRIF EOSHEECIEREIN. IEEFEARRIETOFHA
EEBHULDIHD. ASURSUATE BRPTOELBEOME. HE/ER. &V TOFHRIFEZHLIC, SFBHIEE
7, SB(CSEBOTIEEC OV TEEmUIZL,

The development of biophysico-chemical methods has enabled us the quantitative and systematic
analysis of the behavior of biomolecules including their interactions and conformations. Due to the highly
sensitive and accurate measurements, even the measurement under in situ conditions are possible. In
this symposium, we will introduce solution state measurement techniques, such as analytical
ultracentrifugation, thermodynamic measurements, nuclear magnetic resonance. Here we will discuss the
recent applications, and future possibility of these methods.
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Structure, Dynamics and Energy Flow that Govern Heme Protein Functions: Theory and Experiments

A=HFH15—: & BIA (&285EK) . David Leitner (Univ. Nevada)




Organizars: Takahisa Yamato (Nagoya Univ.) . David Leitner (Univ. Nevada)
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Within a thermally fluctuating protein molecule under physiological conditions, tightly packed amino acic
residues are interacting with each other exchanging energies between them. Thanks to the recent
developments in theoretical/ computational/experimental techniques, biophysical mechanisms of protein
functions have been elucidated at atomic detail. In particular, heme proteins provide an ideal research
targets for biophysicists because of their natural “probe” build in a protein matrix. In this symposium, we
would like to discuss recent advancement of biophysical studies on heme proteins and molecular basis of
their functions.
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Cutting-edge brain research from a biophysical perspective

A=HF4Y- Bk E& (f8EX) . Bernd Kuhn (OIST)

Organizars:Takashi Tominaga (Tokushima Bunri Univ.) . David Leitner (OIST)

PFEAE- FHEEOVDN ORI MEN T 2E AN DIFRIBIRUIERE TH D MFELIEE TPOVEDENZEIRE,
HREDIREBAIZILEVSB THD. COBRIREFHEEMD UL HZIERFIT (L, FUVEYIEZHRETRIFHEORBN
ATHD RIVRZULTE, R BRFEROEVNIEZNLFE FFIOEFNLTE) THRERIIRETCHOHATEEZ
&9, SEROLEMIE, HERFAFRORLZMNT 5.

The brain is an amazingly complicated and sophisticated information processing device consisting of
billions of neurons and thousands of billions of connections in the mammalian brain. To understand how
the brain processes information, it is essential to read out or manipulate neuronal activity on all different
temporal and spatial scales. In this symposium, various state-of-the-art biophysical methods, especially
optical methods, will be presented contributing towards this goal.
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Optogenetics: applying photoreceptor for understanding biological phenomena

A=HFAY- AH B (REETEX) (HLE E=2— (ERX)

Organizars:SatoshiTsunoda (Nagoya Inst. of Tech.) . Keiichi Inoue (Univ. Tokyo)

ATISIRTAIAGEEIRE ) SR RO RIEEEZ L TIRDLHDER 2 BT IRHLTVSH ZO/ELRZDFEIORT
SIPISECERFEONRERD FTHd. UhOOLERFE. REEROD FHEERT. MI2EYF . HERF s
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This symposium is aimed to introduce the cutting edge technology in optogenetics. Optogenetics
markedly revolutionized life science. This technique allows fast and precise control of defined biological
event, such as neuronal excitation, cell locomotion and gene expression, even in complex system such as
freely moving animals. Optogenetics has been realized through understanding molecular properties of
photoreceptors, developing new optical technique, genetics in model systems and modern brain science.
In this symposium, we gather scientist with diverse expertise to discuss existing and newly emerging
approaches which open new landscape for study of biology in future.
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Frontier of structure-function studies to unveil diverse GPCR signaling

A=AFH5—: Al #HK (BEEIEKX) (FF BRZ (BAAEX)

Organizars:Kota Katayama (Nagoya Inst. of Tech.) . Ryoji Suno (Kansai Med. Univ.)

RIZEDRN D FELTHIBNBGPCROS T FIURE(R, fFEIEESMTFHBIEZILCE R BT FIVNS VAT 1P ¢
OFFNEDOTUE. JEMHLICEDEIREN S, GPCR—UNY RELLIE ISP AT 1Y - TR IS RN BBEZE L0 FHiEz
BRI BT, BIRNTLOMRNBERIOFRADBEIRNMESN . K IRSUAT(E. GPCROIBIRITEHABO ) FELE
EAEL I DI DERITOIES—HEEEARBIAFUC OV TR I B,

GPCR signaling utilizes an allosteric coupling between the extracellular facing ligand-binding pocket anc
the cytoplasmic domain of the receptor selectively interacting with signal transducer. This allosteric effect
enables one site of the receptor to regulate the function of another spatially distinct region. Therefore, it
is important to understand the molecular mechanisms behind ligand-induced changes in receptor
conformation and specific transducer-recognition for the development of GPCR-based drugs. This
symposium is dedicated to discuss the latest trends on the structure-function studies to explore the
molecular basis of GPCR signal transduction.
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The Quality of Proteins - Multiple Approaches for Protein Evaluation -

A=HFAY=- NI Bz (RRK) g &2 (REEX)

Organizars:Tadayuki Ogawa (Univ. Tokyo.) . Takayuki Uchihashi (Nagoya Univ.)
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Proteins undergo a variety of their qualitative changes throughout their life. The variety of their “quality’
provide their specific function and behavior, which forms the basis of biological systems. Therefore,
accurate and precise analyses of the quality of proteins will deepen our knowledge in the fundamental
behavior of the protein molecules in biological systems and pathogenesis. From this perspective, this
session focuses on the multiple protein analyses on the protein quality, including supra-structure in
solution, post-translational modification, pathogenic stress, aging, etc., from the basic research to the
medical and industrial applications, and discuss about the comprehensive usage of multiple analyses.
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Challenges to get insight into unsolved problems of dynamic response in proteins

A=HFAY-  [EBEF 8 (EEHK) KFE R (a#X)

Organizars:Yu Takano (Hiroshima City Univ.) . Yasushige Yonezawa (Kindai Univ.)

RIEORBRARENSI VI IESRL CERNRTFE TIIRSRBINENEB LS E I BIBE[CRTEENIZI1 2L AR
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Recent studies have shown that Proteins are not static molecular machine, but play their biological role by
dynamical response according to external perturbations. At present, it is believed the mechanical origin of
the dynamical response involves in structure of proteins, dealing with varieties of biological systems.
However, the mechanisms of the dynamic response is still debates. In this symposium, we will overlook
the issue by presentations of researchers who have tackled to the problems using advanced technique or
novel ideas, and discuss the future progress of this exciting scientific area.
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Frontiers in multi-scale mechanobiology of muscle and vascular system

A=HF4Y9— Bt 7% (RIKEN) | R = (GREFK)

Organizars:Mitsuhiro Iwaki (RIKEN) . Yuji Hara (Kyoto Univ.)
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The field of mechanobiology has grown dramatically in the past decade and diverse biological systems are
currently targeted. Especially, importance of physical stimuli and the response in muscle and vascular
system is well known at the phenomenological level, however, the molecular mechanism and multiscale
relationships between molecules and cells, tissues or organ is still elusive. This symposium will provide an
overview of the latest findings in the field, revealing the relationship between physical stimuli and
activities of muscle and vascular system at each hierarchy.
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Control of biological functions with hydrostatic pressure stimulation

A=HFAY— Ml R GRRIZFEKN) . Al HF GEEX)

Organizars:Hiroaki Hara (Tokyo Inst. Tech.) . Masayoshi Nishiyama (Kindai Univ.)
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Living organisms change the shape and activity as a response of external forces. The response to the
force can be found in biomolecules composing life organisms. Hydrostatic pressure has been used as a
tool to apply isotropic forces for investigating the force response of molecular structures and functions.
However, pressures used in the previous studies were often high where the biomolecules denature.
Recent studies show that much lower pressures keeping structures of biomolecules can affect cellular
functions. In this symposium, we will discuss about mechanical control of cellular functions by pressure
and the mechanism underlying the pressure effect.
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Biophysical Physiology and Pathology by the Application of Superresolution Microscopy

A-HFAH— : falll B CHBREEA) & it GEIX)

Organizars:Taka A. Tsunoyama (OIST) . Rinshi S. Kasai (Kyoto Univ.)
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Superresolution microscopy is widely used now a days, while its contributions for biophysics are still
smaller than single molecule imaging. However, superresolution microscopy has the potential for solving
the problems in physiology and pathology from biophysical point of view. In this symposium, the speakers
are leading researchers in the field, and we expect innovative ideas and fruitful discussions.
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Biophysics in Nano-space
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Organizars:Hisashi Tadakuma (Osaka Univ.) . Daiju Kitagawa (University of Tokyo)
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Biomolecules such as proteins and nucleic acids are hano-meter sized materials. Therefore, it is important
to understand how these biomolecules interact with each other and function in a specific environment.
Recently, cutting-edge technologies and new approaches open the frontier of biophysics. Here, we will
discuss the novel factors and phenomena in nano-space driving the biological activities.

35

EAEBED HODEFT I DEIRICEIRAEN ~HIST B ERIRRES AT~

Toward "Ari-No-Mama" visualization to reveal biological functions -Resonance between life science and optical technology~
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Organizars:Atsushi Miyawaki (RIKEN) . Tomomi Nemoto (Hookaido Univ.)
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Visualization and quantitative analysis of in-vivo events are important for the understanding of the
molecular basis and emergence of biological functions. Moreover, recent developments in optical
technology such as nonlinear optics and lasers as well as new probes have led to the development of new
bioimaging in life sciences. In this symposium, we will discuss young and energetic researchers about the
latest achievements and future prospects about new methods developed from the resonance between life
sciences and optical sciences.




