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4F K3 - K74 I /4F TENZUI - Foyer

ERAE : #E& Protein: Structure

HDX-MS % f\W = Fc iR & 1gG1 £K M Fe 58151 BT 2 &8

Structural analysis of IgG Fc region in Fc fragment and IgG1 full-body by HDX-MS

Yuki Yamaguchi', Tesuo Torisu!, Susumu Uchiyama!? (\Grad. Sch., Eng., Univ. Osaka, >ExCELLS)
MEOREE (C 35 1T B IRAREVEE A D Cryo-EM (I & 2 BE DA

Elucidation of the structure of extended super-complex in the respiratory chain by cryo-EM
Kasumi Hirakawa, Wataru Ishibashi, Tomoichirou Kusumoto, Junshi Sakamoto, Takuo Yasunaga (Grad.
Sch Comp. Sci. and Sys. Eng, Kyushu Inst. Tech.)

SYURARTIIOTO b CEEOBERS

Structural basis of proton transport in Schizorhodopsin

Akimitsu Higuchi', Wataru Shihoya!, Keiichi Inoue>**°, Masae Konno?, Hideki Kandori??,

Osamu Nureki! (\Department of Biological Sciences, Graduate School of science, University of Tokyo,
2Department of Life Science and Applied Chemistry, Nagoya Institute of Technology, *OptoBioTechnology
Research Center, Nagoya Institute of Technology, *The Institute for Solid State Physics, The University of
Tokyo, SPRESTO, Japan Science and Technology Agency)

HFF o HHENTF K Hymenochirin-1Pa $ KU EE X DOK DOHFEBEE &S & BRINE OB
Membrane-bound structure and membrane selectivity of cationic antimicrobial peptide
Hymenochirin-1Pa and its analog D9K

Akifumi Ohyama', Batsaikhan Mijiddorj>?, Kazuyoshi Ueda?, Akira Naito?, Izuru Kawamura'? (! Grad.
Sch. Eng. Sci., Yokohama Natl. Univ, >Grad. Sch. Eng., Yokohama Natl. Univ, 3Sch. Eng. Appl. Sci., Natl.
Univ. Mongolia)

(1SCP-5) The role of C-terminal carboxylation in a-conotoxin LslA interactions with human a7
nicotinic acetylcholine receptor in silico

Jierong Wen, Andrew Hung (Sch. Sci., RMIT Univ.)

DFENHFE%E AV - Hras-GTP/GDP AN EHDBEZL & EHDKFHEE & DFEBFHE
- FOHE

Molecular dynamics study of simultaneous relaxation modes between structures and the
hydrogen bonds in the Hras-GTP/GDP complexes

Takeshi Miyakawa', Ryota Morikawa!, Masako Takasu'2, Kimikazu Sugimori?, Kazutomo Kawaguchi,
Hidemi Nagao® (\Sch. of Life Sci., Tokyo Univ. of Pharm. and Life Sci., *Inst. of Liberal Arts. & Sci.,
Kanazawa Univ., 3Coll. of Sci. and Eng., Kanazawa Univ.)

BETHA2 1 9F3aLb—2arT—4cAVEEENS v T

AutoDesign - an automated drug design by using protein-ligand simulation data

Hironori Kokubo, Naoki Miyamoto, Yoshi Nara (4xcelead, Inc.)

Simulating large-amplitude transitions in proteins with a coarse-grained model

Ai Shinobu!, Chigusa Kobayashi!, Yasuhiro Matsunaga?, Yuji Sugita'** (\RIKEN Center for
Computational Science, *Saitama Univ., Grad. Sch. Sci. Eng., >RIKEN Cluster for Pioneering Research,
4RIKEN Center for Biosystems Dynamics Research)

Dynamics and interdomain interactions in a Drosophila adapter protein (Drk) and their
correlation to the unfolding of the N-SH3 domain

Hisham Dokainish!, Yusuke Suemoto?, Teppei lkeya?, Takuma Kasai’, Takanori Kigawa?, Yutaka Ito?,
Yuji Sugita' ('Riken, Theoretical Molecular Science Laboratory, 2Department of Chemistry, Tokyo
Metropolitan University, >RIKEN, Center for Biosystems Dynamics Research)
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WNERZ L NIEILEDFa—TY U RFEEOARR D S ORI

Microtubule inner proteins regulate the tubulin lattice architecture from the inside

Muneyoshi Ichikawa!, Ahmad Khalifa?, Shintaroh Kubo?, Kaustuv Basu?, Daniel Dai?, Amin Maghrebi,
Javier Vargas?, Khanh-Huy Bui? ('Dept. of Systems Biol., NAIST, >McGill Univ., 3Dept. Biophysics, Kyoto
Univ.)

PAREICK ST IO MRHPOE b a-> X T LA > OEERT

Structural analysis of human a-synuclein within amyloid fibrils by small-angle scattering

Satoru Fujiwara!, Tatsuhito Matsuo!, Yasunobu Sugimoto? (!/nst. Quantum Life Science, OST, >Nagoya
Univ.)

HBEOBEFCEZFA L L RBESFEHNFRCSTIIFREY Yy TOELEDHE
Estimation of the probability map (Pmap) similarity of cosolvent MD (CMD) from structural
similarities of cosolvents

Keisuke Yanagisawa', Yoshitaka Moriwaki!, Tohru Terada®?, Kentaro Shimizu'? ('Grad. Sch. Agr. Life
Sci., Univ. Tokyo, 2, Univ. Tokyo, *Agr. Bioinfo. Res. Unit., Grad. Sch. Agr. Life Sci., Univ. Tokyo)
BEFAICNVEORBBEY I 2L -3 07 4+—IVT 1« > JINZRT 1 QEEIENR
Dynamical analysis on the folding pathways of long simulations of a single protein

Ayori Mitsutake', Hiroshi Takano? ('Meiji Univ., >Keio Univ.)

Targeting the cryptic sites: NMR-based strategy to improve the draggability of proteins by
controlling the conformational equilibrium

Koh Takeuchi!, Yumiko Mizukoshi?, Yuji Tokunaga', Hitomi Matsuo?, Ichio Shimada® ('4IST, molprof,
2JBiC, 3The Univ. Tokyo, Grad Sch Pharm Sci)

ANUFART Y2 OEE & EMMEFIIBRT

Structure and biophysical characterization of the heliorhodopsin

Wataru Shihoya', Keiichi Inoue?>*3, Singh Manish?, Masae Konno?, Shoko Hososhima?,

Keitaro Yamashita!, Kento Ikeda®, Akimitsu Higuchi', Sae Okazaki', Izume Tamaki',

Masanori Hashimoto?, Ritsu Mizutori2, Sahoko Tomida?, Yumeka Yamauchi2, Rei Abe-Yoshizumi?,
Kota Katayama??, P. Satoshi Tsunoda?, Mikihiro Shibata’$, Yuji Furutani>*!0, Alina Pushkarev!!,

Oded Beja'!, Takayuki Uchihashi'>!3, Hideki Kandori?3, Osamu Nureki' (!Department of Biological
Sciences, Graduate School of Science, The University of Tokyo, 2Department of Life Science and Applied
Chemistry, Nagoya Institute of Technology, *OptoBioTechnology Research Center, Nagoya Institute of
Technology, *The Institute for Solid State Physics, The University of Tokyo, >RESTO, Japan Science and
Technology Agency, °School of Mathematical and Physical Sciences, Graduate School of Natural Science
& Technology, Kanazawa University, "Nano Life Science Institute (WPI-NanoLSI), Kanazawa University,
8High-speed AFM for Biological Application Unit, Institute for Frontier Science Initiative, Kanazawa
University, °Department of Life and Coordination-Complex Molecular Science, Institute for Molecular
Science, National Institutes of Natural Sciences, \°Department of Structural Molecular Science, The
Graduate University for Advanced Studies (SOKENDALI), 'Israel Institute of Technology, > Department of
Physics, Nagoya University, 3Structural Biology Research Center, Graduate School of Science, Nagoya
University)

JAX NI LR 2 RABREET v RV b K7 DY 51+ EFHEBEEERT

Cryo-EM structure of clostridial binary toxin translocation channel Ib-pore

Tomohito Yamada', Toru Yoshida', Akira Kawamoto?, Kaoru Mitsuoka®, Kenji Iwasaki‘, Hideaki Tsuge'
('Sch. Life Sci., Univ. Kyoto-sangyo, *Protein inst., Univ. Osaka, *Research Center for Ultra-High Voltage
Electron Microscopy, Univ. Osaka, *Life Science Center for Survival Dynamics, Tsukuba Advanced
Research Alliance, Univ. of Tsukuba)

E®#lE Anabaena variabilis R RNA & 2 2 N7 BDZRigE

Secondary structure of cyanobacterial RNA-binding protein, RbpD, from Anabaena variabilis
Hayato Morita', Toshihiko Sugiki?, Chojiro Kojima??, Hidenori Hayashi*, Naoki Sato® ('Fac. Sci., Josai.
Univ., *Inst. Prot. Res., Osaka Univ., *Fac. Eng. Yokohama. Nat. Univ., *Grad. Sch. Sci. Eng., Ehime Univ.,
SGrad. Sch. Arts. Sci., Univ. Tokyo)
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Hydrogen bond donors and acceptors are generally depolarized in a-helices as revealed by a
negative fragmentation approach

Yu Takano'2, Hiroko X. Kondo!?, Ayumi Kusaka?, Shusuke Yamanaka*, Nakamura Haruki? ('Grad. Sch.
Info. Sci., Hiroshima City U., 2IPR, Osaka U., 3Faculty Eng. Kitami Inst. Tech., *Grad. Sch. Sci., Osaka U.)
Full atomistic model building of EhV-ATPase using homology modeling/molecular dynamics
simulation based on the low resolution cryoEM map

Yu Yamamori', Jun Tsunoda®3, Ray Burton-Smith3, Chihong Song?, Ryouta lino?*, Kazuyoshi Murata®?,
Kentaro Tomii' ('4IST, 2SOKENDAI, *NIPS, *IMS)

2RET>TL— by FLTERICED 7O F U EBESEBIRAN DO

Challenging for multi-conformational analysis of chromatin using the two-dimensional template
matching method

Atushi Tokuhisa'?3, Ryo Kanada', Shuntaro Chiba?, Kei Terayama**>, Shigeyuki Matsumoto?,

Yuta Isaka-, Biao Mal®, Narutoshi Kamiya’, Yasushi Okuno!>->% (\RCH, RIKEN, >MIH,RIKEN, *R-
CCS,RIKEN, *AIP,RIKEN, SMedicine,Kyoto U, °CCD,FBRI, "Simulation, U.Hyogo)

(1SFP-4) BIZEER 4 > /N7 G DM F & RS SRR

(1SFP-4) Neutron crystallographic analysis of drug-target proteins

Takeshi Yokoyama (Fac. of Pharm. Sci., Univ. of Toyama)

Crystal structure of human Dishevelled1 PDZ with its inhibitor

Shotaro Yasukochi!, Nobutaka Numoto?, Kiminori Hori!, Natsuko Tenno!, Takeshi Tenno!,

Nobutoshi Ito?, Hidekazu Hiroaki! (!Grad. Sch. Pharm Sci., Univ. Nagoya, *Med Res Inst., TMDU)

EHHE : #&E1¥%aE4ERI Protein: Structure & Function

HRT7 Y TIVEICEBERIL DREAROTIZR N7 2T 2R MEMRASEEBEORR
Regulation mechanism of agonistic / antagonistic activities of vitamin D receptor studied by

generalized ensemble method

Takafumi Kudo!, Toru Ekimoto!, Tsutomu Yamane', Mitsunori Ikeguchi'? (Grad. Sch. Med Life Sci.,
Yokohama City Univ., ?Med. Sci. Innov. Hub., Riken)

MARTINI 73352 IV ARERIES S 2L —2 3 2Lk B BF 2 v XOZ > GroEL O ATP (ZEB#E &
h 3 BEL LD

Analysis of the ATP-induced conformational change of the molecular chaperonin GroEL by
coarse-grained simulations using the MARTINI

Yuya Yamaura, Tadaomi Furuta, Minoru Sakurai (Center for Biol. Res. & Inform., Tokyo Tech)

A Theoretically Study of ATP Effect on Solubility of Intrinsically Disordered Protein under
Crowded Environment

Hayato Aida', Ryuhei Harada?, Yasuteru Shigeta® ('Coll. Bio. Sci., Univ. Tsukuba, >)CCS, Univ. Tsukuba)
EEBERMEICES (T2 b/ OLPS0 BIBROBZE7ORT —

Dielectric allostery in cytochrome P450 reductase on the surface of lipid membrane

Mikuru Iijima, Jun Ohnuki, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda Univ.)

Typelll FRERT 1 T X > b OHIIIRE LA O HIREE OREEA

Elucidation of recruitment mechanism of type Il intermediate filament proteins to cell surface

Beomju Hwang', Inu Song', Hirohiko Ise? ('Grad. Sch. Eng., Kyushu univ., 2IMCE, Kyushu Univ.)
ETEPEEICL S EcoORV DI DIV EBEY A4 X MDY P BT X7 IVINKIERIEDOHRE
DNA Hydrolysis by EcoRV Subsequent to Scissile-Phosphate Twist, Studied by QM/MM
Metadynamics Simulation

Itaru Onishi', Norio Yoshida?, Fumio Hirata®*, Masayuki Irisa' (\Kyushu Inst. of Tech., *Kyushu Univ.,

3IMS, *Toyota Riken)

Crystal structure of branched-chain polyamine synthase

Eiichi Mizohata'2, Masataka Toyoda!, Ryota Hidese?, Shinsuke Fujiwara® ('Grad. Sch. Eng., Osaka Univ.,

2JST-PRESTO, 3Grad. Sch. Sci. Tech., Kwansei Gakuin Univ.)
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Analysis of the complex molecular system composed of GGA, MPR and Ub by using titration
SAXS measurement

Yugo Hayashi', Natsumi Endo!, Youichi Yamazaki!, Sachiko F. Toma', Hironari Kamikubo!? ('Div. Mat.
Sci., NAIST, 2IMSS KEK)

Structural analysis of firefly luciferase with MM and QM/MM molecular simulations to clarify the
origin of emission color-change factors

Kota Nosaka, Naohisa Wada (Grad. Sch. Life Sci., Univ.Toyo)

ST/ N TITEIAREHC ST B KaiC REFDOEE S

Structural Diversity of KaiC Hexamer in Cyanobacterial Circadian Clock

Yoshihiko Furuike'?, Atsushi Mukaiyama'-2, Eiki Yamashita®, Takao Kondo*, Shuji Akiyama'~
('Research Center of Integrative Molecular Systems (CIMoS), Institute for Molecular Science (IMS),
2Department of Functional Molecular Science, SOKENDAI (The Graduate University for Advanced
Studies), *Institute for Protein Research, Osaka University, *Graduate School of Science, Nagoya
University)

NMR analysis of metal ion-induced conformational changes of a-helical peptides

Ikuko Iizumi', Yohei Miyanoiri?, Toshiki Tanaka®, Masayuki Oda' (\Grad. Sch. Life Environ. Sci., Kyoto
Pref. Univ., 2Inst. Protein Res., Osaka Univ., *Nagoya Inst. Technol.)

Y 7ARKY 2 AD CHARMM HEDRHE EBE—KROPFENFEY I2L—2 a3 OEA
Development of the CHARMM force field for Cyclosporine A and application to molecular
dynamics simulations using a membrane-water system

Tsutomu Yamane', Ryo Takahashi', Toru Ekimoto', Mitsunori Ikeguchi'-? (Grad. Sch. Med. Life Sci,
Yokohama City Univ., 2RIKEN Med. Sci. Innov. Hub)

E FRANETOE > OBRFHRMEFIEICESEL /= GHz, THz SBIRIREIOH R

Study on Giga- and Terahertz-frequency Motions Involved with Oxygen Affinity of Human Adult
Hemoglobin

Shigenori Nagatomo', Kohji Yamamoto?, Masako Nagai®, Teizo Kitagawa* (\Dept. Chem., Univ. Tsukuba,
2Res. Center Develop. Far-IR Region, Univ. Fukui, >Res. Center Micro-Nano Tech., Hosei Univ., *Grad.
Sch.Life Sci., Univ. Hyogo)

Structural basis for the intramolecular signal transduction of oxygen sensor protein FixL from
Bradyrhizobium japonicum

Misaki Kamaya', Hiroyasu Koteishi', Takehiko Tosha'-2, Seiki Baba?®, Hiroshi Sugimoto!?,

Yoshitsugu Shiro!, Hitomi Sawai'? (!Grad. Sch. Sci., Univ. Hyogo, >RIKEN SPring-8, 3SPring-8 / JASRI)
OEHF MU LF v IV Navlb EEREOKEBRI RIF —EH

Calculation of the binding free energies between the Nav1.5 sodium channel and drug
molecules

Tatsuki Negami', Tohru Terada? (Grad. Sch. Agr. Life Sci., Univ. Tokyo, *III, Univ. Tokyo)

DNA f8EIC b B Hef DXRALMEEIRDIEE & 1¥ae

The structure and function of intrinsically disordered region of Hef that is associated with a DNA
repair

Takashi Oda', Ayako Sekino!, Ayaka Murakami', Rika Oi!, Maki Yoneyama!, Noriyuki Kodera?,

Toshio Ando?, Tsuyoshi Konuma?, Kenji Sugase®, Tomotaka Oroguchi*, Sonoko Ishino,

Yoshizumi Ishino®, Mamoru Sato' ('Grad. Sch. of Med. Life Sci., Yokohama City Unv., >WPI NanoLSI,
Kanazawa Univ., >Grad.Sch. of Eng., Kyoto Univ., *Faclt. Sci. Tech., Keio Univ., >Grad. Sch. of
Bioresource & Bioenviron. Sci., Kyushu Univ.)

T2-ike 7 7 — VB ERBHEAE £T8E OmpC DAEE(FRABT

Structural and functional analysis of phage receptor binding protein and OmpC

Shuji Kanamaru (Dep. of Life Sci. & Tech., Tokyo Inst. of Tech.)

Y F>¥~<Y 24 (Agrocybe cylindracea) @ Pri3 BIZFD Y O—=> 7 E45M4EIR

Cloning and characterization of the Pri3 gene of the edible mushroom, Agrocybe cylindracea
Chika Abematsu', Yamato Kuratani', Masashi Shin!, Makoto Iwata?, Toshihiko Matsumoto', Shoji Ando'
('Fac. Biotech. Life Sci., Sojo Univ., >IMB)
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EMNTTr5F 2 Kes DEBIGFEAMRICH (T 2 BN CNEEVRTLENER L L2 ER
DHEE

Functional characteristics of human hair keratin K85 in transfected cells and the effects of
mutations causative of ectodermal dysplasia

Masaki Yamamoto', Yasuko Sakamoto', Yuko Honda2, Kenzo Koike?, Hideaki Nakamura®,
Toshihiko Matsumoto', Shoji Ando' (' Fac. Biotech. Life Sci., Sojo Univ., >Fac. Med., Saga Univ., *Kao
corp., *Fac. Phar., Sojo Univ.)

EXANEJTOE>O7OZXTY v 7 RE#HORS EEERET

Time-resolved structure analysis of allosteric intermediate of the giant hemoglobin

Nobutaka Numoto', Yoshihiro FukumoriZ, Kunio Miki?, Nobutoshi Ito! (Med. Res. Inst., Tokyo Med.
Dent. Univ. (TMDU), *College Sci. Eng., Kanazawa Univ., *Grad. Sch. Sci., Kyoto Univ.)

EHE : ¥4 - #E&  Protein: Property & Structure

D FEHFAKICL D RSAHST DIEEREM

Structural stability of RvSAHS1 by MD simulations

Kazuhisa Miyazawa'>3, Satoru Itoh!??, Hisashi Okumura'->? (\SOKENDAI, 2IMS, 3ExCELLS)
Rheo-NMREICE DR —/IN—F XS KT X L5 —E 1 OB ET I 04 FREBEOREIRT
Dynamic Analysis of Amyloid Formation of Superoxide Dismutase 1 Using Rheo-NMR
Spectroscopy

Naoto Iwakawa!, Daichi Morimoto!, Erik Walinda?, Masahiro Shirakawa!, Kenji Sugase' (!Grad. Sch.
Eng., Kyoto Univ., >Grad. Sch. Med., Kyoto Univ.)

BENZETIVOUERICE D ZINTEDT + —IVT « > T RIEHEDTF

Prediction of protein folding mechanisms by an extended statistical mechanical model

Koji Ooka', Munehito Arai'? ('Dept. Phys., Univ. Tokyo, *Dept. Life Sci., Univ. Tokyo)
ERBELERS THBOUI SN SEAEAEOBNMYE

Dynamic properties of oligomeric proteins characterized by low-frequency normal modes
Hiroshi Wako?, Shigeru Endo' (\Dept. of Phys., Sch. of Sci., Kitasato Univ., >Sch. of Social Sci., Waseda
Univ.)

1R1E Go ETINEAWVWAGA-GB XA VBBELZ NI EDT + —Iv7 « > JHEDHEE - #
EHEOTFH

Prediction of differences and commonality in folding mechanisms of GA / GB domain related
proteins using coarse-grained Go model

Shoya Hamaue (Dept. of Bioinfo., Col. of Life sci., Ritsumeikan Univ.)

Mechanism of the spontaneous elongation of the fibroin nanofiber involved in spider silk
Takuya Sawai', Kiichi Hayashi!, Yugo Hayashi!, Takehiro Sato?, Yoichi Yamazaki',

Sachiko Toma-Fukai!, Hironari Kamikubo!? ('Div. Mat. Sci., NAIST, *Spiber Inc., *IMSS KEK)
KABKBREEZETIAIY TRAMBOEER

Reconstitution of artificial materials of spider silk accompanied by native-like hierarchical
structure

Satoru Onishi', Yuki Nakatani!, Yugo Hayashi!, Takehiro Sato?, Yoichi Yamazaki',

Sachiko Toma-Fukai', Hironari Kamikubo'? ('Div. Mat. Sci., NAIST, 2Spiber Inc., *IMSS KEK)

EH Y : #BE Protein: Function

E b SOD1 & Zn RI¥E SOD EDHBICL P EREMRBRT > 2 vILIV—TORENCET 2HR
Investigation on role of zinc atom and electrostatic loop by comparing human SOD1 with Zn-
deficient SOD

Natsumi Koyama', Masami Lintuluoto', Juha Lintuluoto? ('Grad. Sch. Life and Environ. sci., Kyoto pref-

univ., *Grad. sch. eng., Kyoto univ.)
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ATREAICLS CD44 OEFZIIOCEEAOTAXTY v 7l

Allosteric regulation of hyaluronan binding on CD44 by point mutation

Masami Lintuluoto', Youta Horioka', Katsuhisa Matsumoto', Saki Hongo!, Juha Lintuluoto? ('Grad. Sch.
Life and Environ. Sci., Kyoto pref. univ., *Grad. sch. eng., Kyoto Univ.)

7IAAF B2 ZRAVERAEMZ N IEORFL — IV FHROFHE

The evaluation of molecular shield effect of intrinsically disordered proteins using amyloid beta
1-42

Koki Ikeda, Yoshiki Shigemitsu, Natsuko Tenno, Takeshi Tenno, Hidekazu Hiroaki (Grad. Sch. Pharm
Sci., Univ. Nagoya)

X ha#HEl 2 AVWAXBE 7 TV F > 0% 7 OFKICET 2HR

The iron core formation of E. coli ferritin studied by small angle X-ray scattering

Takumi Kuwata, Daisuke Sato, Kazuo Fujiwara, Masamichi Ikeguchi (Department of Bioinformatics,
Soka University)

FES5DPVWRNFAT v 7 b%EHFDF-ATPase O MV GZE/HE

Torque transmission/generation of F,-ATPase with a soft driveshaft

Shou Furuike!, Naoki Soga?, Yasushi Maki'!, Hideji Yoshida' (!Phys., Osaka Med. Coll., *Grad. Sch. Eng.,
Univ. Tokyo)

EBHE : 5t - ##47 Protein: Measurement & Analysis

(1SDP-3) Biophysical analysis of alpha-synuclein oligomers by microchip electrophoresis
William E. Arter'-2, Catherine K. Xu!, Georg Krainer', Christopher M. Dobson!, Tuomas P. J. Knowles'*
('Centre for Misfolding Disease, Department of Chemistry, University of Cambridge, *Cavendish
Laboratory, Department of Physics, University of Cambridge)

AN ENEOBEZEETO—TTH-HDOT7 AN X LBy EL T ERNDPIHER
Mapping of aspartic acids to probe protein structural changes by FTIR spectroscopy

Masanori Hashimoto, Kota Katayama, Manish Singh, Yuji Furutani, Hideki Kandori (Grad. Sch. Eng.,
Nagoya Inst. Tech.)

N AEERPOEAEREFDEEFEDEIL

Establishment of quantification methods for protein aggregates in biopharmaceuticals

Saki Yoneda!, Bertram Niederleitner?, Michael Wiggenhorn?, Hiroki Koga!, Shinichiro Totoki?,

Elena Krayukhina', Wolfgang Friess*, Susumu Uchiyama'-® (' Dept. biotech. grad. sch. eng., Osaka. univ,
2Coriolis Pharma, 3Shimadzu Corporation, *LMU, Dept.Phaemacy, SExCELLS)

(1SDP-6) MR ICBR L -BBREZ N VEDLHDX AT 1 TREBETFHEMRE

(1SDP-6) A newly developed negative stain EM method for protein complexes at high protein
concentration

Hiroshi Imai', Takayuki Kato?, Gerle Christoph?, Etsuko Muto*, Kaoru Mitsuoka®, Genji Kurisu?,

Keiichi Namba?, Takahide Kon' ('Grad. Sch. Sci., Osaka Univ., ?Grad. Sch. Frontier Biosci., Osaka Univ.,
3IPR, Osaka Univ., *CBS, RIKEN, *Res. Ctr. UVHEM, Osaka Univ.)
A S FREERERONEN 5 XhOREDZ > NV ERVIBEEO#EEDHHTFHEICK
W%

Study of protein or membrane structure in mimicking intra-cell molecular-crowding environment
and in sugar-glass using neutron scattering

Mitsuhiro Hirai', Satoshi Ajito', Shigeki Arai?, Shinichi Takata®, Hiroki Iwase* (! Graduate School of
Science and Technology, Gunma University, *National Institute for Quantum and Radiological Science and
Technology, *J-PARC Center, Japan Atomic Energy Agency, *Comprehensive Research Organization for
Science and Society)
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TRPV1 4 FAEBD EEEEREDRE

Agonist- and antagonist-induced rotational motion of TRPV1 channel

Shoko Fujimura!, Kazuhiro Mio!, Masahiro Kuramochi?, Sekiguchi Hiroshi?, Muneyo Mio!, Tai Kubo',
Yuji Sasakil?3 ('Operand OIL, National Institute of Advanced Industrial Science and Technology, Tokyo,
Japan, *Graduate School of Frontier Sciences, The Univ. Tokyo, Chiba, Japan, 3Japan Synchrotron
Radiation Research Institute, Hyogo, Japan)

LU hBABREDHEE 2 > NI EADICH

Development of replica sub-permutation method and its application to mini-protein

Masataka Yamauchi'>3, Hisashi Okumura'->? (\SOKENDAI, >ExCELLS, *IMS)

BRR O —EN S (dynamical disorder) D3 FERBAR: 4 > /N7 EDOEEER - 1£5 TTEEM
Theoretical investigations on microscopic heterogeneity and hierarchy in transitions and
fluctuations of protein conformations

Yoshihiro Matsumura!, Shinji Saito!? ('IMS, 2SOKENDAI)

Lytic polysaccharide monooxygenase ML & LU 1 9-FER

Biochemical and single-molecule analyses of lytic polysaccharide monooxygenase

Siti Mastura Zakaria'2, Akihiko Nakamura!, Yasuko Okuni', Mayuko Yamamoto', Akasit Visootsat!-3,
Jun Ando!3, Ryeta Iino'? (IMS, NINS, 2Univ. of Malaya, >SOKENDAI)

EHE IS Protein: Engineering

Relationship between loop geometry and register shift in parallel beta-sheet proteins
Ryuichiro Ueda, George Chikenji (Dept. Appl. Phys., Grad. Sch. Eng., Nagoya Univ.)

273/ BERERER% AL/ SBDD - & 3 8EHRAMERADOAIR

Structure-based discovery of the antibodies with sub-picomolar affinity using the double amino
acid mutation strategy

Shuntaro Chiba', Masateru Ohta', Aki Tanabe?, Makoto Nakakido?, Kouhei Tsumoto??, Yasushi Okuno'#
("MIH, RIKEN, 2Sch. Eng., Univ. Tokyo, *Inst. Med. Sci., Univ. Tokyo, *Grad. Sch. Med., Kyoto Univ.)
BEOAT7JFN—2 CBP DKIX KX A 2 EBEERFHEDCHEEEREZHEET 2T F FOAEN
Rational design of peptides that inhibit interactions between the KIX domain of CBP and
transcription factors

Nao Sato!, Shunji Suetaka', Yuuki Hayashi', Munehito Arai'? ('Dept. Life Sci., Univ. Tokyo, *Dept. Phys.,
Univ. Tokyo)

DFEHEL I 2L —2 3> % BV CDR-Grafting IC& 28K E N X 1 U HREAEOEBENELED
AR

Structural effects of CDR grafting of synthetic single domain antibodies investigated by
molecular dynamics simulations

Seisho Kinoshita', Chinatsu Mori2, Makoto Nakakido'-2, Daisuke Kuroda'-%3, Jose Caaveiro®,

Kouhei Tsumoto'233 (! Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo, >Dept. of Chem. Biotech., Sch. of
Eng., Univ. of Tokyo, *Med. Dev. Dev. Reg. Res. Center, Sch. of Eng., Univ. of Tokyo, *Grad. Sch. of
Pharm. Sci., Kyushu Univ., SInst. of Med. Sci., Univ. of Tokyo)

FLILX-MHREAICEDS 1> 24—04%> 33 DEAFFBARICAEIT T

Toward the development of an inhibitor of interleukin-33 responsible for allergic asthma

Mio Sano!, Yoshiki Oka', Yuuki Hayashi!, Munehito Arai'? ('Dept. Life Sci., Univ. Tokyo, *Dept. Phys.,
Univ. Tokyo)

Domain-specific monitoring of higher-order structure of therapeutic IgG on the basis of
molecular recognition of artificial proteins

Hideki Watanabe', Naoko Hayashida?, Shinya Honda!> (\BMRI, AIST, >Grad. Sci. of Fro., Univ. of
Tokyo)
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FHIRREATERBE IO —RFHRAFIC5 2 228 FMFIIR

An effect of resistance to self-association of backbone circularization on granulocyte-colony
stimulating factor

Risa Shibuya', Takamitsu Miyafusa?, Shinya Honda!? ('Grad. Sch. of Fro., Univ. of Tokyo, 2BMRI, AIST)

ANLEBY Heme proteins

Function of N-terminal acetylation of fish hemoglobin a-subunit

Satoru Unzai, Antonio Tsunesige (Hosei University, Department of Frontier Bioscience)

Functional roles of conserved residues near the active site of nitric oxide reductase based on
the structural analysis

Takehiko Tosha', Raika Yamagiwa?, Takuya Kurahashi?, Hiroshi Sugimoto', Yoshitsugu Shiro? ('RIKEN
SPring-8, 2Univ. of Hyogo)

2—RET7OXTU—ET VOB —HENREOEE

INSIGHT INTO THE TWO-STATE ALLOSTERIC MODEL - ON THE EXISTENCE OF
HIERARCHIES

Antonio Tsuneshige, Satoru Unzai (Hosei Univ. Frontier Bioscience)

EZEBE Membrane proteins

(1SCA-2) EEAFDRABVHIRICL ZEEES > /N BiER{LDKRE

(1SCA-2) Crystallization of transmembrane protein driven by molecular crowding effect of lipids:
Theoretical estimation by using a simple model

Keiju Suda', Ayumi Suematsu?, Ryo Akiyama' (\Kyushu University, Sci., >Kyushu Sangyo University,
Science and Engineering)

7IOA PRk a NI E L pUIMBROBRERIALOEFRF TOHREER

Interaction between amyloid precursor protein and beta-secretase in the bio-membrane

Kaori Yanagino, Naoyuki Miyashita (BOST KINDAI)

SRTE A NMR IC & ZHBARHDOAY 40 KT > OBERHR

Multidimensional solid-state NMR study of heliorhodopsin in a lipid environment

Shibuki Suzuki', Toshio Nagashima?, Rina Kaneko!, Takashi Okitsu?, Akimori Wada?,

Naohiro Kobayashi?, Toshio Yamazaki?, Rei Abe-Yoshizumi*, Keiichi Inoue’, Hideki Kandori*,

TIzuru Kawamura' ('Grad. Sch. Eng. Sci., Yokohama National Univ., *RIKEN RSC, *Kobe Pharmaceutical
Univ., *Nagoya Inst. Tech., 3Univ. Tokyo)

(1SHP-6) IEBSRFTEIC K AHRRE(CLLZA DY > M2 SEEDRIRKT > 2T =X b AF-DX 384 &
iy

(1SHP-6) Structural insights into the subtype-selective antagonist binding to the M2 muscarinic
receptor

Ryoji Suno', Sangbae Lee?, Shoji Maeda®, Satoshi Yasuda®, Keitaro Yamashita’, Kunio Hirata>,

Takeshi Murata’, Masahiro Kinoshita®, Masaki Yamamoto®, Brian Kobilka3, Nagarajan Vaidehi?,

So Iwata®, Takuya Kobayashi! ('Kansai Medi. Univ., >City Hope Med Ctr., 3Stanford Univ., *Chiba Univ.,
SRIKEN,SPring-8, $JST,PRESTO, "IAE, Kyoto Univ., $Med Kyoto Univ., *Univ. Tokyo,Sci)
(1SCA-4)cDNA T 1 AL A £V — 2 —DFAICK BZHRY KV — LARTRENTF ORI
(1SCA-4) Novel pore-forming peptides assembling in liposome membranes selected by
combining cDNA display method with cell sorter system

Naoto Nemoto', Toshiki Miyajima', Takeru Yoshinobu!, Yusuke Sekiya?, Ryuji Kawano? (!Grad. Sci.
Eng., Saitama Univ., *Dept. Biotech. Life Sci., Tokyo Univ. Agr. Tech)
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BRENEFREBRD . KNKOFAFIVRELFTHES. BRTIV T M EHR
Development of software to analyze the effects of specific residue substitution on hydration
water dynamics

Ryoi Ashida, Nobuya Hasegawa, Takuya Azami, Kota Kasahara, Takuya Takahashi (Graduate School of
Life Science, Ritsumeikan University)

A comparative study of membrane-bound structure of antimicrobial peptides L- and D-
phenylseptin

Izuru Kawamura', Batsaikhan Mijiddorj', Hisako Sato?, Yuta Matsuo', Akira Naito!, Kazuyoshi Ueda'
('Grad.Sch. Eng., Yokohama Natl. Univ., *Grad. Sch. Sci. Eng.)

ZEHEAZEHE Nucleic acid binding proteins

Observation of Tumor Suppressor p53 Search Dynamics using Sub-millisecond Resolved
Single-molecule Fluorescence Microscopy

Dwiky Rendra Graha Subekti'-2, Agato Murata!, Yuji Itoh!, Satoshi Takahashi!, Kiyoto Kamagata'
(\IMRAM, Tohoku Univ., *Grad. Sch. Sci., Tohoku Univ.)

(1SBA-6) XIBEFEEIFE DNA A B —+ UnD C REFERIEERBD 1 FF A2 -T2
(1SBA-6) Single-molecule imaging of a non-hexameric Escherichia coli helicase UvrD mutant
lacking C-terminal residues

Hiroaki Yokota (Biophotonics Lab., Grad. Sch. Creation New Photon. Indust.)
ZEYINIVESRICEDATFOIOYF L 22N E HP1 OBNEBEDHTRE : 74V T +— L
HFRMEY Bt

Structural dynamics of heterochromatin protein HP1 studied by spin labeling ESR spectroscopy:
Isoform specificity and phosphorylation

Toshiaki Arata'’, Shigeaki Nakazawa*, Yuichi Mishima®, Kazunobu Sato®, Takeji Takui*,

Toru Kawakami®, Hironobu Hojo®, Toshimichi Fujiwara®, Makoto Miyata!, Isao Suetake®>* (! Dept. Biol.,
Grad. Sch. Sci., Osaka City Univ., *Koshien Univ., *Twin Research Center, Osaka Univ., *Dept. Chem.,
Grad. Sch. Sci., Osaka City Univ., IPR, Osaka Univ.)

Protein localization in DNA cruciform junction studied by molecular simulation

Mami Saito, Shoji Takada (Dept Biophysics, Div Biology, Grad School Science, Kyoto University)
HIVVit-E b E3 ZEXF 2 UH —EEEHICE B E MY (L XEF APOBEC3G D7 X /1t
FEDRFAH=ZXL

Inhibition mechanism of HIV Vif-human E3 ubiquitin ligase complex against enzymatic activity of
APOBEC3G

Keisuke Kamba', Li Wan'2, Satoru Unzai?, Ryo Morishita*, Takashi Nagata', Masato Katahira' ('Inst.
of Adv. Energy, Kyoto Univ., *Grad. Sch. Energy Sci., Kyoto Univ., *Front. Biosci., Hosei Univ., *CellFree
Sciences Co.,Ltd.)

#%8 Nucleic acid

AN KB URZA v FSPINACH DIEE L 1 4 > ~"DFE

Influence on the structure and dynamics of Riboswitch “SPINACH” and potassium ions by
DFHBI

Lisa Matsukura', Nobutaka Onishi!, Masaya Furue', Naoyuki Miyashita', Takuma Shiraki',

Yasushige Yonezawa® ('BOST, KINDAI, *IAT, KINDAI)

YRATITFUIIZAEHDNA ZHEVICEEC T3 1 — 2 TFIES EOE SRV

Cisplatin causes DNA much stiffer: Quantitative evaluation viscoelasticity through the analysis
of single molecule fluctuation

Toshifumi Kishimoto', Yuko Yoshikawa!, Seiji Komeda?, Kenichi Yoshikawa' (!Grad.Sch.Life
Med.Sci.,Univ.Doshisha, *Fac.Pharm., Univ.Suzuka.Med.Sci)
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(1SEA-6) IEY 1T« v 7HiZ &2/ O F L DETFIVICE T 2 TEHIEER
(1SEA-6) Discontinuous Phase Transition in a Chromatin Model with Epigenetic Modification
Kyosuke Adachi, Kyogo Kawaguchi (RIKEN BDR)

FNIXILFAYV—LDSBETZERYXI LTV — LEEDFHH

Characterization of Poly-nucleosome Structure Constructed from Tri-nucleosome

Hiroo Kenzaki', Shoji Takada® (‘Info. Sys. Div., ISC, RIKEN, *Dept. Biophys., Grad. Sch. Sci., Kyoto
Univ.)

BRERTICH T B48% W & - 7= DNA AR OEFEIE

Relaxation process of entangled DNA solution after local deformation

AKinori Miyamoto, Yoshihiro Murayama (Department of Applied Physics, Tokyo University of Agri. and
Tech.)

In-cell NMR %% AV - £ MERAZBROBES LTS 1 F 3 7 205

Evaluation of the structure and dynamics of nucleic acids inside the living human cells by in-cell
NMR spectroscopy

Yudai Yamaoki', Takashi Nagata!?, Ayaka Kiyoishi?, Masayuki Miyake?, Fumi Kano?,

Masayuki Murata®#, Masato Katahira'-? (\Inst. Adv. Energy, Kyoto Univ., 2Grad. Sch. Energy Sci., Kyoto
Univ., 3Inst. Innovative Res., Tokyo Inst. Technol., *Grad. Sch. Arts and Sci., Univ. Tokyo)

NT—=~y FURY A LOBRERICICEY 2 ERINTR

Theoretical study on an enzymatic reaction of the hammerhead ribozyme

Ayaka Matsuyama, Masahiko Taguchi, Shigehiko Hayashi (Kyoto University)

2MfiR Y 7 I PRI TEEFRAORELME : 73/ EHRORFHROEEM
Promotion and inhibition of gene expression caused by divalent polyamines: Marked effect of
the distance between amino groups

Hiroko Tanaka', Chwen-Yang Shew?, Yuko Yoshikawa!, Takahiro Kenmotsu', Kenichi Yoshikawa!
('Grad. Sch. Life. Med. Sci., Univ. Doshisha, *Col. Chem., City Univ. New York)

Theoretical Studies on the Conformational Stability of RA-VII complex with 60S Ribosome
Arwansyah MS!, Yoh Noguchi?, Takeshi Miyakawa?, Kazutomo Kawaguchi!, Yukio Hitotsuyanagi?,
Satoshi Yokojima®, Ryota Morikawa?, Masako Takasu?, Hidemi Nagao! (' Division of Mathematical and
Physical Sciences, Graduate School of Natural Science and Technology, Kanazawa University, 2School of
Life Science, Tokyo University of Pharmacy and Life Sciences, 3School of Pharmacy, Tokyo University of
Pharmacy and Life Sciences)

(1SEA-3) # U dANTF KD 7 I / BRECSIE DNA compaction EEREEMICE LVVEWVLEFIE B
7

(1SEA-3) Marked Difference in DNA Compaction and Transcription is Caused by Amino Acid
Sequence of Oligopeptide

Tatsuo Akitaya', Hiroyuki Hiramatsu?, Hideaki Yamaguchi®, Koji Kubo*, Shizuaki Murata*,

Toshio Kanbe®, Norio Hazemoto®, Kenichi Yoshikawa’, Anatoly Zinchenko? (' 4sahikawa Med. Univ.,
2Fac. Pharm., Meijo Univ., *Fac. Agr. Sci., Meijo Univ., *Grad. Sch. Env. Std., Nagoya Univ., Grad. Sch.
Med., Nagoya Univ., °Grad. Sch. Pharm. Sci., Nggoya City Univ., "Fac. Bio. Med. Sci., Doshisah Univ.)

EFIKRE Electronic state

Long-range Electron-Electron Interaction and Charge Transfer in Protein Complexes
David Gnandt, Thorsten Koslowski (Institute of Physical Chemistry, University of Freiburg)

HREHERAVADFTB-MD 2 2L —2 3> OE&ELE LRIV —REFEOFE
Accelerate simulations and assessment of the energy conservation for the DFTB-MD
simulations using the constraint method

Hiroaki Nishizawa, Yasuteru Shigeta (CCS, Univ. of Tsukuba)
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KERR | OBFHRESOD S1IRETOD 12 DEEETILO DLPNO-CCSD(T)EIC L 3 EHE
DLPNO-CCSD(T) calculations of twelve structural models for the S1 state of oxygen evolving
complex of photosystem Il

Koichi Miyagawa!, Takashi Kawakami®3, Hiroshi Isobe?, Mitsuo Shoji#, Shusuke Yamanaka?,

Kazuhiko Nakatani'!, Mitsutaka Okumura?, Takahito Nakajima, Kizashi Yamaguchi'->¢ (\ISIR, Osaka
Univ., >Grad. Sch. of Sci., Osaka Univ., >Grad. Sch. of Nat. Sci. and Tech., Okayama Univ., *CCS, Univ. of
Tsukuba, >R-CCS, RIKEN, ®Inst. Nanosci. Design, Osaka Univ.)

7k - KF1,EBfEYE Water & Hydration & Electrolyte

ERFBRPOT A YA NAXRMINPRETIRROY A FHAX

Maximum size for attractive anionic-sites in a biological solution

Michika Takeda', Ayumi Suematsu?, Ryo Akiyama® (' Graduate of Science, Kyushu University, *Kyushu
Sanyo University, *Institute of Science, Kyushu University)

MD>3al—2arT. ETNECNIVEOKMAKDEAFIVXEHSHLIZTS

MD simulations reveal hydration dynamics around model proteins

Takuya Takahashi', Takuya Azami?, Nobuya Hasegawa!, Ryoi Ashida'?, Kota Kasahara! ('Coll. Life Sci.,
Ritsumeikan Univ., *Grad. Sch. Life Sci., Ritsumeikan Univ)

All-atom molecular dynamics simulation of the reduced protein-protein interaction with
metabolites in the cytoplasm

Isseki Yu'2, Michael Feig?, Yuji Sugita® (' Maebashi Institute of Technology, *RIKEN Theoretical
Molecular Science Lab., *Michigan State University)

TAFA—UHY FEEICH T BKBEDRERE

Role of water solvent in protein-ligand binding

Yutaka Maruyama', Ayori Mitsutake?, Takefumi Yamashita® ('"RIKEN R-CCS, *Dep. Phys., Meiji Univ.,
3LSBM, Univ. Tokyo)

¢4 - 9MEDevelopment & Differentiation

Mechanical symmetry breaking in C. elegans dorsal-ventral axis establishment

Masatoshi Nishikawa (Dept. Frontier Bioscience, Hosei Univ.)

YYR/ = RREBEEA D/ oY =22 KEC Yy MK ZEBRIBED Ca*inE

Are the immotile nodal cilia in mouse embryo mechanosensors?: Ca?* signaling response after
mechanical stimulation by optical tweezers

Takanobu A Katoh, Katsutoshi Mizuno, Hiroshi Hamada (BDR, Riken)

FATENARXA=T P THFENURBL ST/ NI FUTDATAY X MMEER/N 2 — > s
Live cell imaging sheds light on the maintenance mechanism of pattern of cyanobacterial cell
differentiation

Shun-ichi Fukushima!, Takeharu Nagai', Shigeki Ehira? (' The Institute of Scientific and Industrial
Research, Osaka University, >Department of Biological Sciences, Graduate School of Science, Tokyo
Metropolitan University)

HRMEHEICE T 3BHMOY TFHILE BV A VERMEREDORE

Detection of cell differentiation states without known signals in Dictyostelium

Yusuke V. Morimoto'2, Takuro Kawada', Masahiro Ueda?? (' Fac. Comp. Sci. and Sys. Eng., Kyushu Inst.
Tech.,>BDR, RIKEN, *Grad. Sch. Frontier Biosci., Osaka Univ.)

-S106 -



1Pos108

1Pos109

1Pos110

1Pos111

1Pos112

1Pos113*

1Pos114*

1Pos115*

1Pos116*

1Pos117*

B Muscle

(1SGA-2) L EF BT (I f 4> B IR U X LEE MO 3 FHEHB O#EEA

(1SGA-2) Elucidation of molecular mechanism of contraction rhythm homeostasis in cardiac
myocytes

Seine Shintani', Takumi Washio? (' Department of Biomedical Sciences, College of Life and Health
Sciences, Chubu University, >Graduate School of Frontier Sciences, the University of Tokyo)

FOKRZ> TOE244D ERICK MV T 1 T X > MEEZALD X /A BELEER

Structural changes of cardiac thin filaments caused by E244D mutation of troponin T observed
by small-angle X-ray scattering

Tatsuhito Matsuo, Satoru Fujiwara (/nst. Quant. Life Sci., QST)

DFEAFHEICELDIF L O OEZY) U BIESBAOKEE

Validation of second phosphate binding site in myosin studied by molecular dynamics
simulation

Kouei Uchida, Jun Ohnuki, Takato Sato, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda Univ.)
IFTCOTIF LT BBEBMEDEEICH T 25L 2 AT 3 D DHREI#NE
Statistical thermodynamics on the weakening of binding affinity of myosin for actin at low
temperatures

Tomohiko Hayashi, Masahiro Kinoshita (/nst. Adv. Energy, Kyoto Univ.)

19F - $RFRBEPSBS. DREERICEL 0B IF 2 0OME

Reverse stroke of cardiac myosin revealed by single molecule microscopy is essential for heart
function

Yongtae Hwang!, Takumi Washio?, Hideo Higuchi', Motoshi Kaya! (' Department of Physics, The
University of Tokyo, *Department of Human and Engineered Environmental Studies, The University of

Tokyo)
4FE— % —_Molecular motor

BRICHKEL ZHEANAET— 2 —EEERE OREE

Load-dependent speed regulation of the bacterial flagellar motor

Tsubasa Ishida', Myu Yoshida?, Tohru Minamino®, Yoshiyuki Sowa!?* (\Grad. Sch. Sci. & Eng., Hosei
Univ., 2Dept. Frontier Biosci., Hosei Univ., *Grad. Sch. Frontier Biosci., Osaka Univ., *Res. Cent. Micro-
Nano Tech., Hosei Univ.)

F,-ATPase MEAEIRERET

Analysis of the inhibited form of F,-ATPase

Sougo Mori, Hiroshi Ueno, Hiroyuki Noji (Noji laboratory, Department of Applied Chemistry, Graduate
School of Engineering, University of Tokyo)

Na*DFEIKTFET BNAETE— 2 —EEF PomAB (5 T 2B EHOREEE

Destabilization of the complex formation allows high Na* conduction in the PomAB flagellar
stator complex

Tatsuro Nishikino, Hiroto Iwatsuki, Taira Mino, Seiji Kojima, Michio Homma (Div. Biol. Sci. Grad. Sch.
Sci., Nagoya Univ.)

Biomolecular motor driven cargo transportation by microtubules as a mechanosensor

Syeda Rubaiya Nasrin!, Arif Md. Rashedul Kabir?, Kazuki Sada'?, Akira Kakugo'? (Grad. Sch. Chem.
Sci. and Engg., Hokkaido Univ., *Fac. Sci., Hokkaido Univ.)

N1 T YUy K F-ATPase O 1 4 FHEGEHZE

Rotation observation of hybrid F,-ATPases between bacterial and mammalian ones

Ryo Watanabe', Hiroshi Ueno!, Toshiharu Suzuki?, Ryohei Kobayashi!, Hiroyuki Noji! (‘Appl. Chem.,
Grad. Sch. Eng., Univ. Tokyo, *CLS., Tokyo tech.)
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EFESFHOKR Y MK B AERHRFEREE YRR

Photo-regulated spatiotemporal cargo transportation by biomolecular swarm robot

Mousumi Akter!, Jakia Jannat Keya?, Arif Md. Rashedul Kabir?, Hiroyuki Asanuma®, Kuzuya Akinori*,
Kazuki Sada'?, Akira Kakugo'? (!Graduate School of Chemical Science and Engineering, Hokkaido
University, Sapporo 060-0810, Japan, *Faculty of Science, Hokkaido University, Sapporo 060-0810, Japan,
3Department of Biomolecular Engineering, Nagoya University, Nagoya, Japan, *Department of Chemistry
and Materials Engineering, Kansai University, Osaka 564-8680, Japan)

NAEET—F—DRFFEZLP U TN 51 A EFEMEICK 5 EEMHN

CryoEM structural analysis of the bacterial flagellar LP ring ~ a molecular bushing of the
bacterial motor with almost no friction ~

Tomoko Yamaguchi'?, Fumiaki Makino'=, Tomoko Miyata!, Takayuki Kato!, Keiichi Namba!?>* (! Grad.
Sch. FBS, Univ. Osaka, *BDR, Riken, >JEOL Ltd., *Spring-8, Riken)

NAET vV DERABEE

Structure of the native supercoiled flagellar hook

Takayuki Kato', Tomoko Miyata!, Fumiaki Makino'-2, Peter Horvath', Keiichi Namba'= (! Front. Bio.,
Osaka univ., 2JEOL, *BDR, Riken)

HENAEESEFOBERE FIHBEIC L 58S/

Structure analysis of the bacterial flagellar basal body by electron microscopy

Tomoko Miyata!, Takayuki Kato!, Fumiaki Makino'2, Yumiko Saijo’, Keiichi Namba'* (!Grad. Sch.
Frontier Biosci., Osaka Univ., 2JEOL Ltd, *Grad. Sch. Med., Kobe Univ., *BDR&SPring8, RIKEN)
Structure of motor evolved by combination of F-ATPase and phosphoglycerate kinase for
Mycoplasma mobile gliding

Takuma Toyonaga', Takayuki Kato?, Akihiro Kawamoto?, Tasuku Hamaguchi*, Keiichi Namba
Makoto Miyata"® (\Grad. Sch. Sci., Osaka City Univ., *Grad. Sch. Front. Biosci., Osaka Univ., *IPR, Osaka
Univ., *SPring-8, RIKEN, SBDR, RIKEN, °OCARINA, Osaka City Univ.)

AT R FE—F—DODNAH—FT L REEEBEETY T

DNA curtain assay and structural modeling of condensin molecular motor

Hiroki Koide, Shoji Takada, Tsuyoshi Terakawa (Dept Biophysics, Div Biology, Grad School Science,

2,4,5
5

Kyoto University)

nanodisc-Vo DB SMARET & Bk FERT

The Investigation of reconstruction and Single Particle Analysis of nanodisc-Vo

Aya Furuta!, Jun-ichi Kishikawa', Takayuki Kato?, Atsuko Nakanishi!, Kaoru Mitsuoka®, Ken Yokoyama!
('Div. Life Sci., Kyoto Sangyo Univ., *Grad. Sch. Frontier Biosci.,Osaka Univ., *Res. Ctr. UHVEM., Osaka
Univ.)

IS5 OERIZY 70 MACREEICK ZBMEMRROBEE - BEERTICRELEMTH S
Synchrotron radiation X-ray diffractionv reveals the highly ordered structure of axonemes in the
comb plate of ctenophores

Hiroyuki Iwamoto', Kei Jokura?, Kazuo Inaba? (\SPring-8, JASRI, 2Shimoda Marine Res. Ctr., Univ.
Tsukuba)

Unidirectional-rotation and helical-motion of a cargo on a microtubule indicate torque generation
and biased sideward binding of kinesin

Mitsuhiro Sugawa, Yohei Maruyama, Masahiko Yamagishi, Junichiro Yajima (Grad. Sch. Arts and
Sciences, Univ. Tokyo)

723 b3AY R THEF,-ATPase O 1 B FHEEGHER

Single-molecule analysis of bovine mitochondrial F,-ATPase

Ryohei Kobayashi, Hiroshi Ueno, Hiroyuki Noji (Appl. Chem., Grad. Sch. Eng., Univ. Tokyo)
ZODEHDOBPUED IFD 2 VI DBHITEEICEZ 5HE

Effects of interhead connection on the stepping motion of myosin VI

Tomoki P. Terada', Qing-Miao Nie?, Masaki Sasai! (\Dept. Appl. Phys., Grad. Sch. Eng., Nagoya Univ.,
2Dept. Appl. Phys., Zhejiang Univ. Tech.)
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Allosteric Regulation of V,-ATPase by Designing Non-catalytic Interface

Takahiro Kosugi'->?, Tatsuya lida?, Mikio Tanabe*, Ryota Iino'-2, Nobuyasu Koga!?3 (!Institute for
Molecular Science, 2SSOKENDAI, 3ExCELLS, *KEK)

F2xY A AISEHROTOLY ET ¢ E—HREEE)ME O

Evaluation of processivity and unidirectionality of artificial kinesin-1 oligomers

Kimitoshi Takeda, Akihiko Nakamura, Jun Ando, Ryota Iino (Institute for Molecular Science)

DNAF /745X b LEBEBTHRERS A Z AV EATREXY X7 LADRIE
Creating artificial transport systems by using engineered dynein that moves along DNA
nanofilament

Ryota Ibusuki', Tatsuya Morishita!, Akane Furuta, Kazuhiro Oiwa'2, Hiroaki Kojima2, Ken'ya Furuta?
('Grad. Sch. Sci., Univ. Hyogo, Adv. ICR. Res. Ins., NICT. Kobe)

DNA L ZEI< HES 1 2> 2 AV THAM CEREE OBRE RKEICHANS

Systematic studies on the relation between binding kinetics and speed of movement using
engineered DNA-based dynein motor

Tatsuya Morishita', Ryota Ibusuki', Akane Furuta?, Kazuhiro Oiwa'-?, Hiroaki Kojima?, Ken'ya Furuta?
('Grad. Sch. Sci., Univ. Hyogo, >Adv. ICT Res. Inst NICT)

FoE&E— 42—l 2EEF—AGEFHAEEERAOBRI =)L — i

Free energy landscape for stator-rotor interaction in Fo rotary motor

Dan Parkin, Daiki Yamakoshi, Genya Nakagawa, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda
Univ.)

IFYUEBOERAIRNE —FO RRT—TDRA v F o TR U HIVEODZIREET IV
Three-state model of muscle contraction with switched free energy landscapes for myosin
heads

Kaima Matsuda, Masaki Sasai, Tomoki P. Terada (Dept. Appl. Phys., Grad. Sch. Eng., Nagoya Univ.)
DNAFUHIZAWEIFI T4 A MNTDIFI L NI E— 2 —DEREFHEDBEHEICL
B FIRFEE

Simultaneous observation of individual myosin Il motors in DNA origami-based thick filaments
by high-speed AFM

Masashi Ohmachi!, Hiroaki Takagi?, Keigo Ikezaki?, Toshio Yanagida'#, Mitsuhiro Iwaki'* ('BDR,
RIKEN, *Nara Med. Univ., 3Univ. Tokyo, *Grad. Sch. Front. Biosci., Osaka Univ.)
TINIFDERCHT BV F - LOBEEER

Inhibitory effect of lysozyme on the motility of actomyosin

Masaki Okami, Kuniyuki Hatori (Grad.Sch.Sci.Eng., Yamagata Univ.)

EAFVF YA RT—LDAL T4 X~ 3 Ft

Multiple conformational changes of dynactin sidearm revealed by single molecule observation
Kei Saito', Takuya Kobayashi?, Takashi Murayama?, Mitsuhiro Sugawa', Christian Ganser?,

Takayuki Uchihashi®*, Junichiro Yajima!, Yoko Y. Toyoshima! (\Grad. Sch. Arts Sci., Univ. Tokyo, *Dept.
of Pharmacology, Juntendo Univ. Sch. of Med., *NINS, ExCELLS, *Dept. of Phys., Nagoya Univ.)

The contribution of microtubule-binding ability of dynactin in dynein behaviors on microtubules
Takuya Kobayashi', Kei Saito?, Takuya Miyashita, Yoko Y Toyoshima?, Takashi Murayama' (' Dept.
Pharmacology, Juntendo Univ., *Grad. sch. Arts and Sci. Univ. Tokyo)

sy ERRE . Cell biology

(3SDA-6) EFMRASEE ICH (T 2 WMV & > T F IV E N U = ERK EMEIGHE

(3SDA-6) ERK activation waves mediated by intercellular mechanical signals during collective
cell migration

Naoya Hino!, Xavier Trepat?, Michiyuki Matsuda'®, Tsuyoshi Hirashima® ('Grad. Sch. of Biostudies,
Kyoto Univ., 2IBEC, Spain, *Grad. Sch. of Med., Kyoto Univ.)
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ZEAT S XV DR REXEBET 2RE Y K EE

Internal ribbon structure driving helicity-switching swimming of Spiroplasma

Yuya Sasajima!, Takayuki Kato?, Tomoko Miyata?, Keiishi Namba?3, Makoto Miyata’* (!Grad. Sch. Sci.,
Osaka City Univ., Japan, *Grad. Sch. Front. Biosci., Osaka Univ., Japan, > BDR & SPring-8 Center, Riken,
Japan, *OCARINA, Osaka City Univ., Japan)

R-REDEICH T HHEMZREOREBICRT 29 FHHNEI IaL—2ar

Molecular dynamics simulations to dissect effects of charged residues on liquid-liquid phase
separation

Hiroki Terazawa', Kota Kasahara?, Takuya Takahashi? (\Grad. Sch. Life Sci., Ritsumeikan Univ., >Coll.
Life Sci., Ritsumeikan Univ.)

Spiroplasma eriocheiris DEEKEENC P HH ZHED TV F > MreB DES

Polymerization of bacterial actin MreB involved in swimming motility of Spiroplasma eriocheiris
Daichi Takahashi!, Makoto Miyata'? (\Grad. Sch. Sci, Osaka City Univ., 2OCARINA, Osaka City Univ.)
7 IFEFAMROEETHEEZ RV HEN ATP REDHE

Estimation of intracellular ATP concentration from the flagellar beat frequency in
Chlamydomonas

Wakako Takano'-2, Toru Hisabori'?, Ken-ichi Wakabayashi'? ('CLS, Tokyo Tech, >LST, Tokyo Tech)
HENAF 7 « LOERBFEE

High structural order in bacteria biofilms

Kohei Takahashi!, Kana Morinaga!-?, Masanonri Toyofuku®#, Utada Andrew™* (' Graduate school of Life
and Environment Science, University of Tsukuba, >Bioproduction Research Institute, Advanced Industrial
Science and Technology, *Faculty Life Environment Science, University of Tsukuba, *Microbiology
Research Center for Sustainability (MiCS), University of Tsukuba)

AHHIEIC BT B Spiroplasma eriocheiris ¥ EE DEIR

Reconstitution of Spiroplasma eriocheiris swimming motility in a synthetic bacterium

Hana Kiyama!, Shigeyuki Kakizawa?, Makoto Miyata'® (\Grad. Sch. Sci., Osaka City Univ.,
2AIST,Bioprocess, *0CARINA, Osaka City Univ.)

(1SHA-3) Direct observation of cell mechanics under high hydrostatic pressure

Masatoshi Morimatsu, Keiji Naruse (Grad. Sch. of Med., Dent. and Pharma. Sci., Okayama Univ.)
(1SHA-2) RhoA activation induces cell cycle exit and differentiation of skin cancer cells

Oleg Dobrokhotov, Masahiro Sokabe, Hiroaki Hirata (Nagoya Univ., Grad. Sch. Med.)

¥T574 v 2R ERBRBICHNET 2APRIGERERET S

Residual Stress-mediated wound healing in zebrafish epithelia

Sohei Yamada', Yasumasa Bessho?, Yoichiroh Hosokawa', Takaaki Matsui? (' Division of Materials
Science, Nara Institute of Science and Technology, *Division of Biological Science, Nara Institute of
Science and Technology)

TRFEEICLZT7IVFUER - BKERICS T ZEHAEHROHE

Effects of Dye Labels on Actin Assembly and Disassembly

Ikuko Fujiwara!, Shuichi Takeda?, Toshiro Oda®, Thomas Pollard®, Naomi Courtemanche?,

Akihiro Narita?, Yuichiro Maeda? ('Grad.Sch.Sci., Osaka City Univ., *Structural Biol. Res. Cent. Gad.
Sch.Sci., Nagoya Univ., >MCDB, Yale Univ., USA, *Univ. Minnesota, USA, STokaigakuin Univ.)
BRUT /S RBORFEHE IaL—2ar

Molecular dynamics simulation of mutant ryanodine receptors

Toshiko Yamazawa', Haruo Ogawa?, Maki Yamaguchi', Takashi Murayama?®, Hideto Oyamada®*,
Nagomi Kurebayashi?, Junji Suzuki®, Kazunori Kanemaru®, Katsuji Oguchi*, Takashi Sakurai®,
Masamitsu 1ino® (!Dept Mol. Physiol., Jikei Univ. Sch. Med., *Institute Quantitative Biosci., The
Univ.Tokyo, 3Dept. Pharmacol., Juntendo Univ. Sch. Med., *Dept. Pharmacol., Sch. Med., Showa Univ,
SDept. Physiol., Univ. California San Francisco, ®Dept. Cell. Mol. Pharmacol., Nihon Univ. Sch. Med.)
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RESPFIZECTESRARICE T2 77 F U HlREROEEDEIL

The change of the direction of F-actin caused by the filament disassembly around focal
adhesions

Kiyoshi Tohyama', Sawako Yamashiro?, Naoki Watanabe'-? (! Department of Pharmacology, Kyoto
University Faculty of Medicine, *Laboratory of Single-Molecule Cell Biology, Kyoto University Graduate
School of Biostudies)

I INEFRABEORTICBET DM F— 24 754 = OERERER

Functional analysis of minor-type axonemal dyneins located to the basal region of
Chlamydomonas flagella

Tomohiro Komatsu, Yusuke Kondoh, Toshiki Yagi (Dept. Life Sci., Pref. Univ. Hiroshima)

HESAL V- EERBERRTRA MBI NIDT 57 ES)

Brownian motions of axonal proteins captured by a confocal laser scanning microscopy
Kazunari Mouri', Yasushi Okada'-? (\RIKEN, BDR, *Univ. Tokyo, Grad. Sch. Sci., Dept. Phys.)
ERAAEBICLDINAEREGF L2 /NVHEFIG EBETF S > /N7 E PomA BHEEEAOKRE
Interaction between the flagellar rotor protein FliG and the stator protein PomA in cells detected
by in vivo photo-crosslink

Seiji Kojima, Hiroyuki Terashima, Michio Homma (Div. Biol. Sci., Grad. Sch. Sci., Nagoya University)
T MOEET B X ML AT 7 A NEHRORRI O &SMA OMRAEOE) X

Movement of inner nucleus and outer cell membrane of a rotating stress fiber-wheel in a
migrating keratocyte

Chika Okimura, Yoshiaki Iwadate (Fac. Sci., Yamaguchi Univ.)

NI TUTNAEZ N BEREBOT — MEE

Gating mechanism of the bacterial flagellar protein export apparatus

Miki Kinoshita!, Keiichi Namba'->3, Tohru Minamino' (Grad. Sch. Frontier Biosci, Osaka Univ.,
2RIKEN, Spring-8, >RIKEN, BDR)

ZEON—2OBEXIZE T 2 NATEEES & HMAFAR OB E

Relationship between the flagellar rotation and cell shape in a swimming spirochete

Toshiki Kuribayashi, Shuichi Nakamura (Grad. Sch. Eng., Tohoku Univ.)

EDONAERBHIEEAF FIhF (2 MS U > JHEBRET FIiF OBEEZRET 3

The polar localization of FliF, composing MS-ring, is promoted by FIhF in Vibrio alginolyticus
Yuna Inoue, Seiji Kojima, Keiichi Hirano, Hiroyuki Terashima, Michio Homma (Division of Biological
Science, Graduate School of Science, Nagoya University)

BAHMREAMS R & BN FEINEAIC K 2BNMRADI V7 VY — LRV AH B OREER

Uptake mechanism of exosomes by target cells as revealed by super-resolution microscopy and
single-particle tracking

Koichiro M. Hirosawa', Taka A. Tsunoyama?, Yasunari Yokota?, Kenichi G. N. Suzuki'# (\G-CHAIN,
Gifu Univ., *OIST, *Information Science, Gifu University, *JST-CREST)
IPAPRFUTORREEEEOREICHEEIIZH 20 ?

Are there any correlations between the morphology and the activity of mitochondria?

Arima Okutani (Tokyo University of Agriculture and Technology)

BEANOEFEEBRERO I F3 2 KU 7 O5EEE

Mitochondrial polarization upon inhibition of electron transfer to oxygen

Hinako Tanaka', Emika Shida!, Ikuroh Ohsawa?, Yoshihiro Ohta' (!Grad. Sch. Biotech., TUAT,
2Bioregulatory function., TMGH)

Single-molecule imaging of PI3K in eukaryotic motile cell

Satomi Matsuoka'23, Seiya Fukushima', Masahiro Ueda'? (' Graduate School of Frontier Biosciences,
Osaka University, *Center for Biosystems Dynamics Research, RIKEN, *PRESTO, JST)
BEFGICEEL TELT 5. KEEELEEDREOESHER

Quantitative analysis of E. coli chemotaxis adaptation process that changes depending on
temperature conditions

Hiroto Tanaka, Yasuaki Kazuta, Hiroaki Kojima (4dv ICT Res Inst, NICT)
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R0 T D AR DERE (3 HAEE) % Ml U /-

Aggregation of AB at the cell periphery suppressed cell motility

Yusaku Chikai, Ryota Yamashita, Masahiro Kuragano, Kiyotaka Tokuraku (Grad. Sch. Eng., Muroran
Inst. Tech.)

Mechanisms of negative gravitaxis in free-swimming Chlamydomonas reinhardtii

Azusa Kage!, Toshihiro Omori? (!Dept. Mech. Eng., Toyohashi U. Tech., *Dept. Finemechanics, Tohoku
U)

FIIL U 7= MDCK #ifIC & (1 2 REH LOEB D Skt

Diversity in morphological and motile patterns of isolated MDCK epithelial cells

Shimon Shibagaki', Shota Mise!, Seiya Nishikawa!, Hiroko Nakamura?, Hiroshi Kimura?,

Atsuko Takamatsu! (!Dept. of Elec., Eng. & Biosci., Waseda Univ., Dept. of Mecha., Tokai Univ.)

4 4% - AIFE Biological & Artificial membrane: Structure & Property

ULEBE RV Z> 75—+t XKR (L& 2 BRHMAREOSHAEEETEE

Enhanced viscoelastic deformation of insect cell membrane by phospholipid scramblase XKR
Akifumi Shiomi', Kohjiro Nagao', Akihisa Yamamoto?, Ryo Suzuki?, Motomu Tanaka?, Masato Umeda!
('Grad. Sch. Eng., Kyoto Univ., *Inst. Adv. Stud., Kyoto Univ.)

EOMEFRE S8 (VRS HETIME L ZEENENOATIRE_—ERENOXE

Effect of membrane-targeted drugs on artificial lipid bilayer membranes evaluated by
picosecond time-resolved fluorescence spectroscopy

Natsumi Okada', Masayuki Iwamoto?, Haruna Hayashi', Akira Takakado', Shigetoshi Oiki?,

Koichi Iwata! (\Faculty of Science, Gakushuin University, >Faculty of Medical Sciences, University of
Fukui, *Biomedical Imaging Research Center, University of Fukui)

R NLT Y TEIERENCE D oAU v I ARTF N/ RT7 DIEE

De novo design for pore-forming peptides with a-helical structure

Masataka Usami, Keisuke Shimizu, Yusuke Sekiya, Ryuji Kawano (Tokyo University of Agriculture and
Technology)

BEEDRICH/ R7EBET S B 2 — bXTF N De novo ALIEEET

De novo design of nanopore-forming B-sheet peptide in bilayer lipid membrane

Keisuke Shimizu', Shungo Sakashita?, Yoshio Hamada?, Kenji Usui?, Batsaikhan Mijiddorj?,

Izuru Kawamura!, Ryuji Kawano! (! Department of Biotechnology and Life Science, Tokyo University of
Agriculture and Technology, *Faculty of Frontiers of Innovative Research in Science and Technology,
Konan University, *Department of Materials Science and Engineering, Yokohama National University)
Investigation of local anesthetic and membrane interactions using model cell membranes
Wanjae Choi', Hyunil Ryu', Seulmini Goh', Chaoge Zhou', Soonjo Kwon', Sun Min Kim?,

Tae-Joon Jeon! ('Department of Biological Engineering, Inha University, Incheon, *Department of
Mechanical Engineering, Inha University, Incheon)

RIRIARTF FOREBEICH T 2 RIFH B ER EFR

Systematic trends and features in the stable structure of cyclic dipeptides

Koki Yanagi'?, Hiroaki Nishizawa?, Ryunosuke Yoshino?, Ryuhei Harada?, Yasuteru Shigeta® (' Phys.,
Pure and Applied Sci., Grad. Sch. Univ. Tsukuba, >*CCS, Univ. Tsukuba)

Ca2+-dependent high-conductance channel activity of F-ATP synthase matches the
permeability transition pore

Andrea Urbani->»>, Valentina Giorgio?, Andrea Carrer?, Cinzia Franchin?, Giorgio Arrigoni?,

Chimari Jiko?, Kazuhiro Abe’, Janna F.M. Bogers*, Shintaro Maeda®, Kyoko Shinzawa’,

Christoph Gerle!, Ildiko Szabo?, Paolo Bernardi? (‘IPR, 2Univ. Padova, *Kyoto Univ., *TU Delft, Univ.
Hyogo, °Scripps, "Nagoya Univ.)
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1Pos178

1Pos179

1Pos180

1Pos181

1P0s182

1Pos183

1Pos184

1P0os185

P-SPICA: A coarse-grained force field for biological systems with a polar coarse-grained water
model

Yusuke Miyazaki, Susumu Okazaki, Wataru Shinoda (Grad. Sch. Eng., Nagoya Univ.)

FKEBHICK B U RY — LANDEFIZEREI DNA &%

Sequence selective DNA transport into liposome by photoirradiation

Shigetaka Nakamura, Nobuharu Uehara, Takashi Hasegawa, Kenzo Fujimoto (JAIST)

AR LIS B 2O BED R & MERYFIE

Induction and reversible control of phase separation on living cell membranes

Kenichi Kawano!, Yasufumi Takahashi?, Ryo Ohtani®, Masanao Kinoshita*, Shiroh Futaki! (Institute for
Chemical Research, Kyoto University, >WPI-NanoLSI, Kanazawa University, *Department of Chemistry,
Faculty of Science, Kyushu University, *Graduate School of Science, Kyushu University)
REREICETZIAIMY—T7 77 22 MEANOBRLFOEZE

Effect of sub-micron particles on a model lung surfactant monolayer at the air-water interface
Masahiro Hibino', Toshiki Kamata? (' Div. Sust. Enviro. Eng., Muroran Inst. Tech., *Dept. Appl. Sci.,
Muroran Inst. Tech.)

On the condensing effects of 7B-hydroxycholesterol, 25-hydroxycholesterol, and cholesterol on
DPPC bilayers

Hiroshi Takahashi, Tatsuya Hoshino (Biophys. Lab., Grad. Sch. Sci.&Tech., Gunma Univ.)
HAFGAEZAVEBE_ERICHS T3 1T I F1-U CBROEREEENRER

Dynamic behavior of ceramide-1-phosphate in lipid bilayers examined by fluorescence lifetime
measurement

Tomokazu Yasuda'?, J. Peter Slotte® (!Grad. Sch. Sci., Osaka Univ., *Research Foundation Itsuu
Laboratory, >Abo Akademi Univ.)

Molecular dynamics simulation of the mechanical properties of lipid membranes in the presence
of proteins

Diego Ugarte, Shoji Takada (Takada Lab., Dept. Biophysics, Div. Biology, Grad. Sch. of Sci., Kyoto Univ.)
EGFR REBMEEO U > B{bHs EGFR TM-IM ZEXBEICRIFTHE

The impact of phosphorylation in the EGFR JM region on the dimer structure of EGFR TM-JM
region

Daisuke Matsuoka', Yuji Sugita'->? ('\RIKEN Theoretical Molecular Science, >RIKEN R-CCS, *RIKEN
BDR)

The dipole potential probed by hydrophobic ions using the contact bubble bilayer method

Yuka Matsuki', Masayuki Iwamoto?, Mariko Yamatake?, Shigetoshi Oiki® (!Dept. Anesth & Reanmat.,
Univ. Fukui Facult. Med. Sci., ?Dept. Mol. Neurosci., Univ. Fukui Facult. Med. Sci., >Biomed. Imaging Res.
Center, Univ. Fukui)

EEMAEEEES A LR —ICKBIBEF /T 1 XA DERTRK

Spontaneous formation of lipid nanodisc by membrane active amphiphilic random copolymer
Kazuma Yasuhara, Mitsuyoshi Yuma, Jinyu Hao, Jin Arakida, Rapenne Gwenael, Jun-ichi Kikuchi (Div.
Mater. Sci., Nara Inst. Sci. Tech.)

B S S UBEREIEICK D U VEEEANY 7V OBESTE 2

Structural evaluation of phospholipid vesicles by dynamic and static light scattering techniques
2

Nobutake Tamai', Takeshi Nobuoka?, Ryo Takechi?, Masaki Goto!, Hitoshi Matsuki' ('Grad. Sch. Tech.
Indus. Soc. Sci., Tokushima Univ., *Dept. Biol. Tech. Sci., Col. Eng., Tokushima Univ.)
FEERAZEDHZICHEHRL 7257 MERFREBOYMEE ThHAREICRIFTHE

Physicochemical properties of raft-like ordered domains formed in outer leaflet and its influence
on the inner leaflet

Takuya Koga, Masanao Kinoshita, Nobuaki Matsumori (Grad. Sch. Sci., Kyushu Univ.)
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1Pos194*

ZROUVEZALATFO-I - URY—-LICEFZ 700X G O HREE AL XTO-IL
RE E DA

Correlation between the amount of trap of chlorzoxazone by various phospholipid/cholesterol
liposomes and their cholesterol concentrations

Shosei Kano, Hiroshi Takahashi (Biophys. Lab., Grad. Sch. Sci.&Tech., Gunma Univ.)
PIVURMIIWEART 7F2NAY 2 2 BBRICHR S W -IREIREEE N X 1 > OWIB{LFEHE
Physico-chemical properties of lipophilic complex-rich domains formed in
dimyistoylphosphatidylcholine (DMPC) bilayers

Hikaru Watanabe, Yoshinao Kinoshita, Ryo Ohtani, Nobuaki Matsumori (Grad. Sch. Sci., Kyushu Univ.)
EREBFRAEEE AV BN IEERIEBEORET

Low-flux election-diffraction discloses the local structure of lipid membrane

Shimpei Yamaguchi, Masanao Kinoshita, Nobuaki Matsumori (Grad. Sch. Sci., Kyushu Univ.)

1% % Chemoreception

SREFADPKEICLBLZADY S ETEFIVAY > M2 ZEEDY H 2 NERHE. B LEEME
Ligand recognition and activation mechanism in muscarinic acetylcholine receptor M2 (M2R)
study by ATR-FTIR spectroscopy

Kohei Suzuki', Kodai Katayama!, Ryoji Suno?, Hideki Kandori! (\Nagoya Institute of Technology, *Kansai
Medical University)

AL ZEEY ) EMZEE M7 OFlEE Y hT—7

The regulatory network controls expression of the taurine chemoreceptor MIp37 in Vibrio
cholerae

So-ichiro Nishiyama', Hirotaka Tajima?3, Shiori Onogi?, Hiroshi Urakami', Ikuro Kawagishi®3 (' Fac.
App. Life Sci., Niigata Univ. Pharm. App. Life Sci., *Dept. Frontier Biosci., Hosei Univ., *Res. Cen. Micro-
Nano Tech., Hosei Univ.)

KBE I O—NIVEERT PAhR (& 2 E LS REETTFREREH

Expression of the major chemoreceptor genes is regulated by a global transcription factor PdhR
in Escherichia coli

Ayano Inoue', Nana Ito', Yumeno Kawasaki!, Eri Shiokawa!, Hirotaka Tajima®?, Ikuro Kawagishi
('Grad. Sch.Sci.&Eng., Hosei Univ., 2Dept. Frontier Biosci., Hosei Univ., Res. Cen. Micro-Nano Tech.,
Hosei Univ.)

KEEMHRAERERICS T3 EESEERI X 2K

Chemoreceptor clustering of Escherichia coli in lateral regions of the cytoplasmic membrane
Nana Ito', Masatoshi Nishikawa?, Yoshiyuki Sowa'?3, Tkuro Kawagishi'->? (\Grad. Sch. Sci. & Eng.,
Hosei Univ., ?Dept. Frontier Biosci., Hosei Univ., *Res. Cen. Micro-Nano Tech., Hosei Univ.)
HMEOFIAMEL SR EMREREERELM 5> X7 1 — 4 —HEEREN

Probing interaction between a soluble receptor and a transmembrane transducer in bacterial
chemotaxis

Hisashi Kubota', Kana Murakami?, Hirotaka Tajima>?, Ikuro Kawagishi'->? (\Grad. Sch. Sci. & Eng.,
Hosei Univ., *Dept. Frontier Biosci., Hosei Univ., *Res. Cen. Micro-Nano Tech., Hosei Univ.)

1,23

##% - BE Neuroscience & Sensory systems

BERERREERE L IETEERICE TS 7 IO N BEE

Amyloid B Aggregation in Non-equilibrium Space Mimicking Cerebrospinal Fluidic Flow

Akane lida!, Kei Unoura?, Hideki Nabika? (' Graduate School of Sci. and Eng., Yamagata Univ., *Faculty
of Sci., Yamagata Univ.)
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1P0s202*

1P0s203*

REC Y FEAVWEAMPARIT IV S X U BSEGSFRECH T 2HBEREHEL
Neuronal electrical activity induced by optical trapping of AMPA-type glutamate receptors on
neurons

Tatsunori Kishimoto'?, Suguru Kudoh?, Takahisa Taguchi’, Chie Hosokawa'->* (!Grad. Sch. Sci., Univ.
Osaka City, >Grad. Sch. Sci. Tech., Univ. Kwansei Gakuin, 3NICT,CiNet, *PhotoBIO-OIL, AIST-Osaka
Univ.)

(1SEP-2) Single-cell trajectory analysis of human iPS cell-derived neurons carrying a rare
RELN deletion

Yuko Arioka'>3, Emiko Shishido'#, Norio Ozaki! (\Department of Psychiatry, Nagoya University
Graduate School of Medicine, *Nagoya University Hospital, *Institute for Advanced Research, Nagoya
University, *National Institute for Physiological Sciences)

IIXADTEHEBA D=L

Molecular mechanism of short-term memory formation in earthworms

Yoshiichiro Kitamura, Akira Sakane, Hikaru Tsumita (Department of Mathematical Sciences and Physics,
College of Science and Engineering, Kanto Gakuin University)

AR - ROTEERIE Neuronal circuit & Information processing

B FEOREEDBHENETY > J XA T 2HEHRRIEFORY NT— I 0675 T#H
A% 7 IAL—a>

Perception of time-dependent environmental change: A toy model with photo-coupled electronic
oscillators composing frustrated network

Hiroshi Ueno, Masatomo Matsushima (Dep. Med. Info., Grad. Sch. Life Med. Sci., Doshisha Univ.)
KRB EHROE—REIC & 3 EEIROBE

Construction of neural network with arrangement of single cerebral cortical neuron

Hayato Toriumi, Tomoyuki Kaneko (LaRC,FB,Hosei Univ)

BEARDTHF BT A 7T OHVBEESZHHTEEICL S RERRE®RIET S

Green tea-derived catechins enhance the long-term memory formation for an odor-aversive
conditioning in the land slug

Yoshimasa Komatsuzaki', Keisuke Matsui?, Kyouka Ishizuka', Kouki Tezuka!, Ken Lukowiak?,

Minoru Saito* ('CST, Nihon Univ., >Grad. Sch. of Sci. and Tech., Nihon Univ., 3Hotchkiss Brain Inst., Fac.
Med., Univ. Calgary, *Dept. Biosci., Coll. Hum. Sci., Nihon Univ.)

Sites for formation and storage of associative motor memory revealed by reversible expression
of metabotropic glutamate receptor 1

Yasushi Kishimoto', Harumi Nakao?, Kouichi Hashimoto?, Kazuo Kitamura*, Miwako Yamasaki®,
Kazuki Nakao?, Masahiko Watanabe®, Masanobu Kano®, Atsu Aiba?, Yutaka Kirino' ('Kagawa. Sch.
Pharm. Sci., Tokushima Bunri Univ., >Cent. Dis. Biol. Integr. Med., Univ. Tokyo, 3Sch. Med., Hiroshima
Univ., *Sch. Med., Univ. Yamanashi, >Sch. Med., Hokkaido Univ., °Sch. Med., Univ. Tokyo)

REME : RE - 2R Photobiology: Vision & Photoreception

Ft P — LOV2 F X 1 > DOXREHEHEDEER S Kt

Time-resolved study on structural fluctuations of transient intermediates of the light sensor
LOV2 domain

Shunrou Tokonami, Yusuke Nakasone, Masahide Terazima (Dep. Chem., Sch. Sci., Kyoto Univ.)
LOV R X A DEIEEMALT T ZIVEESY 75— € mPAC DRSS A FI 7 X

Photoreaction dynamics of LOV-domain-regulated photoactivated adenylate cyclase mPAC
Misato Ikoma, Yusuke Nakasone, Masahide Terazima (Grad. Sch. Sci., Univ. Kyoto)
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KoY —22 /N EPYP ETFRATF PBP ILL DBBERKENESE - BERISEA1FIVX
Excitation wavelength-dependent association and dissociation dynamics between light sensor
protein PYP and its downstream protein PBP

Suhyang Kim!, Yusuke Nakasone!, Akira Takakado?, Yoichi Yamazaki®, Hironari Kamikubo?,

Masahide Terazima' ('Grad. Sch. Sci., Univ. Kyoto, >Grad. Sch. Sci., Univ. Gakushuin, *Div. Mat. Sci.,
NAIST)

TG k% AV /= OCP & FRP OEESHEEEIEA S 13 7 ADKH

Detection of time-resolved interaction between OCP and FRP by using transient grating method
Takatoshi Ohata, Yusuke Nakasone, Masahide Terazima (Grad. Sch. Sci., Univ. Kyoto)

EfF NMR I2& % KR2 DL FF—ILEEERT v b & Na+iEE Y A FEDOKFERHERY NT—ID
SN

Structural analysis of hydrogen-bond networks between retinal binding pocket and Na+ binding
site on KR2 by solid-state NMR

Rina Kaneko', Arisu Shigeta?, Toshio Nagashima?, Toshio Yamazaki’, Keiichi Inoue*>, Hideki Kandori®,
Izuru Kawamura'? (\Grad. Sch. Eng. Sci., Yokohama National Univ., >Grad. Sch. Eng., Yokohama National
Univ., *RIKEN, *Univ. Tokyo, SNagoya Inst. Tech.)

SEC-SAXS ikIC & 3204 XFXFHRT « b7 OL B OBERFNR

Structural analysis of Arabidopsis phytochrome B by small-angle X-ray scattering coupled with
size-exclusion chromatography

Mao Oide'-2, Takaaki Hikima?, Tomotaka Oroguchi'-2, Takayuki Kato?, Yuki Yamaguchi'?,

Shizue Yoshihara*, Masaki Yamamoto?, Masayoshi Nakasako'2, Koji Okajima'? ('Grad. Sci. Tech., Keio
Univ., 2RIKEN SPring-8 center, >Grad. Sci. of Front. Biosci., Osaka Univ., *Dept. of Biol. Sci., Osaka Pref.
Univ.)

Structural basis of photo-stability of invertebrate rhodopsins

Midori Murakami (Dept Physics, Nagoya Univ)

OR7> > OBEEESERE M257Y DX D ZXLICET 53 FEA% 32— a>
Molecular dynamics simulation study on the mechanism of constitutively active mutant M257Y
of rhodopsin

Yuichiro Kanamori, Tadaomi Furuta, Minoru Sakurai (Tokyo Tech)

IRURFEETHSNAORNT Y O SEHTRICEL 2 EBMRMOBELL

Raman optical activity observes a clear structural change of active site caused by trimer
formation of halorhodopsin

Shogo Ogawa', Tomotsumi Fujisawa', Takashi Kikukawa?3, Masashi Unno' ('Grad. Sch. Sci. Eng., Saga
Univ., 2Fac. Adv. Life Sci., Hokkaido Univ., *GSS, GI-CoRE, Hokkaido Univ.)

I UREFEEICKBZABBRAME IO K TOHR

Near-IR Raman optical activity spectroscopy of inward proton pump rhodopsin

Ryosuke Kuroiwa', Tomotsumi Fujusawa?, Yuki Sudo®*, Megumi Kamimura?, Saki Inoue?,

Masashi Unno? ('Grad. Sch. Sci. Eng., Saga Univ., *Fac. Sci. Eng., Saga Univ., *Grad. Sch. of Med. Dent.
& Pharm. Sci., Okayama Univ., *Fac. of Pharm. Sci., Okayama Univ.)

Actinotalea fementans B3R #+ 0O K 7> > QM ErERT

Molecular properties of Heliorhodopsin from Actinotalea fementans

Rei Abe-Yoshizumi, Ai Muto, Hideki Kandori (Nagoya Inst. Tech.)

(6-4)KEERER DX RITBEIERICH T EFE RS MR

Time-resolved spectroscopic study on photoreaction of (6-4) photolyase

Daichi Yamada', Takashi Nomura', Yuna Nakajima?, Minoru Kubo! (Grad. Sch. Life Sci., >Dept. Life
Sci., Univ. Hyogo, Japan)

£Xhov) EFEEET S DNAKEEESIC L 2 S)ZENERE) DNA B8

Enhanced light-driven DNA repair by DNA photolyase bearing light-harvesting coumarin
chromophore

Yuma Terai', Ryuma Sato?, Risa Matsumura', Shigenori Iwai', Junpei Yamamoto' (‘Grad. Sch. Eng. Sci.,
Osaka Univ., >RIKEN BDR)
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Impact of a water molecule on photoreduction of (6-4) photolyase

Yuhei Hosokawa', Ryuma Sato?, Shigenori Iwai', Junpei Yamamoto' (‘Grad. Sch. Eng. Sci., Univ. Osaka,
2Riken)

Characterization of Antarctic inward proton pumping microbial rhodopsins (AntRs)

Andrew Harris!, Mizuho Tomita?, Luiz Schubert’, Michalis Lazaratos*, Ethan Watt', Anh Hoang',
Ana-Nicoleta Bondar®, Joachim Heberle?, Furutani Yuji?, Hideki Kandori2, Leonid Brown! (' University of
Guelph, Physics, 2Nagoya Institute of Technology, Life Science and Applied Chemistry, >Freie Universitat
Berlin, Experimental Physics, *Freie Universitat Berlin, Theoretical Physics)

Inversion of Proton Transport Direction in Thermophilic Rhodopsin by Neutralizing the
Secondary Counterion Asp229

Minori Kiyoshima!, Takashi Kikukawa?3, Tomoyasu Aizawa®?, Makoto Demura®3, Yuki Sudo?,

Takashi Tsukamoto®3 ('Grad. Sch. Life Sci. Hokkaido Univ., >Fac. Adv. Life Sci. Hokkaido Univ., 3GSS,
GI-CoRE, *Grad. Sch. Med. Dent. Pharm. Sci. Okayama Univ.)
YYARTYCOAREETO b ERERORHE

Characterization of the inward proton transport pathway in Schizorhodopsin

Masae Konno'?2, Keiichi Inoue', Rohit Ghai*, Oded Beja®, Hideki Kandori'? ('Life Sci. Appl. Chem.,
Grad. Sch. Eng., NIT,>OBTRC, NIT, 3ISSP, Univ. Tokyo, *Aquatic Microbial Ecology, Biology Centre CAS,
Inst. Hydrobiol., *Technion - Israel Inst. Tech.)

FEME : FARPhotobiology: Photosynthesis

HERSHEMBERREHERTHO 1 EEEDANRY MVSEMERTERICBE T IS I LA
* 2 OFE

A dual role for calcium in expanding the spectral diversity and stability of LH1-RC
photocomplexes of purple phototrophic bacteria

Michie Imanishi'!, Mizuki Takenouchi?, Shinichi Takaichi?, Shiori Nakagawa*, Yoshitaka Saga®,

Shinji Takenaka', Michael Madigan. T?, Jorg Overmann®, Zheng-Yu Wang-Otomo?, Yukihiro Kimura'
(‘Grad. Sch. Agricultural Sci., Kobe Univ., *Fac. of Sci., Ibaraki Univ., 3Fac. of Life Sci., Tokyo Univ. of
Agriculture, *Dep. of Chem., Kindai Univ., *Dep. of Microbiol.., Southern Illinois Univ., *Microbiol.,
Braunschweig Univ. of Tech.)

BAFEEHBEEEBRT 2 HERT > T HEEROKEH

Elucidation of supramolecular components in photosynthetic antenna

Tetsuko Nakaniwa', Ryuichi Kano?, Naoko Norioka!, Soichiro Seki?, Ritsuko Fujii>?, Genji Kurisu'
(‘IPR, Osaka Univ., *Grad. Sch. Sci., Osaka City Univ., > OCARINA, Osaka City Univ.)

Molecular mechanism of pH-dependent electron-flow regulation in photosystem Il

Yuichiro Shimada!, Seiryu Nakajima', Ryo Nagao'-2, Takumi Noguchi' (\Grad. Sch. Sci., Nagoya Univ.,
2RIIS, Okayama Univ.)

BEORBET > TF 5> /N7E SCP DEHEK

In-vitro reconstitution of light-harvesting complexes of a siphonous green alga, Codium fragile
Yuki Isaji', Nami Yamano'-2, Masahiko ITha’, Tetsuko Nakaniwa®, Rei Toda’, Naoko Norioka?,

Genji Kurisu*®, Ritsuko Fujii'? (\Grad. Sch. Sci., Osaka City Univ, 20CARINA, Osaka City Univ.,
3SouthProduct Co. Ltd., *IPR, Osaka Univ., >Grad. Sch. Sci., Osaka Univ.)

LH2 &2 > /37 B D B8O FBAIABHER L2V OO 7 1 VEFEBHED AT MUVEMERICHT 5T
FoEO-LIRBEDHE

Structural effects of chlorophyll pigments on their spectral properties induced by reconstitution
into the B800 site in LH2 protein

Yoshitaka Saga, Madoka Yamashita, Kanji Miyagi (Faculty of Science and Engineering, Kindai
University)
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Ao ZAEMKAICH T DF 731 FEOEREK & S ERIERERRT

Reconstitution and functional analysis of thylakoid membrane on a glass substrate

Takuro Yoneda!, Yasushi Tanimoto!, Daisuke Takagi?, Kenichi Morigaki'?* (!Grad. Sch. Agr., Univ.
Kobe, *Grad. Sch. Agr., Univ. Tohoku, *Biosignal., Univ. Kobe)

KALZREEHREBILTZ7 1 0 2 AVEKERE

Hydrogen production using photosystem and graphene oxide

Shunsuke Sone!, Mriko Miyachi?, Shota Tanaka!, Hisataka Ohta', Yoshinori Yamanoi?, Akihide Iwase!,
Akihiko Kudo', Hiroshi Nishihara?, Tatsuya Tomo' (' Tokyo University of science, *The University of
Tokyo)

FEINRRFOHIOT/ 1 FERICH T 2EBHFRAFHGOTE

The effect of different light regimes for carotenoid accumulation of a macro green algae,
Codium fragile, in filamentous form

Soichiro Seki (Osaka city university , department of Chemistry, Research institute for natural science and
technology)

Time-resolved infrared analysis of proton release pathways in photosynthetic water oxidation
using a D1-N298A mutant and NO; substitution

Yasutada Okamoto', Yuichiro Shimada!, Ryo Nagao!*?, Takumi Noguchi! ('Grad. Sch. Sci., Nagoya
Univ., ?RIIS, Okayama Univ.)

QM/MM analysis of the protonation structure of the S, state in the water-oxidizing Mn,CaO,
cluster

Masao Yamamoto, Shin Nakamura, Takumi Noguchi (Grad. Sch. Sci., Nagoya Univ.)

Infrared microspectroscopic study on water oxidation in a single photosystem Il microcrystal
Yuki Kato', Satoshi Haniu', Yoshiki Nakajima?, Fusamichi Akita®3, Jian-Ren Shen?, Takumi Noguchi'
('Grad. Sch. Sci, Nagoya Univ., *Res. Inst. Interdiscip. Sci., Okayama Univ., *JST-PRESTO)

HALZER | OREM S 2 NI B ICK 3KAHE Mn,Ca0; 7 T X4 —D S, IBERMFFEOHI S
Equilibrium of the S,-state isomers of the water-oxidizing Mn,CaOj; cluster in photosystem Il
regulated by extrinsic proteins

Shota Taguchi', Liangliang Shen?, Guangye Han?, Jian-Ren Shen?, Takumi Noguchi!, Hiroyuki Mino'
('Grad. Sch. Sci., Nagoya Univ., >Key Lab. Photobiol., Inst. Botany, Chinese Acad. Sci., China, *Res. Inst.
Interdiscip. Sci., Okayama Univ.)

Dynamics of photosystem Il protein complexes as observed by high speed atomic force
microscopy

Takaya Tokano', Yuki Kato!, Shogo Sugiyama?, Takumi Noguchi', Takayuki Uchihashi'-?
('Grad.Sch.Sci.,Nagoya Univ., *Grad.Sch.Phys.,Kanazawa Univ, 3EXCELLS)

BREAONT Y (Rh—PDE) OIEMHRE pH 2R

Asymmetric pH effect on the enzyme rhodopsin, Rh-PDE

Masahiro Sugiura', Kazuho Yoshida', Masahiro Hibi?, Satoshi Tsunoda'-2, Hideki Kandori' (\Nagoya
Institute of Technology, >2JST PRESTO, *Graduate School of Science, Nagoya University)

KFMHRIDZIP €L 21—V THB 7+ MY v/N—IZHT B GIn317 DEE

The role of GIn317 in a light-activatable bZIP module, Photozipper

Itsuki Kobayashi, Osamu Hisatomi (Grad. Sch. Sci., Univ. Osaka)

F7ORRITEARNT D CICLDTET T I FEF XD FERALZHVEIINPQ)D A BRI HIHH
Optical control of non-photochemical quenching (NPQ) in the alga Chlamydomonas reinhardtii
by light-driven proton pump rhodopsins

Yurie Nagase', Keiichi Kojima!, Saki Inoue!, Hiroshi Kuroda?, Ryutaro Tokutsu?, Shinji Masuda®,

Jun Minagawa?, Yuichiro Takahashi?, Yuki Sudo! ('Grad. Sch. of Med. Dent. & Pharm. Sci. Okayama
Univ., 2RIIS., Okayama Univ., *Div. of Environ. Photobiol., NIBB, *Cent. Biolog. Resources & Informatics,
Tokyo Inst. Technol.)

Theoretical study on molecular mechanics of natural anion channelrhodopsin GtACR1
Takafumi Shikakura, Cheng Cheng, Shigehiko Hayashi (Kyoto Univ.)
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£ DIIE - ¥k Origin of life & Evolution

BOHETS—Y 1 PREBERICH DS EREE

Multi-component systems of camouflage and mimicry in butterfly wing patterns

Takao Suzuki (NARO)

EXtXREEOBEGREAHRL

Regeneration of Escherichia coli giant protoplasts

Kazuhito Tabata, Takao Sogo, Yoshiki Moriizumi, Hiroyuki Noji (Department of Applied Chemistry, The
University of Tokyo)

7/ LEYEF  Genome biology

KEE%E AW ERBRERERICS T35 /N7 EORFIELEE DFK

Constraint of protein evolution speed in de novo experimental evolution of E. coli

Saburo Tsuru!, Atsushi Shibai?, Chikara Furusawa? ('Sch. of Sci, The Univ. of Tokyo, *RIKEN BDR)
(1SEA-5) Molecular Dynamics of Nucleosome Assembly

Giovanni Brandani, Shoji Takada, Cheng Tan (Dept Biophysics, Div Biology, Grad School Science, Kyoto
University)

4158 FI¥  Bioinformatics

£2JFF Motion Tree (& 2 RISHEBI DI & N X 1 2 EB) & DEE)

Full-atom Motion Tree detects side-chain motions and their coupling with domain motions
Ryotaro Koike, Motonori Ota (Grad. Sch. Info., Nagoya Univ.)

RIVF A/ ZANVEERVEEBERK N X 1 A OEEER OB

Analysis of the protein-protein interaction between regions external to globular domains with
multi-canonical molecular method

Takuya Shimato!, Takuya Takahashi?, Kota Kasahara?, Junichi Higo® (Grad. Sch. Life Sci., Ritsumeikan
Univ., 2Coll. Life Sci., Ritsumeikan Univ., >Grad. Sch. Sim. Studies, Univ. Hyogo)

W55 Ny EEMEMERAFAIS X7 L MEGADOCK D1t - RAR1E

Acceleration and virtualization of parallel protein-protein interaction prediction system
MEGADOCK

Masahito Ohue!, Hiroki Watanabe!*?, Kento Aoyama'-?, Yutaka Akiyama' (\Sch Computing, Tokyo Tech,
2RWBC-OIL, AIST)

EAHEITH T B Non-local il % 35 7- 4 WSEIR ICBE T 2 SR

Segments without non-local contacts in protein structures

Kota Kasahara', Shintaro Minami?, Yasunori Aizawa’, Ryohei Kondo*, Takuya Shimato®,

Takuya Takahashi' ('Coll. Life. Sci., Ristumeikan Univ., >)EXCELLS, NINS, 3Sch. Life Sci., Tech.,
TokyoTech, *Grad. Sch. Life Sci., Ritsumeikan Univ.)

Direct coupling analysis of amino-acid sequences based on the Hopfield-Potts model

Kai Shimagaki, Martin Weigt (Sorbonne Universite, Paris-1V)

IS Mathematical biology

HHERRI TR D CA 2 1 T
Attempts at CA-type formal analysis of fibrous assembly of particles
Takashi Konno (Biomath.Med. Univ. Fukui)
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IED 1271y 7 BREZEISHEROFALCICRIZFTHZEDS > NR5—TERICK 28T
Landscape analyses of epigenetic state change in cancerization

Yutaro Kameyama, Masaki Sasai (Dept. Appl. Phys., Grad. Sch. Eng., Univ. Nagoya)

HMLBRIE CHE S h 2 MR EE IGF > TV EREMET 3

Synchronization of IGF signal by cell competition during myogenesis

Fumihiko Hakuno, Masato Masuda, Ryosuke Okino, Shin-Ichiro Takahashi (Dep. App. Ani. Sci., Grad.
Sch. Agri. Life. Sci., The Univ. of Tokyo.)

EJAAVERGFICE T IEEER Y b7 -7 OFIZA

Direct observation of branching rules in transportation network of Physarum plasmodium
Masahiro Shibata, Atsuko Takamatsu (Dept. of Elec., Eng. & Biosci., Waseda Univ.)

T FIVEEFTFOMBEE Y 5 X 5 — BB O BB R

Mathematical study on cluster formation of signaling proteins on the cell membrane

Hiroaki Takagi (Dep. Phys., Sch. Med., Nara Med. Univ.)

RBED graded Za—AVIEEDESICL THEENE 2IRER( v FLI41F IV REEKT D
h?

How do graded neurons generate stochastic binary switching dynamics in C. elegans?
Yuishi Iwasaki (Fac. Eng., Ibaraki Univ.)

JEF1 - &4 X L Nonequilibrium state & Biological rhythm

Effects of in vivo rhythm-damping mutations to KaiA on circadian rhythm in vitro

Masahiro Wakayama', Risa Imada!, Yuki Nakamoto!, Rie Kumagai', Keisuke Serizawa?,

Masahiro Ishiura®, Kousuke Maki! ('Grad. Sch. Sci., Nagoya Univ., Sch. Sci., Nagoya Univ., >Nagoya
Univ.)

Exploring a simply phosphorylation cycle by using phosphorylation site variants of clock protein
KaiC

Rie Kumagai', Risa Imada!, Shun Terauchi!, Yuki Nakamoto!, Masahiro Ishiura?, Kosuke Maki' ('Grad.
Sci, Nagoya Univ, 2Nagoya Univ)

(1SHA-4) BEATCRL &3 7/ N7 FUT7OBHERLR

(1SHA-4) Pressure accelerates the circadian clock of cyanobacteria

Ryo Kitahara', Katsuaki Oyama?, Takahiro Kawamura?, Keita Mitsuhashi2, Soichiro Kitazawa!,
Kazuhiro Yasunaga', Natsuno Sagara!, Megumi Fujimoto?, Kazuki Terauchi® ('Pharm. Sci., Ritsumeikan
Univ., 2Life Sci., Ritsumeikan Univ.)

DEHMER Y FT—7IC8 T 3RAGEY 5 ORIV

Geometrical understanding of the local fluctuation in propagation of excitation conduction in
cardiomyocyte network

Shota Aoki', Kazufumi Sakamoto!, Yoshitsune Hondo?, Akihiro Hattori®, Masao Odaka’, Kenji Yasuda!?3
('Dept. Pure & Appl. Phys., Grad. Sch. Adv. Sci. & Eng., Waseda Univ., *Dept. Pure & Appl. Phys., Sch.
Adv. Sci. & Eng., Waseda Univ., *Org. Univ. Res. Initiatives, Waseda Univ.)

Observation of direction-dependent asymmetrical propagation velocities in excitation conduction
in a same cardiomyocyte networks on a chip

Kazufumi Sakamoto!, Shota Aoki', Yoshitsune Hondo?, Masao Odaka3, Akihiro Hattori?,

Kenji Yasuda'?3 (!Dept. Pure & Appl. Phys., Grad. Sch. Adv. Sci. & Eng., Waseda Univ., ?Dept. Pure &
Appl. Phys., Sch. Adv. Sci. & Eng., Waseda Univ., 30Org. Univ. Res. Initiatives, Waseda Univ.)
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KFETENT 7 A2V AL ERAFIRATRTHEEBE SN 2L HDOEHOTFIVERIEERF L
PFEE

Gel electrochemical element and molecular film for sensor enhanced by hydrogenated
amorphous silicon and ultra violet light conversion

Koki Shimanaka', Shota Murakami', Kairi Shimazaki', Kishiro Seino!, Hikaru Hatakeyama',

Shu Mugita', Hiroshi Masumoto?, Takashi Goto?, Yutaka Tsujiuchi' (\Mat Sci Akita Univ, 2FRIS Tohoku
Univ, 3IMR Tohoku Univ)

On-chip differential analysis of sequential phagocytosis on identical position of single
macrophages

Yuya Furumoto', Toshiki Azuma!, Amane Yoshida', Takahiro Kitahara?, Tomoyasu Sakaguchi?,

Masao Odaka?, Akihiro Hattori®, Kenji Yasuda'2? (\Dept. Pure & Appl. Phys., Grad. Sch. Adv. Sci. &
Eng., Waseda Univ., *Dept. Pure & Appl. Phys., Sch. Adv. Sci. & Eng., Waseda Univ., *Org. Univ. Res.
Initiatives, Waseda Univ.)

KFETENT 7RI VAVICEBLEEBEENVFUFONT Y D EEEOBEELHE
Observation of structural change of lipid film and lipid and bacteriorhodopsin film laminated on
hydrogenated amorphous silicon film

Hikaru Hatakeyama', Hiroshi Masumoto?, Takashi Goto?, Yutaka Tsujiuchi! ('MatSci AkitaUNIV, >FRIS
TohokuUNIV, 3IMR TohokuUNIV)

BEEEL—V—~(7081 203 AT LORE

Development of a high-speed scanning laser microdissection system

Masahito Hasegawa'?, Yasushi Kudo?, Minako Hirano', Hiroaki Yokota' (!Grad.Sch.Creation Photon
Indust., *Disc Tech)

K-EFHBAERMEEE (CLEM) (X 2F—HMEEICH T 485 - (B & htHBEDF
Evaluation of correlation and alignment accuracy toward the same sample observation by
CLEM

Yuki Gomibuchi', Risa Ezoe?, Hiroko Takazaki', Takuo Yasunaga' ('Dept. of Phys. Info. Tech., Kyushu
Inst. Tech.,*Dept. of Biosci. Bioinfo., Kyushu Inst. Tech)

BEFBEHEREICOETR —Volvox 1 BIEOHEENE (B 85—

A trick to atomic force microscopy enabling direct measurement of forces generated by
swimming Volvox spheroids

Noriyo Mitome'-2, Kosaku Horinaga?, Kazumo Wakabayashi2, Hikaru Emoto?, Airi Shintome?,

Kazutaka Fujita’, Noriko Ueki*, Ken-ichi Wakabayashi®, Katsuya Shimabukuro? (NIT, Chem. Biochem.,
Numazu Col., >NIT, Chem. Bio. Eng., Ube Col., >NIT, NIT, Mech., Ube Col., *Sci. Res. Cent., Hosei Univ.,
SCLS, Tokyo Tech)

N A4 *—2 > % /Bioimaging

Intron seqFISH enables transcriptome-wide visualization of genome organization and nascent
transcription in single cells

Yodai Takei', Sheel Shah?, Wen Zhou!, Eric Lubeck?, Jina Yun!, Chee-Huat Linus Eng!,

Noushin Koulena!, Christopher Cronin!, Christoph Karp!, Eric Liaw?, Mina Amin®*, Long Cai' (!California
Institute of Technology, *University of California, Los Angeles, 3Stanford University, *University of
California, Riverside)
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(3SEA-2) SR> A A=Y T AV HBROKDFREE SNV T ) —MHlaREEREAND
Y]

(3SEA-2) Raman imaging of water in a cell and its application to label-free evaluation of
intracellular temperature

Toshiki Sugimura, Shinji Kajimoto, Takakazu Nakabayashi (Grad. Sch. Pham. Sci., Tohoku. Univ)
Elastin # R UNXTF RICEIK A FREE ¥ —

Molecular Thermometer Based on Elastin-Like Polypeptide

Cong Vu, Tetsuichi Wazawa, Takeharu Nagai (ISIR, Osaka Univ.)

FRIAFTO-TICKD TV F MM OFRIE & RIRIE

Visualization and manipulation of actin cytoskeleton by using novel small molecular probes
Takeru Takagi', Tasuku Ueno!, Yusuke Nomura', Daisuke Asanuma?, Yasuteru Urano'->? ('Grad. Sch.
Pharm. Sci., The Univ. Tokyo, *Grad. Sch. Med., The Univ. Tokyo, 3AMED, CREST)

(1SCP-6) IV 2 I L ESB K& N L 1@ O RIERE Ca>> T F I

(1SCP-6) Long-distance Ca?* transmission via glutamate receptor channels in plants
Masatsugu Toyota'? (' Dept Biochem and Mol Biol, Saitama Univ, *University of Wisconsin-Madison)
(1SDP-4) Visualization and quantification of biological samples by high-speed atomic force
microscope

Hiroki Watanabe'-2, Koichi Kato'-23, Takayuki Uchihashi* (\NINS, ExCELLS, 2NINS, IMS, *Grad. Sch.
Pharm. Sci., Nagoya City Univ., *Dept. Phys., Nagoya Univ.)

(1SGA-8) HIFINENRE % & T &IV L NIV THIE$ %BF & NanoHeating $1ff

(1SGA-8) A Thermodynamic Tool for Mechanobiology Research: Mild Nanoheating Technology
to Alter Subcellular Dynamics

Satoshi Arai', Nandus Ferdi? ('Res. Inst. Sci. Eng., Waseda Univ., >2WABIOS)

I A FEFHEBRICIVRASHPICE -/ OV MV AOENBEZEL

Dynamic Structural Change of Norovirus Revealed by Cryo-electron Microscopy

Chihong Song', Reiko Todaka?, Masaru Yokoyama?, Naoyuki Miyazaki*?, Kenji Iwasaki*,

Kazuhiko Katayama?, Kazuyoshi Murata! ('NIPS, *Kitasato Univ., 3NIID, *IPR, Osaka Univ., *Univ.
Tsukuba)

EEREREUILES Y —DORH

Development of bioluminescent unconjugated bilirubin indicator

Yukino Ito!, Yoshiyuki Arai?, Mitsuru Hattori2, Takeharu Nagai? (' Graduate School of Frontier
Biosciences, Osaka University, The Institute of Scientific and Industrial Research, Osaka University)
ESREFENEHRSE 1 SFERRT -2 EAVERF IV EEICLB U HA—DNAREX VLA
v — LOBNEIBERRT

Dynamic structure analysis of nucleosome with linker DNAs by particle filter method using
single molecule measurement data by HS-AFM

Sotaro Fuchigami'?, Toru Niina!, Shoji Takada'? ('Grad. Sch. of Science, Kyoto Univ., >CREST, JST)
EZHEXIOCES £ —DBH

Development of chemiluminescent thrombin sensor toward whole body imaging of living mice
Nae Sugiura', Mitsuru Hattori?, Tomoki Matsuda?, Takeharu Nagai® (' Graduate School of Frontier
Biosciences, Osaka univ., *Institute of Scientific and Industrial Research, Osaka univ.)

ESPT BN A #F + 24 — D3%Et

Design of fluorescent biosensors based on Excited State Proton Transfer (ESPT) in the
chromophore of a fluorescent protein

Kazunori Sugiura'?, Toru Hisabori?, Shoko Mihara?, Takeharu Nagai' (\ISIR, Univ. Osaka, *CLS, Tokyo
Tech)

4 R EBREFIRME  BRE Y IalL—-2ar

4-Dimensional Transmission Electron Microscopy: Theory and Simulation

Kuniaki Nagayama (N-EM Labos LLC)
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RIBEOREZLICHT 2 HRISE DD FHE

The molecular mechanism of cell response to environmental temperature change

Hiroki Shibata', Kohki Okabe!?2, Takashi Funatsu' (\Grad. Sch. of Pharm. Sci., The Univ of Tokyo,
2PRESTO, JST)

MATFEIREICH 2B/ MERERICH T 2RUMEBER 2 2 /N B D 1 B FEVEE & BRI F RN
Single-molecule dynamics and localization of nucleolar proteins in phase-separated
compartments of nucleolus

Supanut Sirisukhodom', Daiki Matsumoto!, Yuma Ito!, Noriko Saitoh?, Kumiko Sakata-Sogawa’,

Makio Tokunaga! ('Sch. Life Sci. Tech., Tokyo Tech, *Dept. of Cancer Biol., The Cancer Inst. JECR.,
3Grad. Sch. Agr. Sci., Tohoku Univ.)

Development of designable RNA-binding proteins for visualization and manipulation of authentic
RNAs in living cells

Akira Takai', Yasushi Okada'? ('BDR, RIKEN, *Univ. of Tokyo, Grad. Sch. of Sci., Dept. of Phys.)
HABEICEDIATAIAYF 22N E HP1a D 1 3 FBBRA X —TJ L TILL DD FRE
EEEE

Dynamics and localization of Heterochromatin protein 1a involved in phase separation using
single-molecule and super-resolution imaging

Takahiro Maeda', Yuma Ito', Shin-Ya Isobe?, Chikashi Obuse?, Makio Tokunaga' (Sch. Life Sci. Tech.,
Tokyo Tech, *Biosci. Grad Sch Sci., Osaka Univ)

Imaging transcriptional dynamics of the endogenous gene with a bright fluorogenic RNA
Tetsuro Ariyoshi', Yasushi Okada'-? ('RIKEN BDR, Cell Polarity Regulation, >Dept. Phys., Grad. Sch.
Sci., UTokyo)

27087 b= RIS DAMPs BIHO LCI-S 12 & 3 FTHR1E

Live Cell Imaging for Secretion Activity (LCI-S) of DAMPs Release Accompanying with
Necroptosis

Yoshitaka Shirasaki'-2, Mai Yamagishi', Sotaro Uemura' (!Dept. of Biological Sciences, Grad School of
Science, The Univ. of Tokyo, 2JST PRESTO)

N AT > =7V > % /Bioengineering

B—AFREEEAICEDCKRA LD DNANS TY F 4 E—2 3 > ORISEERFNT

Kinetic investigation of DNA hybridization on surface using single-molecule conductance
measurement

Takanori Harashima, Yuki Jono, Tomoaki Nishino (Sch. Sci., TokyoTech.)

H - FEEWMOBE (IC & 2 EFNMIITEHF RO EERHR

Quantitative analysis of collective cell migration by integration of controlled in vitro experiment
and information processing

Asuka Yamaguchi', Masakazu Akiyama?, Tkuhiko Nakase®, Masaya Hagiwara* (Sch. Sci., Osaka Pref.
Univ., 2MIMS, Meiji Univ., 3Grad. Sch. Sci., Osaka Pref. Univ., *“RIKEN, CPR)

SREEE OE S OEEER OBREEZNES ORI

Synchronization of electrophysiological signal between dispersed cardiomyocytes and cardiac
tissue piece

Toru Nakamura, Chiho Nihei, Tomoyuki Kaneko (Laboratory for Reconstructive Cell biology,
Department of Frontier Bioscience, Hosei University, Grad. School of Science and Engineering)

DNA 7/ 7\ 1 2 & HIf1§ % DNA X EIEE DIREE

Characterization of DNA Generation Circuits for Controlling DNA Nanodevices

Ken Komiya, Teruya Enomoto, Masayuki Yamamura (Sch. Comp., Tokyo Tech.)

Photo-control of Ras nucleotide exchange reaction using the inhibitor peptides modified with
spiropyran derivative

Kenichi Taii!, Nobuyuki Nishibe!, Kei Sadakane?, Shinsaku Maruta'-? (\Dept. of Bioinfo., Grad. Sch. of
Eng., Soka Univ., *Dept. of Sus. Inno., Fac. of Sci. and Eng., Soka Univ.)
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HERRER - #EREEHT Crystal growth & Crystallization technique

PRI VFLEE-v T 3224 MEBERT/ MTFOER

Synthesis of single crystal magnetite nanoparticles in apoferritin cavity

Tomoko Kanamaru, Daisuke Katayama, Naoki Takasihima, Takeshi Narusima, Hideyuki Yoshimura (Dpt.
Phys., Meiji University)

Z DOt~ Miscellaneous topics

(1SCA-B) XD S T RIFX—Z B L ANV EEKE T 2 AT LA MEDEE

(1SCA-5) Artificial photosynthetic cell producing energy for protein synthesis

Samuel Berhanu?, Takuya Ueda’, Yutetsu Kuruma' ('\JAMSTEC, 2ELSI, Titech, >*Grad. Sch. of Front. Sci.,
Univ. of Tokyo)

ATLfa-EMRaNT Ty KINAF 2 2T LDORIK

Synthesis of artificial/living cell hybrid biosystems

Masamune Morita, Kaoru Katoh, Naohiro Noda (Biomed. Res. Inst. (BMRI), AIST)
Mycolicibacterium smegmatis DX k57 b — LT

Structome analysis of Mycolicibacterium smegmatis

Hiroyuki Yamada', Masashi Yamaguchi? ('Res. Inst. Tuberculosis., JATA., *Mycol. Res. Cent., Chiba)
Identification of lipid interactions in the transmembrane regions of human Na+, K+-ATPase
Dhani Ram Mahato, Magnus Andersson (Dept. Che., Ume Univ.)

2HHB (9B 258 (X)) Day2 (Sep.25Wed.)
4F K¥ - K74 I /4F TENZUI - Foyer

EHYE : #& Protein: Structure

Mycoplasma mobile D E— 4 —& 18K T % ¥ > /¥ E MMOB1620 DiEi&ERFT

Structural analysis of MMOB1620 which composes Mycoplasma mobile’s motor

Hiroki Sato!, Aya Kodama?, Hisashi Kudo?, Koji Ooka®*, Syunji Suetaka’, Yuuki Hayashi?,

Munehito Arai*#, Makoto Miyata'? (' Graduate School of Science, Osaka City University, *Faculty of
Science, Osaka City University, *Dept. Life Sci., Univ. Tokyo, *Dept. Phys., Univ. Tokyo)
REBRSOCKFFEHEEFOTOXATRIRUVEIES 2> /N7 H ATRP1 O DNA &R
X9 B8R

Structural studies for DNA binding domain of telomere repeat binding protein, AtTRP-1 with
different size of C-terminal region

Shunta Kejima', Hayato Morita? ('Grad. Sch. Sci., Josai.Univ, *Fac.Sci., Josai.Univ)

PaCS-MD IC& BRI B-2 NI EEAHOBE I 2L —Y 3>

Protein-protein complexes dissociation simulated by Parallel Cascade Selection Molecular
Dynamics

Yoshiki Miyazawa', Duy Phuoc Tran?, Kazuhiro Takemura?, Akio Kitao? ('Grad. Sch. LST., Tokyo Tech,
2Sch. LST., Tokyo Tech)

Deep-Autoencoder ICEDWAREQS —EFU IV T b 2 7O

Development of Deep-Autoencoder based Homology Modeling software

Masaya Furue, Mitsutaka Nemoto, Lisa Matsukura, Naoyuki Miyashita (BOST KINDAI Univ.)
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Caged-GTP & AW\ /= ABIGZFEH Ras M SACLA, SPring-8, NMR (Z & % GTP Ik #EED
BEZ{EDfERA

Structural changes on GTP hydrolysis of oncogene product Ras revealed by SACLA, SPring-8
and NMR using photo-controllable caged-GTP

Yoshiteru Makino', Takashi Kawamura?, Shigeyuki Matsumoto', Eriko Nango?, So Iwata?,

Takashi Kumasaka?, Fumi Shima* (!Grad. Sch. Med., Kobe. Univ., 2Protein Cryst. Anal. Div., JASRI.,
3Grad. Sch. Med., Kyoto Univ., *Grad. Sch. Sci. Tec. Innov., Kobe Univ.)

775 REYO B RAFME M & HIET 5 42 /V7 E SRK/SP11 A 14D Rosetta & accelerated
MD ZFWRBEET YT

Computational modeling of SRK/SP11 protein complexes using Rosetta and accelerated MD
simulations

Yoshitaka Moriwaki!, Tohru Terada'2, Koji Murase', Kentaro Shimizu! ('Grad. Sch. Agr. Life Sci., Univ.
Tokyo, 2111, Univ. Tokyo)

LS I 2L -2 32k B CDK4 OBEZE(LICEET MR

Conformational transition of CDK4 by using coarse-grained simulations

Kazutomo Kawaguchi, Hidemi Nagao (Inst. Sci. Eng., Kanazawa Univ.)

Single particle analysis of silkworm lipid transfer protein complex, lipophorin

Shunsuke Kita', Kazuhiro Mio?, Mika Hirose?, Kenji Iwasaki?, Naruhiko Adachi’, Toshio Moriya?,
Masato Kawasaki®, Katsumi Maenaka' ('Fac. of Pharm. Sci., Hokkaido Univ., *Operand OIL, AIST, *IPR,
Osaka Univ., *TARA, Univ. of Tsukuba, >SBRC, KEK)

HIV-2 ¥8 42 2 /N7 B OEERRERRT

Structure and functional analysis of human immunodeficiency virus type-2 (HIV-2) envelope
glycoprotein

Yuki Anraku!, Shunsuke Kita?, Hideo Hukuhara?, Simon Davis>, Atsushi Hurukawa?, Thushan de Silva3,
James Robinson?, Yuguang Zhao?, Yvonne Jones?, David Stuart?, Juha Huiskonen?, Sarah Rowland-Jones?,
Katsumi Maenaka? (\Grad. Sch. Life Sci., Univ. Hokkaido, *Faculty of Pharm Sci., Univ. Hokkaido, 3Univ.
Oxford, *Univ. Tulane)

DFEAEYIaL—2 a2 E2AVEa X LA 2T 304 FOBERR

Structural analysis of a-synuclein amyloids using molecular dynamics simulation

Hiroki Otaki, Yuzuru Taguchi, Noriyuki Nishida (Grad. Sch. Biomedical Sci., Nagasaki Univ.)

BRI EERICE > T FILU MEL 2 E b S100A3 ZEHE DERLIEDESR

Exploring the posttranslational modification of human S100A3 protein using citrullination mimics
Kenji Ite'?, Kenji Kizawa®, Kenichi Kitanishi*, Masaki Unno'? (! Graduate School of Science and
Engineering, Ibaraki University, >Frontier Research Center for Applied Atomic Sciences, Ibaraki
University, *Kao Corporation, *Department of Chemistry, Faculty of Science, Tokyo University of Science)
BRFBEEZRAVASCNVETHBEICS T 3 2HADHESE

Reclassification of dihedral angles in protein backbone structures using machine learning
Hiroto Murata, George Chikenji (Dept. Appl. Phys., Nagoya Univ.)

PE(LH LDL OMEICE 2 2RHEICOWVT

Effect of glycation on the physical properties of low density-lipoprotein

Seiji Takeda', Toshihiro Sakurai!, Shu-Ping Hui!, Hitoshi Chiba? (! Faculty of Health Sciences, Hokkaido
Univ., 2Faculty of Health Science, Sapporo University of Health Sciences)

B2 7Y F > Sup35 DHE-RARSBE LI T2 HBENHE

Effects of co-solutes on liquid-liquid phase separation and fibrillization of yeast prion Sup35
Suguru Nishinami', Yumiko Ohhashi?, Kentaro Shiraki! (\Pure and Appl. Sci., Univ. Tsukuba, *Grad. Sch.
Sci., Univ. Kobe)

BRI A2 —EEEIAL T4 T 2 B 2N EORIRICHET 3 ERARBIFE OB
Analysis of the Deformation Transmission Properties in Protein Shapes based on the Structural
Compliance between Localized Clusters

Keisuke Arikawa (Fcl. Eng., Kanagawa Inst. of Tech.)
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TILRXIUBELEZTOUN—XBED. PDBICH T2 REBFENSREDIDIEEEH, ?

Why occurring frequencies of ferredoxin and its reverse fold in PDB are largely different?
Megumi Nakajima, George Chikenji (Nagoya University Graduate School of Engineering Department of
Applied Physics Sasai Laboratory)

Structural Characterization of 8, Microglobulin Core Fragments in Amyloid Fibrils using Circular
Dichroism Theory and Molecular Dynamics

Koichi Matsuo'>, Hirotsugu Hiramatsu?, Robert W. Woody? (! Hiroshima Synchrotron Radiation Center,
Hiroshima University, 2Department of Applied Chemistry, National Chiao Tung University, *Department of
Biochemistry and Molecular Biology, Colorado State University)

BEIFFRY AL A(HBVNDFHEEHEZFFFOHT Y FRBOBHRI XIILX¥—5H
Calculation of free energy of transfer of a reverse transcription inhibitor to the inside of Hepatitis
B Virus (HBV) capsid

Ryo Urano', Kazushi Fujimoto!, Yoshimichi Andoh?, Noriyuki YoshiiZ, Wataru Shinoda’,

Susumu Okazaki! (\Grad. Sch. Eng., Nagoya Univ., >Center Comput. Sci. Grad. Sch. Sci., Nagoya Univ.)
ToFINTUILB Y — MDY ZIVT 1 FERHP PRI INIBR—IVT 4 2 JTICRIFTHE
The effect of disulfide bonds in anti-parallel B-sheets on secreted protein folding

Hiromi Suzuki (School of Agri., Meiji Univ.)

ItV BRBFOSFEHHAZEIaL—-2 3>

Molecular dynamics simulations of human endothelin B receptor

Koichi Abe!, Yoshitaka Moriwaki!, Kentaro Shimizu'2, Tohru Terada? ('Grad. Sch. Agr. Life Sci., Univ.
Tokyo, 2111, Univ. Tokyo)

9 74 A EFIRBIEEN FEETEEZ AV /- KesA DBERET

Structural Analysis of KcsA by Cryo-EM Single Particle Analysis

Hiroko Takazaki', Hirofumi Shimizu?, Takuo Yasunaga! (\Grad. Sch. Comp. Sci. Syst. Eng., KIT, *Fac.
Med. Sci., Univ. Fukui)

YRIFERTACTF—2ar - T4y MELKZERY Ty FOBBEY Y 7 \OFEMER
Ah¥

Masked segmentation fitting of multiple atomic subunits into a local 3D EM density map
Takeshi Kawabata, Haruki Nakamura, Genji Kurisu (Institute for Protein Research, Osaka University)

FHE : BEWEEERI Protein: Structure & Function

FRRIREDEBEZELET VF > T 1 22 O EOHEBE

Correlation between structural changes of filopodia and distribution of actin filaments

Miho Nakafukasako, Tomoya Higo, Yusuke V. Morimoto, Takuo Yasunaga (Grad. Sch. Comp. Sci. Syst.
Eng., KIT))

Does the secondary site of neuraminidase play any significant role in drug resistance of
influenza?

Mohini Yadav'!, Manabu Igarashi?, Norifumi Yamamoto! (!Dept. of Engg., Chiba Inst. Tech., *Research
Center for Zoonosis Control, Hokkaido Univ.)

ZRENMR BREERAVEYI VY Y UBRRERMNT F NEF LalT2 OREERIE OB RIBE
AR

Structural studies for the functional domains of insecticidal peptide toxin, LalT2, with
heteronuclear multidimensional NMR spectroscopy

Chiharu Tatsushiro', Maiki Tamura?, Hironori Juichi®, Masahiro Miyashita’, Hisashi Miyagawa’,

Shinya Ohki2, Hayato Morita'* (\Fac Sci., Josai Univ, 2Grad. Sch. Mat Sci., JIAST, *Grad. Sch. Agr., Kyoto
Univ, *Grad. Sch. Sci., Josai Univ)

DTFENAFETETES p53 O C KIHERHID DNA &S

DNA recognition mechanisms of the p53 C-terminal domain Investigated by MD simulation

Yuta Taira!, Duy Tran', Jacob Swadling?, Akio Kitao! ('Tokyo Tech, *Univ.Tokyo)
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KAZEMS N E Tau OFHRPICH T 2 BIER 4 REFEHMERSETR

Intrinsically disordered protein Tau tends to transiently form a part of the protofilament core
structure in the soluble state

Ryosuke Kawasaki', Shin-ichi Tate? (\Dept. MLS, Grad. Sch. Sci., Hiroshima Univ., >Prog. MLS, Grad.
Sch. Integr. Sci. for Life, Hiroshima Univ.)

Single-molecule FRET experiments for investigation of DNA single-strand damage recognition
mechanism by PARP-1

Anna Sefer!, Eleni Kallis', Tobias Eilert', Mara Guariento!, Nadine Jakobi', David Neuhaus?,

Sebastian Eustermann?, Jens Michaelis' ('Ulm University, Institute of Biophysics, Albert-Einstein Allee 11,
89081 Ulm, Germany, *MRC Laboratory of Molecular Biology, Francis Crick Avenue, Cambridge CB2
0QH, UK, 3Ludwig-Maximilians-University Munich, Gene Center and Department of Biochemistry,
Feodor-Lynen-Strasse 25, 81377 Munich, Germany)

(2SGP-3) Determination of protonated states for native and mutant structures of HIV-1 protease
with indinavir by free energy calculations

Masahiko Taguchi, Ryo Oyama, Masahiro Kaneso, Shigehiko Hayashi (Kyoto University)

Crucial role of conformational excitation in enzyme catalysis of Pin1

Toshifumi Mori'-2, Shinji Saito'? (/MS, 2SOKENDAI)

Weighted ensemble simulations of the cis-trans isomerization in Pin1 enzyme using the QM/MM
method

Norifumi Yamamoto', Kei Moritsugu?, Yasushige Yonezawa®, Shin-ichi Tate*, Hiroshi Fujisaki® ('Chiba
Tech, *Yokohama City Univ, *Kindai Univ, *Hiroshima Univ, *Nippon Med Sch)

Simulation Study on Atomistic and Physicochemical Properties of Amyloid beta 42

Ikuo Kurisaki, Shigenori Tanaka (System Info., Grad. Schl., Kobe Univ.)

HOHEVER %y 87 —7 (GAN) ZRHWEHRESHBED I NIETHF 1>

Protein design with novel main-chain structure using Generative Adversarial Networks
Takaaki Sato!, Yoshitaka Moriwaki!, Tohru Terada?, Kentaro Shimizu'? (\Grad. Sch. Agr. Life Sci., Univ.
Tokyo, 2111, Univ. Tokyo)

TIWNRVIREBRICH T 2 BB EREORREICET 25 HERFNHR

Computational investigation of the substrate and reaction selectivity of terpene cyclases
Masanobu Arita', Keiichi Murai', Yoshitaka Moriwaki', Tohru Terada?, Tomohisa Kuzuyama',

Kentaro Shimizu'? (\Grad. Sch. Agr. Life Sci., Univ. Tokyo, I, Univ. Tokyo)

Pin1 EBRD & > /Ny B EEZO I 701t

Micronization of a protease derived from Pin1

Teikichi Ikura, Nobutoshi Ito (Med. Res. Inst., Tokyo Med. Dent. Univ.)

R EFEME ferredoxin-NADPERLRTTEER & BEEE OBLET I DFF R4

Unique kinetic behavior in the redox reaction catalyzed by ferredoxin-NADP* oxidoreductase
from green sulfur bacteria

Daisuke Seo (Grd. Sch. Nat. Sci. Tec., Kanazawa Univ.)

BUNTEXFT—EADATP BEHEERRE SO BRI RIVX —#E1F

Free energy analysis of ATP competitive inhibitor-protein kinase bindings

Suyong Re, Hiraku Oshima, Yuji Sugita (RIKEN Center for Biosystems Dynamics Research)

T2 TP PU—ICBTREASFFRREHONE X IRHELICET 2 RE

Progress of Biological Small-Angle X-ray Scattering at the Photon Factory

Kento Yonezawa, Masatsuyo Takahashi, Keiko Yatabe, Yasuko Nagatani, Nobutaka Shimizu (KEK,
IMSS, PF)
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HFEET/ = — FILE AW EMRICES T 5REET « 5 X 2 OFEERER

Mobility analysis of intermediate filament in a living cell using antibody-functionalized
nanoneedle and AFM

Ayana Yamagishi'?>, Moe Susaki'-2, Mei Mizusawa'?, Akira Nagasaki', Saku Kijima®,

Q.P. Taro Uyeda'*, Chikashi Nakamura'->’ (\Biomed. Res. Inst., AIST, *Dept. Biotechnol. & Life Sci.,
Grad. Sch. Eng., TUAT, *Bioproc. Res. Inst., AIST, *Dept. Phys., Sch. Adv. Sci. Eng., Waseda Univ.,
SPhotoBio-OIL, AIST-Osaka Univ.)

Investigation on the relationship between cytotoxicity and amorphous oligomers

Punitha Velmurugan, Jannatul Aklima, Yoshihiro Ohta, Yutaka Kuroda (Tokyo university of Agriculture
and Technology)

In vitro ATPase-based screening of circadian clock mutants of KaiC in cyanobacterial circadian
clock system

Dongyan Ouyang', Atsushi Mukaiyama'-2, Yoshihiko Furuike!, Kumiko Miwa?, Takao Kondo?,

Shuji Akiyama'? (Inst. Mol. Sci., >The Grad. Univ. for Adv. Studies, *Grad. Sch. of Sci., Nagoya Univ)
BEEAE TH S HIV-1p17 & p24 DEIRY & BEEVEE DT

Dynamic and rigid structures of HIV-1 p17 and p24 proteins

Chiaki Nishimura (Fac. Pharm. Sci., Teikyo Heisei Univ.)

FIAA RN=F 2N BT HANINTF FOE

Designing artificial peptides that hydrolyze amyloid beta protein

Yoshihiro lida, Atsuo Tamura (Kobe Univ, Grad Sch Sci)

424 FAVEIR, PANSX BT I/ EBBERIFAEEETCTEREZRT 3.

Four intron positions form a plane in the tertiary structure of aspartate aminotransferase
Michiko Nosaka (N.1.T., Sasebo College)

PBEMNTF K Cryptdin-4 DEEFOEESFEEFICETZHFIIaL—2a IlL38E
Antimicrobial peptide Cryptdin-4 oligomers interacting with lipids observed by molecular
dynamics simulations

Takao Yoda (Nagahama Institute of Bio-Science and Technology)

AL ABC o K —%— BhuUV-T OREEZLO BRI RILX —FF

Free energy analysis for the conformational changes of a heme ABC importer BhuUV-T
Koichi Tamura!, Yuji Sugita'23 (\RIKEN R-CCS, 2RIKEN TMS, 3RIKEN BDR)

EHE : Y - #E&  Protein: Property & Structure

FLNA—-XIL&Z IFTOEL OBERELS JUBUEETTO7 I0OC FEEH 5 DOEIE
1€

Stabilization of the Myoglobin Structure and Restoration from the Amyloid Formation under
Acidic Conditions by Trehalose

Satoshi Ajito!, Mitsuhiro Hirai', Nobutaka Shimizu?, Noriyuki Igarashi? ('Grad. Sch. Sci. Tec., Gunma
Univ., 2’KEK)

REBEEFP TOMBOREN LBEELDRR

Relation between stability and structure of an antibody in different buffers

Hiroaki Oyama', Kanta Enomoto!, Tetsuo Torisu!, Susumu Uchiyama'? (\Grad. Sch. Eng, Osaka Univ,
2ExCELLS)

23779 37/NI Argonaute2 O N RIFSEIKIZ 7 I O 1 N AR T 2

N-terminal region of Drosophila Argonaute2 can form amyloid fibrils

Haruka Narita, Makoto F. Kuwabara, Tomotaka Komori, Ryo Murakami, Tomohiro Shima,

Mikiko C. Siomi, Soutaro Uemura (Department of Biological Sciences, Graduate School of Science, The
University of Tokyo)
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Dynamics of the helix-coil transition of alanine-based polypeptides detected by nanosecond
region fluorescence correlation spectroscopy

Supawich Kamonprasertsuk'-2, Hiroyuki Oikawa'2, Satoshi Takahashi'? (IMRAM. Tohoku Univ.,
2Grad.Sch.Sci., Tohoku Univ.)

MD simulation along with MSM analysis reconstructs LPA; binding pathway

Rieko Hirota!, Ryuichiro Ishitani!, Mizuki Takemoto'?, Osamu Nureki' ('Dept. of Biosci., Grad Sch. of
Sci., Univ. of Tokyo, *Present address: Preferred Networks, Inc.)

MEIZE B pH TOBR, I7A5/OTY > O7 I O4 NIGHA

Heating-induced amyloid formation of $,-microglobulin at neutral pH

Masahiro Noji', Kenji Sasahara!, Keiichi Yamaguchi!, Masatomo So!, Kazumasa Sakurai?,

Jozsef Kardos?, Hironobu Naiki*, Yuji Goto! ('\IPR, Osaka Univ., IAT, Kindai Univ., *Dept. Biochem.,
ELTE, *Med. Sci., Univ. Fukui)

Functional Sensitivity and Mutational Robustness of Proteins

Qianyuan Tang, Tetsuhiro Hatakeyama, Kunihiko Kaneko (Grad. Sch. Art. & Sci., Univ. Tokyo)
SRURBERE S Y TV -3 FENDFEE AV - mSin3 EEEDILFIEERE
Conformational sampling of an mSin3 complex using multidimensional virtual-system coupled
canonical MD

Tomonori Hayami'2, Yoshifumi Fukunishi®, Yoshifumi Nishimura*, Junichi Higo® ('"IPR, Osaka Univ.,
2Grad. Sch. Fron. Biosci., Osaka Univ., >molprof, AIST, *Grad. Sch. Med. Life Sci., Yokohama City Univ.,
SGrad. Sch. Sim. Studies., Univ. Hyogo)
TTFoVBEXF—EOBEEBORR I A LA ETNVICLIHR

Conformational transition of adenylate kinase studied with the improved chameleon model
Ryota Mori, Masaki Sasai, Tomoki P. Terada (Dept. Appl. Phys., Grad. Sch. Eng., Nagoya Univ.)
Spectroscopic analysis of protein crowded environments using the charge-transfer fluorescence
probe ANS

Chikashi Ota', Kazufumi Takano? (' Ritsumeikan Univ., 2Kyoto Pref. Univ.)

EHHE : ##8E Protein: Function

(2SHA-6) 513> GTP 7 —H 37 U F R DORL & & HIREICHIE T 3

(2SHA-6) Dynamin GTPase mechanically regulates bundling and unbundling of actin filaments
Kohji Takei', La The Mon', Tadashi Abe!, Tetsuya Takeda', Ikuko Fujiwara?, Akihiro Narita® (' Grad.Sch.
Med.Dent. Pharm.Sci., Okayama Univ., *Dept. Biol.Facul Sci., Osaka City Univ., 3Struct. Biol. Res. Ctr and
Divi. Biol. Sci., Grad. Sch. Sci., Nagoya Univ.)

FRET U742 A LEMEIERERAVAXBE S2P 7 7 I U —BAYII 7’07 7 —+ RseP O
kinetics &4

Kinetic analysis of the proteolytic reaction catalyzed by S2P family intramembrane protease
RseP using a FRET-based real-time assay system

Yohei Hizukuri, Yoshinori Akiyama (/nst. Front. Life Med. Sci., Kyoto Univ.)

Recognition mechanism of proteins which bind to versatile amino acid sequences

Katsumi Omagari (Dept. of Virology, Medical School, Nagoya City University)

MFIRSEBE S AR Z N BICK > THIEIE h B Cytc D/N— M F— 5 2 /N EREHIEE

The mechanism of cytochrome c-redox partner proteins recognition regulated by the respiratory
supercomplex factor protein

Wataru Sato!, Koichiro Ishimori?, Peter Brzezinski! ('Stockholm Univ. Fac. of Nat. Sci., >Hokkaido Univ.
Fac. of Sci.)

QUMM &ICK B3 =T FUBRAY JF— AOEMKAHERIES IaL—2ar

QM/MM Study on Hydrolysis of Polysaccharides in Hen Egg-White Lysozyme

Takuya Uto!, Yoshiki Mitani?, Toshifumi Yui? (' Organization for Promotion of Tenure Track, University
of Miyazaki, *Faculty of Engineering, University of Miyazaki)
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E8H : 518l - 847 Protein: Measurement & Analysis

MEAIZICESCH LW ANV BRSSO 5 LA

A new program to analyze protein structures based on the geometric context

Anri Terabayashi', Momoka Nakamura!, Kyosuke Sakata', Takuya Miyakawa?, Masaru Tanokura?,
Tohru Terada’, Masaki Kojima! ('Sch. Life Sci., Tokyo Univ. Pharm. Life Sci., *Grad. Sch. Agric. Life Sci.
Univ. Tokyo, *III, Univ. Tokyo)

HIE R RAF 3 FDBES LVUF 1 v —(LIREZILA 5 1 9FEHE

Conformational and dimeric states of cytosolic RAF detected by single-molecule measurements
Kenji Okamoto', Kayo Hibino?, Yasushi Sako' ('RIKEN CPR, *NIG)

EESEILDBEFREDEE LS LV Z /NI EHD TS A F 37 ADIRE/N > FADIEH
Automatic determination of the sequential order of signal changes and its application to
vibrational bands of protein H-D exchange process

Daisuke Miyata!, Takakazu Nakabayashi', Shinichi Morita? (! Graduate School of Pharmaceutical
Sciences, Tohoku University, >Graduate School of Science, Tohoku University)
AKEEREBIAERET 2 2 NV EhEFORRBROES

Progress of the protein neutron diffractometry to realize hydrogen high sensitivity analysis
Ichiro Tanaka (Graduate School of Science and Engineering, Ibaraki University)

Flexible Fitting of Biomolecular Structures to Atomic-Force-Microscopy Images via Biased
Molecular Simulations

Toru Niina, Sotaro Fuchigami, Shoji Takada (Grad. Sch. Sci. Univ. Kyoto)

Deep convolutional neural networks for identifying cryo-EM grid holes suitable for particle
collection

Yuichi Yokoyama!, Tohru Terada’, Kentaro Shimizu>3, Kazutoshi Tani* (\GSII, Univ. Tokyo, *Grad. Sch.
Agr. Life Sci., Univ. Tokyo, 3III, Univ. Tokyo, *Grad. Sch. Med., Univ. Mie)
TOFOBMHIRNERESEZ EHRHEORBMEDY DA LAIIEITS

Mechanical stress declined the amplitude of the torsional fluctuations of single actin filaments
Kaoru Okura, Takumi Fukuda, Hitoshi Tatsumi (Department of Applied Bioscience, Kanazawa Inst. of
Technol., Ishikawa, Japan)

EE AFM B&D KU 7 MgEEDIEH

Application of drift elimination method for high-speed AFM images

Shotaro Tsujioka', Hideji Murakoshi?, Mikihiro Shibata®* (' Division of Transdisciplinary

Sciences, Graduate School of Frontier Initiative,Kanazawa University, >National Institute for Physiological,
3WPI Nano Life Science Institute (WPI-NanoLSI),Kanazawa University, *Institute for Frontier Science
Initiative,Kanazawa University)

ZEHHE IS Protein: Engineering

RUY7O0U>O0y FOBAILKDZRXAA AT vECTZEBHROTH A >

Poly-proline rod insertion for the design of domain-swapped dimer

Shota Shiga!, Masaru Yamanaka?, Wataru Hujiwara!, Shun Hirota?, Shuichiro Goda?, Koki Makabe!
(‘Graduate School of Science and Engineering, Yamagata University, *Division of Materials Science, Nara
Institute of Science and Technology, *Graduate School of Engineering, Nagasaki University)

c-Myb-KIX HEFRAEHEEY 2T F FORERICLZTH 1>

Computational design of a peptide inhibitor targeting c-Myb-KIX interaction

Shunji Suetaka', Yoshiki Oka!, Tomoko Kunihara!, Yuuki Hayashi', Munehito Arai'? ('Dept. Life Sci.,
Univ. Tokyo, *Dept. Phys., Univ. Tokyo)
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BREZNVEBEOEOL 5 DRIEREE TOMEICE S, GPCRIBEDEENREIL
Tailor-made design of superstable proteins from scratch for rational stabilization of GPCR
Masaya Mitsumoto'-2, Nanao Suzuki®, Ryosuke Nakano®, Takahiro Kosugi'*, Takeshi Murata®,
Nobuyasu Koga'->* (\ExCELLS, NINS, 2SOKENDAI, *Fac. of Sci., Chiba Univ., *IMS, NINS)
ERNBMTRBINCELZ D FOERRTRROSEML

Improving activity of dihydrofolate reductase by theoretical saturation mutagenesis

Kazuhisa Ohara!, Yoshiki Oka!, Yuuki Hayashi!, Munehito Arai'? ('Dept. Life Sci., Univ. Tokyo, *Dept.
Phys., Univ. Tokyo)

Engineering of genome editing protein Cas9 that slides along DNA faster and might enable
efficient target search

Trishit Banerjee'-2, Dwiky Rendra Graha Subekti'-}, Hiroto Takahashi!, Satoshi Takahashi',

Kiyoto Kamagata! ('IMRAM, Tohoku Uni., *Fac. of Sci., Tohoku Uni., >Grad. Sch. of Sci., Tohoku Uni.)
(2SGP-8) RAZM & > /N H p53 £ E L -NT F FOATRE — RARAE S BEDHI 1 —
(2SGP-8) Rational design of peptide targeting intrinsically disordered protein p53—regulation of
function and phase-phase separation—

Kiyoto Kamagata!, Eriko Mano!, Yuji Itoh!, Saori Kanbayashi!, Masaya Honda!, Ryo Kitahara?,
Tomoshi Kameda® ({IMRAM, Tohoku Univ., >Coll. Pharmacy Sci., Ritsumeikan Univ., 3AIRC, AIST)

ER - BAEEOHRZEICLZY—ET7 1Yy 7ART Y OBMRELR

Further Thermo-Stabilization of Thermophilic Rhodopsin through Engineering in Intramembrane
and Extramembrane Regions

Tomoki Akiyama', Naoki Kunishima?, Masako Hirose?, Sayaka Nemoto®, Stoshi Yasuda*>, Yuki Sudo’,
Takeshi Murata*® (\Grad. Sch. Sci. & Eng., Univ. Chiba, >RIKEN RSC-Rigaku Collaboration Center,
3Malvern Panalytical division of Spectris Co., Ltd, *Grad. Sch. Sci., Univ. Chiba, *Inst. Advanced Energy,
Univ. Kyoto, ®Molecular Chirality Research Center, Chiba University, "Grad. Sch. Med. Dent. Pharm. Sci.,
Univ. Okayama)

BMEEFIREROEREEE

Improvement of exocytotic secretion system of Aspergillus oryzae

Mone Kogure, Kensuke Nakajima, Yoshinori Tsuji, Yusuke Matsuda (Dept.Biosci., Grad.Sch.Sci.Tech.,
Kwansei Gakuin Univ.)

HRSRNT / LREZBNE LEREBET UNY —F 2 —KHE scFv OIER
Preparation of a novel single chain variable fragment (scFv) which delivers nucleic acid for cell-
specific genome editing

Haruka Nasu', Yuji Sato!, Takashi Tsukamoto??, Takashi Kikukawa>3, Makoto Demura®3,

Tomoyasu Aizawa®? ('Grad. Sch. Life Sci. Hokkaido Univ., >Fac. Adv. Life Sci. Hokkaido Univ., 3GSS, GI-
CoRE)

ANLZEBE Heme proteins

ERRTHICBT B I OL cASBALDOTHEE - BIEETREOZE(

Cellular environment modulates geometry and redox state of deca-heme cofactors in bacterial
surface cytochromes

Yoshihide Tokunou'->3, Shingo Hattori*, Thomas Clarke®, Liang Shi®, Kazuyuki Ishii, Akihiro Okamoto?
('Faculty of Life. Environ. Sci., Uni. Tsukuba, *NIMS, 3Research Fellow of JSPS, *Inst. Indust. Sci., Univ.
Tokyo, SCentre for Molecular and Structural Biochemistry, Univ. East Anglia, ®Dept. of Biological
Sciences, China Univ. of Geosciences)

NO-binding and protonation process in the catalytic reaction of the bacterial NO reductase as
established by time-resolved spectroscopy

Hanae Takeda'?, Tetsunari Kimura®, Takashi Nomura!, Takehiko Tosha?, Yoshitsugu Shiro!,

Minoru Kubo! ('Grad. Sch. Sci., Univ. Hyogo, 2RIKEN, SPring-8 Center, *Grad. Sch. Sci., Kobe Univ)
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Anodized gold surface enables mediator-free bioelectrocatalysis of redox enzymes
Yasuhiro Mie, Yoshiaki Yasutake, Mashiki Ikegami, Tomohiro Tamura (Bioproduction Res. Inst., AIST)

EZEBE Membrane proteins

EEREEAROBES 1 F IV AANILATO-IHFRIFTHEICET 529 FEIHEBER
Influences of cholesterol on structural dynamics of membrane protein complexes studied by
molecular dynamics simulations

Hayato Itaya', Kota Kasahara?, Yoshiaki Yano?, Katsumi Matsuzaki’, Takuya Takahashi? ('Grad. Sch.
Life Sci., Ritsumeikan Univ, >Coll. Life Sci., Ritsumeikan Univ., *Grad. Sch. Pharm.Sci., Kyoto Univ)
Observation of a B-Hairpin Peptide in a-Hemolysin Nanopore

Misa Yamaji, Ryuji Kawano (Tokyo University of Agriculture and Technology)
KETIXEHBEEZHVEZES DN VEICRRNZIBEORE: BEEOEEHEEMEEZ B
LT

Identification of membrane proteins-specific lipids using surface plasmon resonance analysis:
For elucidating the physiology of lipids

Masataka Inada!, Masanao Kinoshita', Masayuki Iwamoto?, Shigetoshi Oiki2, Nobuaki Matsumori'
('Grad. Sch. Sci., Kyushu Univ., >Fac. Med. Sci., Univ. Fukui)

I SAFEFERBRICLBIY T/ T L SRBOESIHERE

High-resolution cryo-EM structures of recombinant ryanodine receptors

Takuya Kobayashi?, Akihisa Tsutsumi?®, Kei Saito*, Takashi Sakurai?, Masahide Kikkawa?,

Takashi Murayama?, Haruo Ogawa' ('IQB, The Univ. Tokyo, >Juntendo Univ. Grad. Sch. Med., *Grad.
Sch. Med., Univ. Tokyo, *Grad. Sch. Arts Sci., Univ. Tokyo)

Exploring Structural Dynamics of Bacterial ABC Transporter MsbA by High Speed AFM

Kien X. Ngo, Holger Flechsig, Noriyuki Kodera, Toshio Ando (WPI Nano Life Science Institute, Kanazawa
University)

Corynebacterial “Force-From-Lipids” mechanosensation for glutamate production

Yoshitaka Nakayama', Ken-ichi Hashimoto??, Hisashi Kawasaki?3, Boris Martinac'* (! Victor Chang
Cardiac Research Institute, *Biotech. Res. Cen., Univ. Tokyo, *Collab. Res. Ins. Inno. Microbiol., Univ.
Tokyo, *University of New South Wales)

The assembly of the trimeric autotransporter transmembrane domain into BamA-embedded
nanodiscs

Eriko Aoki, Kazuo Fujiwara, Masamichi Ikeguchi (Dept. of Bioinfo., Soka Univ.)

A ZEHE Nucleic acid binding proteins

CRISPR Cas3 & Csel #AADAFEHF  IaL—2ar

Molecular dynamics simulations of CRISPR Cas3 and Cse1 complex

Tomohiro Yamaguchi, Yui Taketomo, Naoyuki Miyashita (BOST KINDAI Univ.)

Identification of proteins that interact with nucleosomes by Quantitative Proteomics

Lumi Negishi!, Hiroki Tanaka?, Rina Hirano', Tomoya Kujirai', Hitoshi Kurumizaka' ('/QB, Univ. Tokyo,
2Grad. Adv. Sci. Eng., Waseda Univ.)

GEERFOIRZIEVEIOTF OS5 EORFEMEE 1 S FEHEICK > THEIRT 3

Single molecular dynamics of transcription factors are controlled by diffusion movement of
chromatin

Kazuko Okamoto', Yasushi Okada', Kuniya Abe?, Tomonobu M Watanabe' (‘\RIKEN BDR, >RIKEN
BRC)

DNA ZE#HYIMICIEE L 7= DNA hRA YV X 5 —+F 2B OKREE)

Dynamic behavior of DNA topoisomerase 2B in response to DNA double-strand breaks
Ken ichi Yano, Keiko Morotomi-Yano (/PPS, Kumamoto Univ.)
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2P0s093* ATHIRET /N1 ZAICHA L 7-&KSH DNA 1 9FH» 5 DEEFHE
Gene expression from a single large DNA encapsulated in artificial cell device
Yuto Ochiai!, Hiroshi Ueno!, Masayuki Su'etsugu?, Hiroyuki Noji! ('Dept. Appl. Chem., Grad. Sch. Eng.,
Univ. Tokyo, *Dept. Life Sci., Col. Sci., Rikkyo Univ.)

2Pos094* kT / KT 7 1 V52 %Rz DNA D—3F B
Separation of a single molecule DNA using biological nanopore filter
Asuka Tada, Ryuji Kawano (Department of Biotechnology and Life Science, Tokyo University of
Agriculture and Technology)

2Po0s095* DETECTION OF DNA-POINT-MUTATION USING BIOLOGICAL NANOPORE
Ping Liu, Keisuke Shimizu, Ryuji Kawano (Tokyo University of Agriculture and Technology)

2P0s096 DNA ZFIALAAIHFE—4—DEHEEZBEL T
Towards the realization of artificial molecular motor using DNA molecules
Kohei Arai, Yuki Tsushima, Shoichi Toyabe (Appl. Phys., Tohoku Univ.)

2P0s097 RGBSR I1L—2a itk b NESEKEBEOER
Organization of interphase human nucleus via simulated chromosome decondensation
Shin Fujishiro, Masaki Sasai (Dept. Appl. Phys., Nagoya Univ.)

2Pos098 7O F & & RNA BRI AR EE L TR & h 51852
Cooperative formation of RNA transporting pathway and chromatin structure
Nozomu Imai, Shin Fujishiro, Masaki Sasai (Dept. Appl. Phys., Nagoya Univ.)

2P0s099 REFDF/ X —Ib 3 RANEBEEE ALY 5 720 DikF 3 RTEFEHERHE (3D-AFM)
DEA%E
Development of 3D-AFM to visualize nanometer-scale three-dimensional structures of
chromosomes in liquid
Keisuke Miyazawa!, Makiko Meguro-Horike?, Shin-ichi Horike?, Takashi Sumikama?, Taku Higasayama!,
Masayuki Harada!, Takeshi Fukuma'? ('Kanazawa Univ., 2Division of Functional Genomics, Advanced
Science Research Center, Kanazawa Univ., *Nano Life Science Institute (WPI-NanoLSI), Kanazawa Univ.)

2Pos100 FE{FD 3D-AFM 5 & R DR OITREVAE
A theoretical study on a relationship between 3D atomic force macroscopy image and structure
of chromosomes
Takashi Sumikama', Keisuke Miyazawa*, Adam Foster'->?, Takeshi Fukuma'* ('Nano Life Sicence
Institute (WPI-NanoLSI), Kanazawa University, *Department of Applied Physics, Aalto University,
3Graduate School Materials Science in Mainz, *Division of Electrical Engineering and Computer Science,
Kanazawa University)

2Pos101 FRET study on sequence-dependent unwrapping of nucleosomal DNA
Tomoko Sunami, Di Luo, Hidetoshi Kono (MMS, iQLS, OST)

2P0s102 DNA X FIUEICEKIFEL X VLAY —LDXF 1T 1 > JEREDEER
Computational Analysis of the Nucleosome Sliding Dynamics Depending on DNA Methylation
Takeru Kameda'2, Miho Suzuki’, Akinori Awazu'#, Yuichi Togashi'->* (! Department of Mathematical
and Life Sciences, Hiroshima University, *RIKEN Center for Biosystems Dynamics Research., >Graduate
School of Medicine, Nagoya University, *Graduate School of Integrated Sciences for Life, Hiroshima
University.)

PFEIE - BEIEEERFIE - Molecular genetics & Gene expression

2P0s103* #/NERRICH T B 1 9FH S DR DNA R
Large DNA amplification from single molecule in micro-sized droplet
Hiroki Sawada', Naoki Soga', Seia Nara?, Masayuki Su'etsugu?, Kazuhito V. Tabata', Hiroyuki Noji'
('Dept. App. Chem, Univ. Tokyo., *Dept. Life. Sci., Sol. Sci., Rikkyo Univ.)
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2Pos106

2Pos107

2Pos108

2Pos109

2Pos110

2Pos111

2Pos112

2Pos113

4 - 9k Development & Differentiation

Piezo1 (3 U > NWERERBIRICE T B AN I LY TFIVICDETH S

Piezo1 is required for calcium signaling during lymphatic valve morphogenesis

Hiroki Katsuta'?, Keiko Nonomura?, Akemi Kanie?, Takaki Miyata', Toshihiko Fujimori? ('Grad. Sch.
Med. Nagoya Univ. Cell Biol., >NIBB Embryology)

MEHEICH T 2 MENRHIROFEED

Linear reciprocating movement of vascular endothelial cells in angiogenesis

Naoko Takubo!, Kazuaki Naemura?, Ryo Yoshida?, Terumasa Tokunaga®, Hiroki Kurihara? (Isotope
Science Center, Univ. Tokyo, *Grad. Sch. Med., Univ. Tokyo, *Inst. Statistical Mathematics, *Faculty of
Computer Science and Systems Engineering, Kyushu Inst. Tec.)

NUZ b DHB5> 5 LEEBNFE FORERKICIIVDETHS

Brownian motion with drift is essential for forming human germ layers

Kenshiro Maruyama, Ryo Kobayashi, Haru Hikita, Tadashi Tsubone, Kiyoshi Ohnuma (Nagaoka
University of Technology)

RN LERASPHAL TERERE SO ES AL ~PHBFEHICLS /1 XX v+
JVRRIE~

Noise-resistant developmental reproducibility in vertebrate somite formation

Naoki Honda'?2, Ryutaro Akiyama?, Dini WK Sari?, Bessho Yasumasa?, Takaaki Matsui'-? ('Grad. Sch.
Biostudies., Kyoto Univ., >NAIST)

IRNF T TO—FICED S HBRERROSHM & REMDOEK

Exploring variety and robustness in tissue morphogenesis based on energy landscape
approach

Yoshitaka Kameo'->3, Hironori Takeda?, Taiji Adachi'?3 ({IFLMS, Kyoto Univ, *Grad Sch Eng, Kyoto
Univ, 3Grad Sch Bio, Kyoto Univ)

ZRTHFEGREATEEICE 5/ — FIROET

Analysis of nodal flow by three-dimensional particle image velocimetry

Atsushi Taniguchi', Yukinori Nishigami?, Shigenori Nonaka!? (!Spatiotemp. Reg., NIBB, >ExCELLS,
3RIES, Hokkaido Univ.)

A, Muscle

Mechanical stress-responsive membrane remodeling in muscle cells

Kenshiro Fujise, Hiroshi Yamada, Kohji Takei, Tetsuya Takeda (Okayama Univ. Grad. Sch. Med. Dent.
Pharm. Sci.)

ERR)) BEETCOT7IFES

Polymerization of actin molecules in the presence of inorganic polyphosphate

Koji Ito, Kuniyuki Hatori (Grad. Sch. Sci. Eng. Yamagata Univ.)

Visualization of Ca2+ regulated structural change in muscle thin filament by cryoEM

Yurika Yamada, Keiichi Namba, Takashi Fujii (Grad. Sch. of Frontier Biosci., Osaka Univ.)

Fhod3 & cMyBP-C IC & 3 /0E 50O X 7 OFSEL b L UHE g

Mechanism of construction and maintenance of cardiac sarcomeres by Fhod3 and cMyBP-C
Wataru Kedouin', Riho Takiiwa', Nao Shimojo', Ryu Takeya?, Takuo Yasunaga' (!Grad. Sch. of Comp.
Sci. and Sys. Eng., Kyushu Inst. of Tech., *Dept. of Pharma., Univ. of Miyazaki)
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4FE— % —_Molecular motor

DNAFUHIZAWEF I/ NXBEEROHBIAI T 4542 D 1 3FET

Single molecule analysis of DNA origami-based cardiac myosin filaments attached with
Nanospring

Hiroki Fukunaga', Masashi Ohmachi?, Keisuke Fujita?, Keigo Ikezaki’, Toshio Yanagida'?,

Mitsuhiro Iwaki'? (\FBS, Univ. Osaka, >BDR, Riken, 3Grad. Sch. Sci., Univ. Tokyo)

HWRES A = DEBHAMEERT D7 I/ BORE

Key residues on cytoplasmic dynein for asymmetric unbinding from microtubule

Shintaroh Kubo!, Tomohiro Shima?, Takahide Kon?, Shoji Takada' ('Grad. Sch. Sci., Univ. Kyoto, *Grad.
Sch. Sci., Tokyo Univ., 3Grad. Sch. Sci., Univ. Osaka)

FEABEHR F -ATPase DEBEFRE ICH T 2 HENTEORE

The Measurement of Mechanical Work of Thermophilic F,-ATPase at the Optimum Growth
Temperature

Tomoaki Okaniwa!, Yohei Nakayama?, Naoya Terahara!, Eiro Muneyuki' (' Dept. Phys., Graduate School
of Science and Engineering, Chuo Univ., *Dept. Appl. Phys., Graduate School of Engineering, Tohoku
University)

FREEET O H—EVLEHLWER7 vy E1XICLD 75 I NEFRERS 1 Z CEFOEENF
HDEHA

Collective motility of Chlamydomonas outer arm dynein measured using its intermediate chain
as a scaffold for motility assays

Yuka Matsuda', Akane Furuta?, Hiroaki Kojima?, Kazuhiro Oiwa!?, Ken'ya Furuta? ('Grad. Sch. Sci.,
Univ. Hyogo, *Adv. ICT Res. Inst., NICT)

The combination of high-speed atomic force microscopy and X-ray crystallography reveals
rotary catalysis of a shaftless V1 motor

Shintaro Maruyama', Motonori Imamura?, Takayuki Uchihashi®*, Kazuya Nakamoto', Kenji Mizutani,
Lica Fabiana Imai', Kano Suzuki', Yoshiko Ishizuka-Katsura®, Tomomi Someya-Kimura®,

Mikako Shirouzu'%7, Ichiro Yamato'-’, Toshio Ando?, Takeshi Murata'® (!Grad. Sch. Sci., Univ. Chiba,
2WPI Nano Life Sci. Inst., Univ. Kanazawa, 3JST, CREST, *Dep. Phys., Univ. Nagoya, >Grad. Sch. Med.
Life. Sci., Univ. Yokohama, °DSSB, RIKEN, "Ind. Sci. Tokyo Univ. Sci., SPREST, JST)

Measurement of force generation by dynein ensemble on a doublet microtubule obtained from
sperm flagella

Takashi Fujiwara!, Chikako Shingyoji', Hideo Higuchi® (\Dept. Biol. Sci., Grad. Sch. Sci., Univ. Tokyo,
2Dept. Phys., Grad. Sch. Sci., Univ. Tokyo)

1 3FEHRIC & 2 BESHEREBRROEERS FE— ¥ — V,-ATPase DILZHFH BB O
Chemo-mechanical coupling scheme of rotary molecular motor Enterococcus hirae V,-ATPase
revealed by single-molecule analysis

Tatsuya Iida'2, Yoshihiro Minagawa®, Hiroshi Ueno®, Fumihiro Kawai*, Takeshi Murata®, Ryota Iino'?
('SOKENDAI (The Grad. Univ. for Adv. Stud.), *Inst. for Mol. Sci., *The Univ. of Tokyo, *Yamagata Univ.,
SChiba Univ.)

(2SDA-7) Dynamic energy landscape of a linear motor chitinase from single-particle tracking
trajectories

Kei-ichi Okazaki, Akihiko Nakamura, Ryota lino (Institute for Molecular Science)

T F 0 pH KENLFEEIRE &S FEBEEER

pH-dependent charge-state and intermolecular interaction of actin

Jun Ohnuki, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda Univ.)
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2Pos129

2Po0s130

2P0s131

2P0s132

2Pos133

REENAEET—4—OEERXT v JHR

Step analysis of the Bacillus Na*-driven flagellar motor

Naoya Terahara'2, Miku Yoh?, Eiro Muneyuki', Keiichi Namba?*, Tohru Minamino? (!Dept. Phys., Chuo
Univ., ?Grad. Sch. Frontier Biosci., Osaka Univ., 3Fac. Human Life Sci., Doshisha Women's Col., *BDR/
RSC, Riken)

TIFoBMOEREERNIC L WRENZINIL NG —213) > TRICE(ET 3
Transformation of belt-like to ring patterns of a quasi-concentrated solution of F-actin driven by
myosin-coated surface

Kentaro Ozawa', Mikiya Amano', Hirotaka Taomori', Itsuki Kunita?, Shigeru Sakurazawa?,

Hajime Honda' (‘Dept. Bioeng., Nagaoka Univ. Tech., *Univ. Ryukyus, *Future Univ. Hakodate)

Myosin Il decreases the connectivity of an actin network using two different mechanisms
depended on concentration of crosslinking protein

Kyohei Matsuda', Takuya Kobayashi'?, Mitsuhiro Sugawa', Masahiko Yamagishi', Yoko Y. Toyoshima!,
Junichiro Yajima' (\Department of Life Sciences, Graduate School of Arts and Sciences, The University of
Tokyo, 2Juntendo University)

Developing the detection system of the conformational change in rotating flagellar motor by
single motor FRET

Takuma Nakagawa, Tatsuya Yamakoshi, Yong-Suk Che, Akihiko Ishijima, Hajikme Fukuoka (Grad. Sch.
Frontier Biosci., Osaka Univ.)

g4 = - BUIVE - DNA 1 V) iR BE S5 DIRBIEE)

Oscillatory movement of the dynein-microtubule complex crosslinked with DNA-origami

Shimaa A. Abdellatef!, Hisashi Tadakuma?, Yuichi Kondo?, Kangmin Yan!, Hideo Higuchi?,

Keiko Hirose' (‘Biomed. Res. Inst., AIST, *IPR, Osaka Univ., *Grad. Sch. Sci., Univ. Tokyo)
Ca2+iREZALIC L 2 EREMEWEMROBELELD X R BT AT

Structural changes of Chlamydomonas and Ciona flagellar axonemes coupled with the change
in [Ca2+] studied with X-ray fiber diffraction

Kazuhiro Oiwa', Hiroyuki Iwamoto?, Kogiku Shiba?, Kazuo Inaba’, Hitoshi Sakakibara' (‘4dv. ICT Res.
Inst., NICT, 2JASRI, 3Shimoda Marine Res. Cent. Univ. Tsukuba)

FRME S 1 = 288 MOT7 OB EHEERRT

Structural/functional analyses on MOT7, a novel light chain of ciliary dynein /11

Ryosuke Yamamoto!, Yuuhei Nakagiri', Osamu Kutomi?, Hiroshi Imai', Chihong Song?,

Kazuyoshi Murata®, Ken-ichi Wakabayashi*, Takashi Ishikawa®, Kazuo Inaba®, Takahide Kon' (!Osaka
Univ., 2Univ. of Yamanashi, *NIPS, *Tokyo Tech, SPSI, *Univ. of Tsukuba)
ERFFHDPIEERAVEEB A F O BEICE D N BER T — 2 —-BEEFOBEE(LDRZEA
The cation-induced structural changes in the Na*-driven flagellar stator studied by ATR-FTIR
Masayo Iwaki', Tatsuro Nishikino?, Hiroyuki Terashima?, Michio Homma?, Hideki Kandori! (' Nagoya
Inst. Tech., 2Nagoya Univ.)

2DDTINCEEFHDT+ MO v Y Egs BERFETICH T B Egs iBEMEDIHIEIED
9

Study on inhibitory mechanism of kinesin Eg5 with photochromic Eg5 inhibitor composed of two
azobenzene

Kei Sadakane', Islam MD Alrazi®, Kenichi Taii?, Tomisin H. Ogunwa?, Shinsaku Maruta'? ('Sci. & Eng.,
Soka Univ., *Grad. Sch. Eng., Soka Univ., 3Grad. Sch. Fisheries and Environmental Sci., Nagasaki Univ.)
HRMEXFOMKIEERIEKROETEL TSV 7 E—424—ThH5

Crystalline chitin hydrolase is a Burnt-bridge Brownian motor

Akihiko Nakamura'?, Kei-ichi Okazaki', Tadaomi Furuta’, Minoru Sakurai’, Ryota lino'-? (\Institute for
Molecular Science, 2SOKENDALI, 3Tokyo Institute of Technology)

707 3% 7% DNA # U H & B NERRFEEDHIH

Defining microtubule lattice structure using programmable DNA-origami seeds

Daisuke Inoue, Franky Djutanta, Rizal Hariadi (Biodesingn Institute, Arizona State Univ.)
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2P0s136

2Pos137

2P0s138

2P0s139*

2Pos140*

2Pos141*

2Pos142*

2Pos143*

2Pos144*

Plus-end directionality is present in the conserved catalytic motor core of kinesin-14 minus-end
directed motors

Masahiko Yamagishi, Junichiro Yajima (Dept. Life Sci., Grad. Arts & Sci., Univ. Tokyo)

DNA # U H I OSFEER M 2 AV =% 3 2 > 9 F O R R

Evaluating coordination between kinesin motors using DNA origami-based transport complex
Kodai Fukumoto', Yuya Miyazono?, Hisashi Tadakuma!, Yoshie Harada! (\IPR, Osaka Univ., >Grad. Sch.
Front. Sci., Univ. Tokyo)

KIF1A/JUNC-104 (2 & % 2 7 Z/MERTER AEE O HEET IV

Mathematic modeling of synaptic vesicle precursor transport by KIF1A/UNC-104

Ryo Sasaki!, Ryota Shinagawa!, Kazuo Sasaki!, Shinsuke Niwa?, Kumiko Hayashi'® (!Dep. Appl. Phys.,
Grad. Sch. of Eng., Tohoku Univ., *FRIS, Tohoku Univ., *JST, PRESTO, Tokyo, Japan)
BEEEMEEREE S ZECTEREE M KIF1A OESH4E

Motility characteristics of human KIF1A mutants in hippocampal neurons in relation to
hereditary spastic paraplegia

Shiori Matsumoto!, Kyoko Chiba?, Shinsuke Niwa?, Kumiko Hayashi'* (' Dep. Appl. Phys., Grad. Sch. of
Eng., Tohoku Univ., >Col. Biol. Sci., UC Davis, >FRIS, Tohoku Univ., *PRESTO, JST)

F 221 OEGNBERREEZ RO Z2EAOSE—FFHE

Determinant of the processivity of kinesin-1 as studied using high-speed single-molecule
observations

Tsukasa Enomoto', Kohei Matsuzaki?, Michio Tomishige? ('Grad. Sch. Sci. Eng., Aoyama Gakuin Univ.,
2Dept. Math. Phys., Col. Sci. Eng., Aoyama Gakuin Univ.)

iHRa 4B ZRE Cell biology

EAEHT 2 ERMARTRE S N AESHD, MREMRSICEZETY T

Traction Force of Neural Stem Cells under Collective Migration was Modeled using the
Orientation Field of Cell Alignment

Masahito Uwamichi!, Kyogo Kawaguchi?, Masaki Sano®* (!Dept. of Phys, Univ. of Tokyo, >RIKEN BDR,
3[14S, *TOKYO COLLEGE)

#ia£H D 3D HEEBL: EFBRROK KX 7 OBEFBEEDER

Self-Generating 3D Cellular Assembly: Aqueous/Aqueous Micro Droplet as a Non-invasive
Scaffold

Ritsuki Ito, Toshifumi Kishimoto, Takahiro Kenmotsu, Koichiro Sadakane, Kenichi Yoshikawa (Graduate
School of Life Medical Science, Doshisha University)

F/HFERAVHBEABRNEICKH T 2 Hla0nE

Responses of cells to local heating in cells using a nanoparticle

Hideaki Ota, Hideo Higuchi (Phys., Grad. Sci., Univ. Tokyo)

Quantitation of cell shape by machine learning

Masato Tsutsumi', Chikara Furusawa®>, Satoshi Sawai?, Nen Saito? (' Grad School of Science, The Univ.
of Tokyo, Universal Biology Institute, The Univ. of Tokyo, 3Center for Biosystems Dynamics Research,
RIKEN, *Graduate School of Arts and Sciences, The Univ. of Tokyo)

MREETEREZRET 2757 bR T —BORE/KFERMEE ZOHEBRFER

Dual characterizations of vertical/lateral deformation of grafted-polymer layer driving cell-shape
oscillation

Sayaka Masaike', Satoru Kidoaki? ('Grad. Sch. Eng., Kyushu Univ., 2IMCE, Kyushu Univ.)

|7 I/ BEREECHEBICERZ S DONAEHBHD in vitro LRITHREER

In vitro polymorphic transformation of flagellar filaments with mutations in a domain including
the key amino acids

Shiori Hirose', Hidetoshi Tomaru!, Yuuka Sashida', Yuka Kobayashi', Kana Horiguchi',

Mikako Tsubaki!, Fumio Hayashi?, Kenji Oosawa! (!Gunma Univ, Grad. Sch. Sci. Technol, >Gunma Univ,
Ctr. Instr. Anal)
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TAATSXTZ 1 —EZIDERME

Rheotaxis in Mycoplasma pneumoniae

Yoshiki Kabata, Daisuke Nakane, Takayuki Nishizaka (Department of Physics, Gakushuin University)
HRATLLPS HRBE T 3MELFTEDRTE

Development of a simple method to observe LLPS in cells

Chaieun Kim!, Kohki Okabe'-2, Takashi Funatsu! ('Grad. Sch. of Pharm. Sci., The Univ. of Tokyo.,
2PRESTO, JST)

(2SCP-5) Morphodynamic feature space of migrating cells

Daisuke Imoto', Nen Saito?, Satoshi Sawai'? (' Graduate School of Arts and Sciences, University of Tokyo,
2Universal Biology Institute, Graduate School of Science, University of Tokyo, >Research Center for
Complex Systems Biology, University of Tokyo)

N TV TEHEHOES E EREDRIE

Measurement of fluctuation and response of bacterial collective motion

Tatsuro Kai, Takahiro Abe, Shuichi Nakamura, Seishi Kudo, Shoichi Toyabe (Appl. Phys., Tohoku Univ.)
WILEEBID X H/ 5 IHIVETIV

Mechanochemical modelling of crawling cells

Mitsusuke Tarama!, Kenji Mori?, Ryoichi Yamamoto?? (\RIKEN BDR, 2Dep Chem Eng, Kyoto Univ, *IIS,
Univ Tokyo)

Quantitative Analysis of Signal-dependent Cell Cycle Regulation

Kyoichi Ebata, Hiroaki Imoto, Sawa Yamashiro, Mariko Okada (IPR, Osaka Univ.)
HEREADOBELHICH T 2 KEREHORRKEE & —HlafE

Bundle structure and single-cell morphology in E. coli populations during transient to a
starvation condition

Takuro Shimaya', Reiko Okura?, Yuichi Wakamoto?, Kazumasa A. Takeuchi'? ('Dept. of Phys., Univ.
Tokyo, *Dept. of Basic Sci., Univ. Tokyo, *Dept. of Phys., Tokyo Tech)

Adaptability and robustness of cell migration realized by size-dependent polarity dynamics
Akihiko Nakajima'2, Motohiko Ishida?, Satoshi Sawai>3 ('Dept. Gen. Sys. Studies, Grad. Sch. Arts & Sci.,
Univ. Tokyo, *Res. Cent. Comp. Sys. Biol., Univ. Tokyo, *Dept. Basic Sci, Grad. Sch. Arts & Sci., Univ.
Tokyo)

BRTEMEWED b FAOY —PMEREMBDY — NEROIRSZIBEVERET S

Topology of three-dimensional capillary structure determines blood vein sheet extension
behavior

Kento Iida', Hiromichi Hashimoto', Masao Odaka?, Akihiro Hattori?, Kenji Yasuda'? (! Dept. Pure &
Appl. Phys., Grad. Sch. Adv. Sci. & Eng., Waseda Univ., *Org. Univ. Res. Initiatives, Waseda Univ.)
mMEREAREO_RTEEBENICE T 2 E—HlaDESFEORE

Behavior of single vascular endothelial cells in 2D structures

Hiromichi Hashimoto', Yuki Yamanaka!, Ryuji Takano?, Kento Tida!, Masao Odaka?, Kenji Matsuura?,
Akihiro Hattori®, Kenji Yasuda'?3 (' Dept. Pure & Appl. Phys., Grad. Sch. Adv. Sci. & Eng., Waseda Univ.,
2Dept. Pure & Appl. Phys., Sch. Adv. Sci. & Eng., Waseda Univ., *Org. Univ. Res. Initiatives, Waseda
Univ.)

FRET R\ o [CheYp REZML] & [NAEE—F—OEEHRE] OREEHEA

Simultaneous measurement of flagellar motor rotation and CheYp concentration via single cell
FRET

Tatsuya Yamakoshi, Yong-Suk Che, Akihiko Ishijima, Hajime Fukuoka (Grad.Sch.Frontier.Osaka Univ.)
BEREETICHT2LA5 7 M4 MY — FOBEBERED LR

Enhanced movement of fish keratocytes cell-sheet under low osmotic conditions

Naoto Ishijima, Hitoshi Tatsumi (Human Information Systems Laboratory, Kanazawa Institute of
Technology)

A multi-omic approach to predict gene expression and metabolic functions from label-free
spectral imaging of living cells

Arno Germond, Vipin Kumar, Tomonobu M. Watanabe (RIKEN BDR)
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2Pos158 Conduction Pathway Analysis of Line-Networked Cardiomyocytes By using Multi-Electrode
Array System
Tetsuro Yoshida, Tomoyuki Kaneko (LaRC, FB, Grad. Sci.&Eng., Hosei Univ.)
2Pos159 EFHENEBEEHWABEEI R L 2P AMROMREESEE DL
Comparison of intercellular adhesion strengths of cancer cells having different malignancies
studied by atomic force microscopy
Kenta Ishibashi'2, Tomoko Okada', Chikashi Nakamura'?3, Hyonchol Kim'23 (!Biomed. Res. Inst.,
AIST, ®Grad. Sch. Eng., Tokyo Univ. Agric. Technol., *PhotoBio-OIL, AIST-Osaka Univ.)
2Pos160 Analysis of Physical Effect on Macrophage with Agarose Microchamber
Tomoyuki Irisawa, Nami Morizino, Tomohiro Saito, Tomoyuki Kaneko (LaRC, FB, Hosei Univ.)
2Pos161  BMLLEET IV E U TOERRKOE - BEFHEL Y M7 -7 0OBERS JUEREEFZMED
Eialil
Reconstruction of cardiac tissue-like cell structure and electrophysiological property evaluation
Koki Fujii, Tomoyuki Kaneko (Grad. Sch. FB LaRC, Hosei Univ.)
2Pos162 HEHEN > X T LZEAVERIHRL — ¥ —RBEICL 2. 0EEGH OBBZE(L
Beating rate change of heart tissue piece by infrared laser irradiation using Multi Electrode
Array system
Koji Emura, Tomoyuki Kaneko (LaRC, FB, Grad.Sci&Eng, Hosei Univ.)
2Pos163 =7 YRR OHMIEEED, SREE LT ZEOREBEAHOE
Beating rate change of chick embryonic cardiomyocytes heated up from low temperature
Kohei Oyama, Wei Wang, Tomoyuki Kaneko (LaRC, FB, HOSEI unv.)
2Pos164 UEEMBER DEFBRZMEICH T B U 1 AEKIFHEO S
Analysis of sensitivity for drugs depending size of cardiac tissue
Ryohei Kobayashi, Koji Emura, Tomoyuki Kaneko (LaRC,FB,Hosei Univ.)
2P0s165 /N1 KA ETHY X IO BRGSO R
Inhibition of degranulation in mast cells attached to a hydrogel through defective microtubule
tracts
Tadahide Furuno, Atsushi Shiki, Satoru Yokawa, Yoshikazu Inoh (Sch. Pharm., Aichi Gakuin Univ.)

444K - AT Biological & Artificial membrane: Structure & Property

2Pos166 BEFIRELEICL 5T 7 MEFET 7 MRS BEDHHE & £ OHF
Mechanism of the local anesthetics-induced perturbation of raft-like ordered membrane
domains
Masanao Kinoshita, Takeshi Chitose, Nobuaki Matsumori (Kyushu University)
2Pos167 Comparative study on organizations of human stratum corneum intercellular lipids collected
from various body sites
Kenta Moriwaki, Hiromitsu Nakazawa, Satoru Kato (Grad. Sch. Sci & Tech., Univ. Kwansei Gakuin)
2Pos168* EIf X &7 > x> JEkeE AV -4£E#la ED GPCR 4 FAEBEEIDRE
Determining Intramolecular Motion of GPCRs on Live Cells using Diffracted X-ray Blinking
Technique
Masaki Ishihara'-2, Shoko Fujimiura?, Kohei Ichiyanagi®*, Shunsuke Nozawa?, Shinichi Adachi?,
Ryo Fukaya?, Masahiro Kuramochi'?, Kazuhiro Mio?, Yuji Sasaki'? (\Grad Sch. of Fron. Sci., Univ. of
Tokyo, *Univ. of Tokyo - AIST OIL, *KEK, *Jichi Med. Univ)
2P0s169* ABEDHAREICEKEL U FRY — LOFBEZEL
Morphological changes of liposomes depending on density of encapsulated E. coli
Mai Hayakawa, Hazuki Terajima, Masahito Hayashi, Tomoyuki Kaneko (LaRC, FB, Hosei Univ.)
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RENTFR - 5787V 2 0 BABETHMREPEEROSRLRERICIIEEBUIEE
BREERET

Membrane potential is vital for rapid permeabilization of plasma membranes and lipid bilayers
by the antimicrobial peptide lactoferricin B

Farzana Hossain!, Md. Mizanur Moghal!, Md. Zahidul Islam', Md. Moniruzzaman',

Masahito Yamazaki'?>? (\Grad. Sch. Sci. Tech., Shizuoka Univ., *Res. Inst. Ele., Shizuoka Univ., >Grad.
Sch. Sci., Shizuoka Univ.)

HEEBBNTFR - S RAR—22 10 DE—NY 7 IVREAOBAICKHT 2EEROMEL Z
DAH=ZZX L

Effect of membrane potential on the entry of cell-penetrating peptide transportan10 into the
lumen of single vesicles and its mechanism

Md. Mizanur Moghal', Md. Zahidul Islam', Samiron Kumar Saha', Masahito Yamazaki'->? (\Grad. Sch.
Sci. Tech., Shizuoka Univ, *Res. Inst. Ele., Shizuoka Univ., >Grad. Sch. Sci., Shizuoka Univ.)

B2 2N EOSFREREREBIT R O

Understanding intramolecular dynamics of membrane proteins using X-ray based analysis
techniques

Kazuhiro Mio!, Shoko Fujimura!, Masaki Ishihara?, Muneyo Mio!, Masahiro Kuramochi?,

Hiroshi Sekiguchi®, Tai Kubo!, Yuji C. Sasaki? (\Operand OIL, AIST, *Grad. Sch. of Front. Sci., The Univ
of Tokyo, 3JASRI)

JURBBLETIF U EE—ZXOEWCHELEVWSDRALICE S UKRY — LOFEERK
Liposome morphogenesis by phospholipid, actin filament and polystyrene bead that are not
bound to each other

Ryota Kojima', Tomo Shibuya?, Yutaka Sumino?, Shunsuke Tanaka', Masahito Hayashi!,

Kingo Takiguchi' ('Department of Biological Science, Graduate School of Science, Nagoya University,
2Department of Applied Physics, Tokyo University of Science)

AN EREICKBEEBEOER D, S DFIRE

Membrane detachment from substrate induced by protein adhesion

Hiroshi Noguchi (ISSP, Univ. Tokyo)

IEAAATFH AL — MBS S GUV DHEROX DXL

Mechanism of the burst of giant unilamellar vesicles induced by epigallocatechin gallate
Yukihiro Tamba', Mika Terada!, Naoya Sugita!, Masahito Yamazaki? (\Natl Inst Tech, Suzuka Coll,
2Shizuoka Univ)

TEHEATRE-SFEANOERRMBEBERESFY 1V ZAOBEHE

Observation of fusion between baculovirus budded virus envelopes and artificial planar bilayer
lipid membrane

Azusa Oshima', Nahoko Kasai!, Hiroshi Nakashima', Kanta Tsumoto?, Koji Sumitomo® ('NTT Basic Res.
Labs., *Mie Univ., 3Univ. Hyogo)

HoL—H—BEICLD UKV — LOFEZE(L

Morphological changes of liposomes by infrared laser irradiation

Tomoyuki Kaneko, Akira Oguri, Shunsuke Shiomi, Mai Hayakawa, Masahito Hayashi (LaRC, FB, Hosei
Univ.)

RENTFR - A1 2 HPFEY 3R T7HRICHT ZRELOZR

Effect of membrane potential on antimicrobial peptide magainin 2 (mag)-induced pore formation
in lipid bilayers

Md. Mamun Or Rashid', Md. Mizanur Moghal', Moynul Hasan'!, Masahito Yamazaki'?? (\Grad. Sch.
Sci. Tech., Shizuoka Univ., *Res. Inst. Ele., Shizuoka Univ., 3Grad. Sch. Sci., Shizuoka Univ.)
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2Pos180

2P0s181

2P0s182

2Pos183

2Pos184

2Pos185

2P0s186

2Pos187

2P0s188

HAETO-TTINNEATOEVHREENTF N - b2 ZAF—422 10 EBE—BEXUKRY —
LEDHEEER

Interaction of non-fluorescent probe-labelled cell-penetrating peptide transportan 10 with single
giant unilamellar vesicles (GUVs)

Madhabi Shuma', Md. Mizanur Moghal', Masahito Yamazaki'>* ('Grad. Sch. Sci. Tech., Shizuoka Univ.,
2Res. Inst. Ele., Shizuoka Univ., 3Grad. Sch. Sci., Shizuoka Univ.)

RBIEICL ) DOPG/DOPC-GUV ICFEIE & h 5 [RER I DR

Estimation of Membrane Tension of DOPG/DOPC-GUVs Induced by Osmotic Pressure
Samiron Kumar Saha', Sayed Ul Alam Shibly!, Masahito Yamazaki'?? ('Grad. Sch. Sci. Tech., Shizuoka
Univ, ?Res. Inst. Ele., Shizuoka Univ., >Grad. Sch. Sci., Shizuoka Univ.)

EEL ) IESBERTIBEE-FFEOSEL

An antibacterial oligosaccharide makes lipid bilayer multi-layered

Ayumi Sumino'?, Tatsuya Hagiwara®, Hatsuo Yamamura® (' WPI-NanoLSI, Kanazawa Univ., 2InFiniti,
Kanazawa Univ., *Grad. Sch. Eng., Nagoya Inst. Tech.)

Leaflet-specific lipid diffusions in supported lipid bilayers

Takuhiro Otosu, Shoichi Yamaguchi (Saitama Univ.)

1291y FETHERWENG — AL ATAEBFEORR

Inkjet-printed and dried lipid membrane arrays for the biophysical studies and biosensing
applications

Yasushi Tanimoto!, Misato Yamada?, Fumio Hayashi?, Kenichi Morigaki'? (' Biosignal, Kobe Univ.,
2Grad. Sch. Agr., Univ. Kobe, 3Grad. Sch. Sci., Univ. Kobe)

Multiscale molecular dynamics simulations of F-BAR protein Pacsin1: Assembly and curvature
preference on lipid membrane

Md. Igbal Mahmood', Hiroshi Noguchi?, Kei-ichi Okazaki! (!nstitute for Molecular Science, Okazaki,
2Institute for Solid State Physics, University of Tokyo, Kashiwa, Chiba)

EEAFM ICE B NTERARDKRRFYN—E A, L& > TEIERBI Sh3EFBOBEHRE
Membrane degradation dynamics by phospholipase A, from snake venom observed by high-
speed AFM

Magoto Kamiya', Naoko Oda-Ueda?, Ayumi Sumino
Graduate School of Natural Science and Technology, Kanazawa University, 2Department of
Pharmaceutical Sciences, Sojo University, >WPI Nano Life Science Institute (WPI-NanoLSI), Kanazawa

34 (\Division of Mathematical and Physical Sciences,

University, *Institute for Frontier Science Initiative, Kanazawa University)

AR - ROTEERNIE Neuronal circuit & Information processing

J57Z2a—5)vxy N7 -7 &AW ESRERRESE

Classification of Motor Imagery Using Graph Neural Networks

Ryo Nakajima!, Hideo Mukai? ('Comp. Sci. Prog., Grad. Sch. Sci. & Tech., Meiji Univ., >Dept. Comp.
Sci., Sch. Sci. & Tech., Meiji Univ.)

EHRERRRORERRBENE =2 —F )2y T — 712K 355!

Time-Frequency and neural network analysis for classification motor imagery EEG

Azumi Ohno', Hideo Mukai'? (!Comp. Sci. Prog., Grad. Sch. Sci. & Tech., Meiji Univ., *Dept. Comp. Sci.,
Sch. Sci. & Tech., Meiji Univ.)

REEAAAZ2—F N2y NT—T7ERAVETT AORRMITEIO B E)R T

Automated detection of social behavior in mice using deep convolutional neural network

Hideo Mukai'?, Kenji Takemoto' ('Comp. Sci. Prog., Grad. Sch. Sci. & Tech., Meiji Univ., >Dept. Comp.
Sci., Sch. Sci. & Tech., Meiji Univ.)
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2P0s194*

2P0s195*

2Pos196*

2Pos197*

REZEEAV EEG ICK2EEUET « — KNy VHIIRS R T LOBEE

EEG-Based motor imagery feedback training system on VR environment

Hideo Mukai'?, Kazuki Kobayashi' (' Comp. Sci. Prog., Grad. Sch. Sci. & Tech.,Meiji Univ., *Dept.
Comp.Sci., Sch. Sci & Tech., Meiji Univ)

#RHR C.elegans DFBITE % Fl§ 2 WEEBE D> F 7 X[ B

Mechanisms of Synaptic Plasticity in a Neural Circuit that Regulates Memory Dependent
Behavior in C. elegans

Llian Mabardi, Hirofumi Kunitomo, Hirofumi Sato, Yu Toyoshima, Yuichi lino (Tokyo University School
fo Science Department of Biology)

BETARINIBEMN - THFRILEC R ML RRIVECICEBEIEY F T ZDEL non-genomic
peg kvl

Rapid non-genomic modulation of synapses by hippocampus-synthesized androgen, estrogen
and stress steroid

Suguru Kawato'-2, Mika Soma!, Mari Ogiue-Tkeda' (\Dep. Cognitive Neuroscience, Fac. Pharma-Science,
Teikyo Univ., *Dep. Urology, Grad Sch Medicine, Juntendo Univ.)

1TEh.Behavior

A leadership-based phase transition in a flocking model with activated and un-activated agents
Sulimon Sattari', Tamiki Komatusaki!, Mikito Toda?, Sky Nicholson?, Jason Green?, Udoy Basak!
('Hokkaido University, Research Institute for Electronic Science, *Nara Women's University, University of
Massachusetts, Boston)

REME : K - 2R Photobiology: Vision & Photoreception

LFF—Ie#HET2VI 0 RELAVREDEO NS D > ORLEEREES

Engineering microbial rhodopsin without retinal-binding lysine to gain photosensitive function
Yumeka Yamauchi', Masae Konno'?, Daichi Yamada'-?, Kei Yura*>, Keiichi Inoue!’, Oded Béja®,
Hideki Kandori"? (\Life Sci. Appl. Chem., Nagoya Inst. Tech., > OBTRC, Nagoya Inst. Tech., 3Grad. Sch.
Life Sci., Univ. Hyogo, *Grad. Sch. Hum. Sci., Ochanomizu Univ., >Sim. Inf. Bio., Ochanomizu Univ., °Sch.
Adv. Sci. Eng., Waseda Univ., "ISSP, Univ. Tokyo, Technion - Israel Inst. Tech.)

T(6-4)C DRI FIEH%E AL /2 (6-4) X EIRBEROEERICH T 5 DNA BEPEFOFRINFLBIE
Low-temperature FTIR study of the repair intermediates of T(6-4)C/photolyase using isotope
labeling

Katsuya Maeda', Mai Kumagai', Daichi Yamada?, Yuma Terai®, Junpei Yamamoto?, Hideki Kandori!
('Nagoya Inst. Tech, >Univ. Hyogo., *Osaka Univ.)

PRAVAFAANAOQRT Y (SYyHR) D7 ZF VHEICH T 5 EEMT I / BOREERIRE
Functional roles of basic amino acids on the anion transport in Synechocystis halorhodopsin
(SyHR)

Masaki Nakama', Keiichi Kojima', Marie Kurihara', Susumu Yoshizawa?, Yuki Sudo! ('Grad. Sch. of
Med. Dent.& Pharm. Sci. Okayama Univ., >AORI, UTokyo)

Molecular characterization of heliorhodopsin from marine giant virus light-dependently infecting
to Emiliania huxleyi

Ritsu Mizutori', Masae Konno'?, Keiichi Inoue'?, Oded Beja*, Hideki Kandori'? (Grad. Sch. Eng., NIT,
20BTRC, NIT, *ISSP, Univ. Tokyo, *Technion-Israel Inst. Tech.)

PRENFEHICL 3 EREFRZURDE ORI HREFER

Photochemical reactions of a primate blue-sensitive pigment by spectroscopic study

Shunpei Hanai!, Kota Katayama', Takuma Sasaki!, Hiroo Imai?, Hideki Kandori! ('Nagoya Institute of
Technology, *Primate Research Institute, Kyoto University)

-S142 -



2P0s198

2Pos199

2P0s200

2Po0s201

2P0s202

2P0s203
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2P0s205
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(2SFA-6) BEMRIO R 72 VICBE S HBEEY —IVDOBRE LK

(2SFA-6) Exploration and development of microbial rhodopsin-based optogenetic tools
Keiichi Kojima, Yuki Sudo (Grad. Sch. of Med. Dent. Pharm. Sci., Okayama Univ.)
ORTY29FR8—EICBIB I RTF 21— OFBIEOERE AFM 15

High-speed AFM observation of the dynamic process of transducin on rhodopsin cluster
Kazuhiko Hoshikaya!, Yasushi Tanimoto?, Hayato Yamashita', Kenichi Morigaki>?, Fumio Hayashi*,
Masayuki Abe! (Graduate School of Engineering Science, Osaka University, *Biosignal research center,
Kobe University, 3Graduate School of Agricultural Science, Kobe University, *Graduate School of Science,
Kobe University)

WERAHRNMASEETCORE-AZES N ERFETEROBEET IV

A mathematical model of pattern formation of lipid-photoreceptor proteins on disk membranes
of retinal cells

Yukito Kaneshige!, Yasushi Tanimoto?, Hiraku Nishimori', Kenichi Morigaki?, Fumio Hayashi?,
Akinori Awazu' ('Dept. of Math. & Sci. Hiroshima Univ., *Dept. of Agri. Kobe Univ., >Dept. of Sci. Kobe
Univ.)

B&F v 2JVORT Y > Ts_Rh3 OEREERZMENR

Electrophysiological analysis of a novel channelrhodopsin Ts_Rh3

Rintaro Tashiro', Kumari Sushmita?, Suneel Kateriya?, Hideki Kandori!, Satoshi Tsunoda'?® (\Nagoya
Institute of Technology, >Jawaharlal Nehru University, >JST PRESTO)

DBEOR TS 2 7L AF L EEHERMRARBEINALERICES S
Phosphorylated-rhodopsin/arrestin complex assembles to disc incisures

Fumio Hayashi!, Fuko Kueda?, Kenichi Morigaki®?, Keiji Seno* ('Kobe Univ, Sci, Biology, *Kobe Univ,
Agri, 3Kobe Univ, Biosignal, *Hamamatsu Univ Sch Med)

FRIVKRy 7 ZORBEERISICH (T 2 HEEEBHDREKEN

Light intensity dependence of adaptive photo-response of Volvox

Yukariko Komasaka, Yoshihiro Murayama (Department of Applied Physics, Tokyo University of
Agriculture and Technology)

HIBES T AREE MD+ QMMM B HEZR WY 7/ NI F U OLREEOBE 7’0 b AEER
FLDEE

Identification of the Deprotonated Pyrrole Nitrogen of the Bilin-Based Photoreceptor by Raman
Spectroscopy with MD+QM/MM Analysis

Risako Miyoshi', Shinsuke Osoegawa', Kouhei Watanabe!, Yuu Hirose?, Tomotsumi Fujisawa!,
Masahiko Ikeuchi?®, Masashi Unno' ('Dept. Chem. & Appl. Chem., Saga Univ., *Dept. of Appl. Chem. &
Life Sci., Toyohasi Univ. of Tech., *Dept. Life Sci. (Biology), Univ. of Tokyo,)

EUNIVS CERBS 7/ N7 7 UF 7 O0L0&RE BEaLTEEE COBEZE{LORE
Detection of structural change during far-red/orange reversible photoconversion of biliverdin-
binding cyanobacteriaochrome

Yuka Takeda, Keiji Fushimi, Rei Narikawa (Grad. Sch. Sci., Univ. Shizuoka)
FHPRBCL>THS P I - LEBREPELON T OBES1F I 7 ADEL
Different structural dynamics between cone pigments and rhodopsin revealed by FTIR
spectroscopy

Takuma Sasaki', Kota Katayama', Hiroo Imai?, Hideki Kandori' ('Grad. Sch. Eng., Nagoya Inst. Tech.,
2Primate Res. Inst., Kyoto Univ.)

An Anion Channelrhodopsin with a Naturally Super-Slow Photocycle

Takahiro Kitahara?, Hina Kurane?, Chihiro Kikuchi?, Tomoyasu Aizawa'-#, Takashi Kikukawal*,
Makoto Demura'#, Takashi Tsukamoto'* ('Fac. Adv. Life Sci., Hokkaido Univ., >Grad. Sch. Life Sci.,
Hokkaido Univ., 3Sch. Sci., Hokkaido Univ., *GSS, GI-CoRE, Hokkaido Univ.)
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2Po0s211

2P0s212

2P0s213

2Pos214

2Po0s215

2P0s216

2Pos217

FHAPHEICLVES hEL > BREORNT D > OBENER

Structural features of enzyme rhodopsins revealed by infrared spectroscopy

Masahito Watari', Tatsuya Ikuta?, Haon Hutamata?, Daichi Yamada', Wataru Shihoya?, Kazuho Yoshida!,
Yuji Hurutani!, Satoshi Tsunoda!-3, Osamu Nureki?, Hideki Kandori! ('Life Sci. Appl. Chem., Nagoya Inst.
Tech., *Grad. Sch. Sci., Univ. Tokyo., >PREST, JST)

Mastigocladopsis repens halorhodopsin @ CI-R > 75&MICH 1T % His166 DEE
Importance of His166 for Cl-pump activity of Mastigocladopsis repens halorhodopsin
Kento Iwama!, Yumi Watanabe', Takashi Tsukamoto'->?, Tomoyasu Aizawa'->3, Makoto Demura
Takashi Kikukawa!?? (\Grad. Sch. Life Sci., Hokkaido Univ., *Fac. Adv. Life Sci., Hokkaido Univ., 3GSS,
GI-CoRE, Hokkaido Univ.)

BES#E 7 — U IEBFHADIEICE D KR2DF MU I LABKPU F7 LA F CEEDDFHE
ik

Time-resolved FTIR spectroscopy for studying molecular mechanisms of sodium and lithium ion
transportation of Krokinobacter rhodopsin 2

Sahoko Tomida', Hideki Kandori', Yuji Furutani'? ('Nagoya Inst. Tech., *Inst. Mol. Sci.)

Rc-PYP D EFREFEHRICH T 5 K72 D&RE

Functional role of a residue K72 of Rc-PYP in light dependent oligomeric complex formation
process

Yoichi Yamazaki', Natsuki Oka', Yugo Hayashi', Hironari Kamikubo!? ('Div. Mat. Sci. NAIST,
2IMSS,KEK)

1,23
>

FEME : FARPhotobiology: Photosynthesis

FTIR study on the localization of the excited triplet state of chlorophyll in photosystem Il

Taichi Hayase!, Yuichiro Shimada', Ryo Nagao'?, Takumi Noguchi! (!Grad. Sch. Sci., Nagoya Univ.,
2RIIS, Okayama Univ.)

#&  # 7 #E Chlorobaculum tepidum 7 5 D RS OREFERDK R

Improved preparation of the reaction center complex from the green sulfur bacterium
Chlorobaculum tepidum

Koki Wada', Chihiro Azai?, Tetsuko Nakaniwa?, Genji Kurisu®, Hirozo Oh-oka' (‘Grad. Sch. Sci., Osaka
Univ., ?Coll. Life Sci., Ritsumeikan Univ., *Inst. Protein Res., Osaka Univ.)

Carotenoid glycoside quenches bacteriochlorophyll a fluorescence in the photosynthetic
reaction center complex of green sulfur bacteria

Chihiro Azai', Jiro Harada?, Takumi Inoue', Shogo Fujimoto?, Shinji Masuda*, Daisuke Kosumi®® (!Col.
Life Sci., Ritsumeikan Univ., *Dept. Med. Biochem., Kurume Univ. Sch. Med., 3Grad. Sch. Sci. & Tech.,
Kumamoto Univ., *Cent. Biol. Res. & Info., Tokyo Inst. Tech., IPPS, Kumamoto Univ.)

Isolation of the Rieske/cytochrome b complex from green sulfur bacteria and interaction of the
Rieske protein with cytochrome ¢-556

Hiraku Kishimoto', Takahiro Nagaoka!, Chihiro Azai?, Risa Mutoh?, Hideaki Tanaka*, Yohei Miyanoiri®,
Genji Kurisu*, Hirozou Oh-oka' (!Grad. Sch. Sci., Osaka Univ., *Col. Life Sci. Ritsumeikan Univ., *Fac.
Sci., Fukuoka Univ., *Inst. Protein Res., Osaka Univ.)

Spectroscopic characterization of a bacteriochlorophyll b-based LH1-RC complexes from
thermophilic purple bacterium Blactochloris tepida

Yukihiro Kimura!, Ryuta Seto', Tomoaki Kawakami?, Rikako Kishi!, Michie Imanishi',

Shinichi Takaichi®, Shinji Takenaka!, Michael T. Madigan*, Seiu Otomo? (Grad. Sch. Agri. Sci., Kobe
Univ., *Ibaraki Univ., *Tolyo Univ. of Agri., *Southern Illinois Univ.)

KBZMT T IVEED U 5 —+t 0aPAC DiEMHIHERAIDEE

Identification of the activity-regulating site in the photoactivated adenylate cyclase (OaPAC)
Minako Hirano', Tomoya Ishido?, Masumi Takebe?, Toru Ide?, Shigeru Matsunaga® (!Grad. Sch. Creation
Photon Indust., *Okayama Univ., 3Hamamatsu Photonics K.K.)
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2Pos219

2P0s220

2P0s221

2P0s222

2P0s223

2P0s224

2P0s225

2P0s226

2P0s227

2P0s228

Light-dependent structural states of OaPAC

Tomoya Ishido', Toru Ide!, Minako Hirano? (' Okayama University, >*GPI)

AA4T1ARTIoOLUQ RS vy FHEAVAOR TS L OREFEICRIFTE

Effects of the L/Q switch on color tuning of heliorhodopsin

Yuta Nakajima, Hideki Kandori (Grad. Sch. Eng., NIT)

JUTNERROAF AL F v 2IVORTY 2 Gt CCRANDFA T M 12714 7A@ -ERE
HEFHHR

Study of cation channelrhodopsin Gt_CCR4 from cryptophyte for optogenetics

Shunta Shigemura!, Shoko Hososhima', Hideki Kandori!, Satoshi Tsunoda'? (Grad. Sch. Eng., NIT, 2JST
PRESTO)

FFRS L —F—DOHEREEMRROAN D T LBES LVEELADTE

The influence of mid-infrared laser on Ca2+ concentration and membrane potential of neuron-
like cells

Yoshiyuki Shimizu, Toyohiko Yamauchi, Tatsuo Dougakiuchi, Gen Takebe (Hamamatsu Photonics K.K.)
PR RBHICEIMBEOTRN—2 XD TFHIVGEE

Induction of intracellular apoptotic cell signaling by mid-infrared laser exposure

Gen Takebe, Yoshiyuki Shimizu, Toyohiko Yamauchi, Tatsuo Dougakiuchi (Hamamatsu Photonics K.K.
Central Research Laboratory)

A ZFIXNX—-2RETIABEARE IO RTORT Y O OEREEENR & XEERE
~DICHA

Electrophysiological study and optogenetics application of inward-directed proton-pumping
rhodopsin, NsXeR

Satoshi Tsunoda'?, Shoko Hososhima', Hideki Kandori' ('Nagoya Institue of Technology, >JST PRESTO)
Photo-regulate small GTPase Ras using photochromic peptide inhibitor

Nobuyuki Nishibe!, Kenichi Taii!, Toshio Nagashima?, Toshio Yamazaki?, Kazunori Kondoh!,

Shinsaku Maruta! ('Depertment of Bioinformatics, Soka University Graduate School of Engineering,
Hachioji, Japan, *Center for Life Science Technologies, RIKEN, Yokohama, Japan)

WEHEESY : JEMEEFR Radiobiology & Active oxygen

TUARTFNAEEDOL Ry VI RRT 2wl

Redox potential of copper-binding prion peptide

Shuhei Murakami, Wakako Hiraoka (Grad.Sch.of Sci.& Tech.,Meiji Univ)

EERFET TO X #RFEF DSB DIEERh=E

Rejoining efficiency of X-ray-induced DSBs in hypoxia

Ryoichi Hirayama, Akiko Uzawa, Yoshiya Furusawa, Sumitaka Hasegawa (NIRS, QST)
ERERHRICEESNHBROESREICH TS ATM 24 L AHIREOKSHRCEEEMH
Importance of ATM-mediated cytoplasmic radiation response in determining the fate of cells
exposed to low-dose radiation

Munetoshi Maeda', Hideki Matsumoto?, Masanori Tomita® (' Proton Medic. Res. Div., R&D Dept., WERC,
2Dept. Exp. Radiol. Health Phys., Sch. Med. Sci., Univ. Fukui, *Radiat. Safety Res. Center, NTRL, CRIEPI)
BRER L ZDF[ZR ¢ HeLa #il2 X b 32 N U 7 EFEERDKEEHEE

Oxidative stress-induced enhancement of mitochondrial electron transport chain in HelLa cells
Wakako Hiraoka, Shuhei Murakami (Department of Physics, Meiji University)
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£ DIIE - ¥k Origin of life & Evolution

DNA % BRHVICEV A A FZiRY 1 s

Aqueous polymer solutions create stable cell-sized sphere entrapping DNA: A novel scenario of
de novo cell

Fumika Fujita', Hiroki Sakuta!, Kanta Tsumoto?, Takahiro Kenmotsu', Kenichi Yoshikawa! (! Facul. Life
Med. Sci., Doshisha Univ., 2Facul. Eng., Mie Univ.)
BEFEREROBAENIARFTELROBES LT EOT / LANDOELERBEANDITH
Construction of a Genetic Tool for Tuning Gene-Inactivating Mutations and its Application to
Experimental Evolution of Genome Reduction

Yuki Kanai!, Saburo Tsuru?, Chikara Furusawa?? (!\Grad. Sch. Sci., Univ. Tokyo, >UBI, Univ. Tokyo,
3BDR, RIKEN)

Membraneless Polyester Microdroplets as Primordial Compartments at the Origins of Life

Tony Z Jia', Kuhan Chandru!, Yayoi Hongo', Rehana Afrin', Tomohiro Usui!, Kunihiro Myojo?,
Po-Hsiang Wang!, H. James Cleaves! (\Earth-Life Science Institute, Tokyo Institute of Technology, *Tokyo
Institute of Technology Department of Earth and Planetary Science)

BHREAFEEBELAEND VIVOBECEE

Reproduction of Vesicles coupled with Template Polymerization

Minoru Kurisu', Harutaka Aoki!, Takehiro Jimbo!, Yuka Sakuma!, Masayuki Imai', Sandra Luginbuhl?,
Peter Walde? ('Grad. Sch. Sci., Univ. Tohoku, *dep. Material, ETH)

Laboratory evolution of Escherichia coli reveals constrained evolutionary states for antibiotic
resistance

Junichiro Iwasawa', Tomoya Maeda?, Takaaki Horinouchi?, Chikara Furusawa'- (' Dept. of Physics,
Univ. of Tokyo, >RIKEN BDR, 3UBI, Univ. of Tokyo)

Fitness landscape of antibiotic-resistance evolution

Masayoshi Hiranaka', Nen Saito?, Chikara Furusawa®3 ('Grad. Sch. Sci., Univ. Tokyo, *UBI, Univ. Tokyo,
3BDR, RIKEN)

Relationship between fluctuation of single-enzyme activity and evolvability

Hiroshi Ueno!, Morito Sakuma', Yoshihiro Minagawa!, Kazuhito Tabata!, Kentaro Miyazaki®?,

Hiroyuki Noji' (\Dept. Appl. Chem., Grad. Sch. Eng., Univ. Tokyo, 2AIST, 3Grad. Sch. Front. Sci., Univ.
Tokyo)

&7 LEYFE Genome biology

BEETNESATA A0 77— 25 AV S REBEBRNBEDBT

Analysis of fission yeast interphase intranuclear structure by mathematical model and live
imaging data

Yuki Takayama', Hisamichi Senda?, Koki Ito?, Hiraku Nishimori®, Masaru Ueno?, Akinori Awazu?
('Grad. Sch. Sci., Univ. Hiroshima, >Grad. Sch. Advanced Sciences of Matter, Univ. Hiroshima, >*Grad. Sch.
Integrated Sciences for Life, Univ. Hiroshima)

Dynamical chromatin organization during transcription

Ashwin 8. Selvarajan', Kayo Hibino?, Yuji Itoh?, Kazuhiro Maeshima'-2, Masaki Sasai? (' Dept of Applied
Physics, Nagoya University, Nagoya, Japan, *Structural Biology Center, National Institute of Genetics,
Mishima, Shizuoka, Japan)
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2P0s238

2P0s239

2P0s240

2Po0s241

2P0s242

2P0s243*

2Pos244*

2Pos245*

2P0s246

2Pos247

£ 15 F1F  Bioinformatics

BRFEEE A2 2 N7 EEAECS DOBER U HREE DRI

Analysis of structural and functional propensities for subsequences of proteins by using
machine learning

Ryohei Kondo', Kota Kasahara?, Takuya Takahashi® (Grad. Sch. Life Sci., Ritsumeikan Univ., >Coll. Life
Sci., Ritsumeikan Univ.)

GPCR — G # N7 EDHFABRREICELIBURAES L VHEE G 2 NIV EFANDIEA
Determination of key regions relating GPCR-Gprotein coupling selectivity and their application
for predicting coupling G-protein kinds

Mayu Kawamura!, Risako Kasado', Tomomi Manaka!, Ryuuji Shinozaki'-2, Masami Ikeda®,

Makiko Suwa'? ('doyamagakuin Univ. College of Sci. and Eng., *>Aoyamagakuin Univ. Grad. School. Sci.
and Eng., 3AIST AIRC)

FTIRTHA L DHBR B UERE T +—IVNORE

Exploration of novel alpha-beta protein folds by de novo design

Shintaro Minami', Rie Koga', George Chikenji2, Toshihiko Sugiki®, Naohiro Kobayashi*,

Nobuyasu Koga! (\NINS, ExCELLS, >Grad. Shc. of Eng., Nagoya Univ., *Inst. for Prot. Res., Osaka Univ.,
4RIKEN, RSC)

FoB TRy X2 TICE&D 2 N EOHEEEREORENR

Analysis of protein interaction surfaces using ensemble rigid-body docking process

Nobuyuki Uchikoga', Yuri Matsuzaki? (' Dept. of Network Design, Sch. of Interdiscip. Math. Sci., Meiji
Univ., 2ToTAL, TITech)

BEEETF Med26 IC5 T 2 RAEMEQERME A H = X LOFFEHFMIRE

Molecular dynamics study for elucidation of recognition mechanism of intrinsically disordered
proteins by transcription factor Med26

Satoshi Goto', Takuya Takahashi?, Kouta Kasahara® ('Coll Life Sci., Ritsumeikan Univ, *Prof.

Univ.Ritsumei, 3Ass.Prof. Univ.Ritsumei)

HBEBEE M Mathematical biology

(2SCP-6) LB X A/ r I HIVENREEDEIE

(2SCP-6) System identification of mechano-chemical epithelial sheet dynamics

Yoshifumi Asakura!, Yohei Kondo?, Kazuhiro Aoki?, Naoki Honda! (Grad. Sch. Biostudies, Univ. Kyoto,
2Div. Quantitative Biol. ExCELLS, NIBB.)

RO —EICET 2 ERNBEEET L OBE

A comprehensive model of heterogeneous cell cycle responses

Hiroaki Imoto, Kyouichi Ebata, Shigeyuki Magi, Suxiang Zhang, Mariko Okada (IPR, Osaka Univ.)
EMEER A OERM & ZORBITENOFS

Magnetotaxis of Physarum plasmodium and its contribution to exploration

Michinori Muro, Hiroshi Sato, Tomohiro Shirakawa (Nat! Def Acad Japan)

(2SHP-5) #ilaRD 1 > AU P HEEREATF- (IGF-1) > JFIVIZIREIT 3

(2SHP-5) Cellular insulin-like growth factor-I (IGF-I) signal can be oscillated

Masato Masuda, Fumihiko Hakuno, Shin-Ichiro Takahashi (Dep. App. Ani. Sci., Grad. Sch. Agr. Lif. Sci.,
The Univ. Tokyo)

BOID IZ5(1 35 4 DJIL—Jb : ffAEADZB L —ERHBEEIC—EDHEETIDN S

The fourth rule of BOID: attention to the other individuals is lost with fixed probability every fixed
time

Tomohiro Shirakawa, Hiroshi Sato, Takuya Matsuo (Natl. Def. Acad. Japan)
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2Pos248 An Information-theoretic approach toward identifying the leader(s) and aggregation place in
Dictyostelium Discoideum colony
Udoy Sankar Basak!, Sulimon Sattari!, Kazuki Horikawa?, Tamiki Komatsuzaki' (\Hokkaido University,
2Tokushima University)
2P0s249 AR EEEADERH 7T O—F
Theoretical approach to evolution of intracellular symbiosis
Sakura Aoki, Kunihiko Kaneko (7he University of Tokyo Graduate School of Arts and Scienses)
2P0s250 Asymptotic expansion of a stochastic FitzHugh-Nagumo model
Takanobu Yamanobe (Sch. Med., Hokkaido Univ.)

JEF# - $&4E U X L Nonequilibrium state & Biological rhythm

2P0s251 FEM %o 7 C. elegans DEFES)
Collective motion of optically susceptible C. elegans
Ken Nagai!, Hiroshi Ito?, Takuma Sugi® (\JAIST, 2Kyushu Univ., 3Shiga Univ. Med. Sci.)
2P0s252 WiItwIERWETL—U v EEBOMRE (1)
Studies of Frohlich condensation using reverse micelles. |
Hiroshi Murakami (QST)
2P0s253 ML =¥ FDEEHEFEREE L. BET28ENFOEAESH 2RTHETTIVOHE
Estimation of mathematical model representing collective motion of rotating self-propelled
particle
Tadashi Sakaguchi', Kazuhiro Oiwa?, Hitoshi Sakakibara?, Ken Nagai' (\JAIST, 2NICT)
2Pos254 HEHEBIC & DHEEN ./ 1 XDOEE
A role of stochastic noise in ligand discrimination
Masashi K. Kajita, Kazuyuki Aihara, Tetsuya J. Kobayashi (/IS, University of Tokyo)
2P0s255 Theoretical model of dynamics of epithelial tissue with cellular chirality
Takaki Yamamoto!, Tetsuya Hiraiwa?, Tatsuo Shibata! ('RIKEN BDR, 2Mechanobiology Institute,
National University of Singapore)

£til,“Measurements

2Pos256* HilARBRESIEEDFICKET S
Intracellular temperature field depends on polymers
Masaharu Takarada', Kohki Okabe'-2, Takashi Funatsu! (!Grad. Sch. of Pharm. Sci., The Univ of Tokyo,
2PRESTO, JST)

2P0s257* A X 7IVI YAV ASHRMBTICET 2. $RTT T FIVEHRIEMTORS
Multi-Dimensional (MD) digital assay for analysis of influenza virus heterogeneity
Shingo Honda!, Yoshihiro Minagawa?, Kazuhito V. Tabata?, Hiroyuki Noji? (' Dept. Bioeng., Grad. Sch.
Eng., Univ. Tokyo, *Dept. Appl. Chem., Grad. Sch. Eng., Univ. Tokyo)

2P0s258* Development of a method for quantitative profiling of microRNAs in single exosomes
Cinya Chung, Ryo lizuka, Takashi Funatsu (Grad. Sch. of Pharm. Sci., The Univ. of Tokyo)

2P0s259* K7 7 A N—ERAVEEXBESKEDRELEI IV Y — LHERADICH
Development of optical fiber based fluorescence correlation spectroscopy and application to
exosome study
Misato Osaka!, Johtaro Yamamoto??, Masataka Kinjo® ('Grad. Sch. of Life Sci., Hokkaido Univ., >Biomed.
Res. Inst., AIST., 3Fac. of Adv. Life Sci., Hokkaido Univ.)

2Pos260* HRENEBEEXHICESTHQFNDRAY ) —Z2 THEORE
Development of a method to screen molecules related to intracellular temperature variation
Takashi Mitsubori', Kohki Okabe'-2, Fumi Kano?, Takashi Funatsu' ('Grad. Sch. of Pharm. Sci., The
Univ. of Tokyo, >2PRESTO, JST, *IIR, Tokyo Inst. of Tech.)
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2P0s261

2P0s262

2P0s263

2Pos264*

2P0s265*

2P0s266*

2P0s267*

2P0s268

2P0s269

2Po0s270

Optical tweezers with red laser for new applications

Tomohiro Masuda, Wataru Nakashima, Kazuki Nakajima, Shin Yamaguchi, Takashi Sagawa,

Yuichi Inoue (SIGMAKOKI CO., LTD.)

FOHBRREREICE 2 HFav B LU I U RNEOARBEHRE

Orientation-sensitive molecular imaging of keratin proteins of goose and penguin feathers by an
IR super-resolution micro-spectroscopy

Hirona Takahashi, Koki Kimura, Maketo Sakai (Faculty of Science, Okayama University of Science)
3705 IV OREEFHEDRIE

Viscoelastic measurement of a biopolymer microgel by microcapillary aspiration

Atsushi Sakai'-2, Yoshihiro Murayama!, Miho Yanagisawa? (! Tokyo Univ. of Agri. & Technol., >Komaba
Inst. Sci., The Univ. Tokyo.)

N F A *— 2% /Bioimaging

BEA A GEEMECLIREEROYTYES T

Mapping of surface charge by high speed ion conductance microscopy

Shusei Kaihatsu!, Kazuki Shigyo?, Toshio Ando?, Shinji Watanabe? (!Grad. Sch. Math. & Phys.,
Kanazawa Univ., 2WPI-NanoLSI, Kanazawa Univ.)

YZEaL—F—(FEEEAFM X2 ¥ ¥ F—DHE

Improvement of high-speed AFM scanner with manipulator

Jun Takano', Shun Aoki?, Kazuki Shigyo?, Shinji Watanabe?, Toshio Ando**, Noriyuki Kodera®* (Grad.
Sch. Math. & Phys., Kanazawa Univ., 2Sch. Math. & Phys., Kanazawa Univ., >WPI-NanoLSI, Kanazawa
Univ., *CREST, JST)

AONYEAVIAY—BHA A= 27  EHRARTEENICAYS— 44 U Iv—DFHRHRE
KM T

Protein Oligomer Imaging: towards Visualization of Spatially Heterogeneous Oligomer
Distribution in Living Cell

Ryosuke Fukushima!, Johtaro Yamamoto®?, Masataka Kinjo? ('Grad. Sch. of Life Sci., Hokkaido Univ.,
2Fac. of Adv. Life Sci., Hokkaido Univ., *Biomed. Res. Inst., AIST)

A ratiometric bioluminescent indicator for water hardness in living specimen

Md Nadim Hossain'?, Ryuichi Ishida?, Mitsuru Hattori'-2, Tomoki Matsuda'?, Takeharu Nagai'~
('Graduate School of Engineering, Osaka University, *ISIR, Osaka University)

(2SHP-4) XREEEE FIAME ASEM IC & 3 BHABBBEDOKPRETIEELE cryo-TEM B
(2SHP-4) Observation of unstained bone tissues and immuno-EM in liquid by ASEM and cryo-
TEM

Chikara Sato', Shinya Sugimoto?, Yuri Hatano!, Mari Sato', Eiko Sakai® ('Biomedical Res. Inst., AIST,
2Dept. Bacteriol., The Jikei Univ. Sch. Med., > Dental Pharmacology, Nagasaki Univ.)

(2SEA-5) G1 HiEF B AIC B (T 2 RE A O XFELX REF A X =2 > J

(2SEA-5) Distribution of nucleic acids in yeast nucleus of G1 phase visualized by X-ray
diffraction imaging using X-ray free electron laser

Masayoshi Nakasako'?, Takahiro Yamamoto'?, Amane Kobayashi'-2, Mao Oide!*?, Koji Okajima'??,
Yuki Takayama'-23, Tomotaka Oroguchi'2, Masaki Yamamoto? ('Keio University, 2RIKEN, 3University of
Hyogo Prefecture)

FILIVITIFRICE T BHRAER | D FEABEEAOEE AFM (& 24T

HS-AFM imaging and analyses of intermolecular interaction of photosystem Il in grana
membrane from spinach

Daisuke Yamamoto (Fuc. Sci. Fukuoka Univ.)
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2P0s271 RBHTH /N EHREEAE - MREEFET 2 BEAEBREHIE S > N EOHE
Monomeric green fluorescent protein based photosensitizer for photo-inducible protein
inactivation and cell death
Tomoki Matsuda', Yemima Dani Riani!, Kiwamu Takemoto?, Takeharu Nagai' ('ISIR, Osaka Univ.,
2Grad Sch. of Med., Yokohama City Univ.)

2P0s272 RNAFRUAS—HIICLUFHEhd/OXF L 414F I
Chromatin dynamics regulated by RNA polymerase I
Yuji Itoh, Michael Babokhov, Kayo Hibino, Kazuhiro Maeshima (N/G)

2P0s273 BFBEMBENETZ7 71 G NDBET 1 v T 1> T
Fitting atomic structure to Electron Microscopy Tomography
Yuki Mori, Suguru Kato, Toru Niina, Shoji Takada (Kyoto University)

2Pos274 EBELRT T« TRRXA v F 2 JENIS /39 E Kohinoor 2.0 DEIF
Development of a highly-bright positively reversibly photoswitchable fluorescent protein
Kohinoor 2.0 for super-resolution microscopy
Tetsuichi Wazawa', Shusaku Uto', Kazunori Sugiura', Shunsuke Maeda?, Katsumasa Fujita?,
Takashi Washio!, Takeharu Nagai' (\ISIR, Osaka Univ, >Grad Sch of Engin, Osaka Univ)

2P0s275 VI AREZ VI F/HFERVWEERVYINF AT —EF1PFFAA-T 2T
Multi-color and high-speed imaging of single biomolecules with plasmonic nanoparticles
Jun Ando'?, Akihiko Nakamura'-?, Mayuko Yamamoto!, Ryota Iino'? ("IMS, NINS, 2SOKENDAI)

2P0s276 Characterizing the spatio-temporal heterogeneity on biomolecular concentration, mobility and
local environment in live cells
Sho Oasa!, Aleksandar J. Krmpot'-2, Stanko N. Nikolic'-2, Lars Terenius!, Rudolf Rigler!?,
Vladana Vukojevic! (\Dept. of Clin. Neurosci., Center for Mol. Med., Karolinska Inst., *Inst. of Physics,
Univ. of Belgrade, *Dept. of Med. Biochem. and Biophys., Karolinska Inst.)

2Pos277 Mapping of mechanical property on live cell surface by scanning ion conductance microscope
Satoko Kitazawa!, Linhao Sun?, Ayako Housaka?, Takahiro Watanabe-Nakayama?, Hiroki Konno?,
Mikihiro Shibata?, Shinji Watanabe? ('Grad. Sch. Math. &Phys., Kanazawa Univ., >WPI-NanoLSlI,
Kanazawa Univ.)

2P0s278 TEEHIATP 1 X —2 > J & AU - DO RBHARE O 22 A AERI D 4T
Spatial correlation of metabolic states in mammalian cells revealed by quantitative single-cell
ATP imaging
Hideyuki Yaginuma'?, Yasushi Okada'? ('BDR, Riken, >Grad. Sch. of Eng., Univ. of Tokyo, >Grad. Sch.
of Sci., Univ. of Tokyo)

2P0s279 B E—7 « > J UI-HRIC K 2R SBEE DRV 3 RTEKONE
Feature based local morphing improved interpolation of 3D stack images at low depth resolution
Yutaka Ueno', Takashi Kawasaki?, Totai Mitsuyama' ('4IST Tokyo, 2AIST Kansai)

2P0s280 AV — b7 # REABEMBEICLD 18I X227
Smartphone based chemiluminescence microscope for single cell imaging
Mitsuru Hattori', Sumito Shirane?, Kuniaki Nagayama?, Takeharu Nagai' ('ISIR, Osaka Univ., *Life is
small. Company)

2Pos281 B BROETAREIC S (T D MG/ A 7 + b RROERE KA
Continuous imaging of biophoton emission of lepidopterous insects during
Shoko Usui', Mika Tada?, Masaki Kobayashi' ('Grad. Sch. Elec., Tohtech, *Center for General Education.,
Tohtech)

2P0s282 Construction of a millisecond structured illumination microscope and its application to ultrafast
super-resolution live cell imaging
Shinji Kajimoto', Tomu Suzuki', Narufumi Kitamura?, Mayumi Takano?, Naoko Furusawa?,
Yasushi Nakano?, Kohsuke Gonda?, Takakazu Nakabayashi' ('Grad. Sch. Pharm. Sci., Tohoku Univ.,
2Grad. Sch. Med., Tohoku Univ., *Konica Minolta Inc.)
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2Po0s283*

2P0s284*

2Pos285*

2P0s286

2P0s287

2Pos288

3Pos001

N FI > =T > % /Bioengineering

DNA Z AW =REBHEROTAT Z LICL 2N 1 KOS IVRIZE T2/ 2 — Tk
Programmable reaction-diffusion system using synthetic DNA for pattern formation in hydrogel
medium

Keita Abe, Ibuki Kawamata, Shin-ichiro Nomura M., Satoshi Murata (I Department of Robotics, Graduate
School of Engineering, Tohoku University, Japan)

Y47OFOy Ly hERAWVWE G ZCNVERBRSBUNTFR7IZZI MRREDT 4
EUF1 R8T«

Feasibility study of the method to obtain peptide agonists for G protein-coupled receptors using
water-in-oil microdroplets

Anna Matsueda', Takashi Sakurai'!, Ryo lizuka', Yasuyuki Nakamura®3, Jun Ishi??, Akihiro Kondo??,
Dong Hyun Yoon®, Tetsushi Sekiguchi®, Syuichi Syoji*, Soichiro Tsuda®, Takashi Funatsu! ('Grad. Sch. of
Pharm. Sci., The Univ. of Tokyo, *Eng. Biol. Res. Cent., Kobe Univ., >Grad. Sch. of Sci., Technol. and
Innov., Kobe Univ., *Dept. of Nanosci. and Nanoeng., Waseda Univ., *Res. Org. for Nano & Life Innov.,
Waseda Univ., °On-chip Biotechnol. Co., Ltd.)

B TFAMBREEREYORBOLODRBOEREEFNALAEX VY -2V T
Deformability-based microfluidic droplet screening to obtain microbes producing
macromolecule-degrading enzymes

Mikihisa Muta!, Kai Saito', Ryo lizuka', Wataru Kawakubo?, Dong Hyun Yoon?, Tetsushi Sekiguchi,
Shuichi Shoji®, Mei Ito*, Yuji Hatada*, Takashi Funatsu! ('Grad. Sch. of Pharm. Sci., The Univ. of Tokyo,
2Dept. of Nanosci. and Nanoeng., Waseda Univ., *Res. Org. for Nano & Life Innov., *Dept. of Life Sci. and
Green Chem., Saitama Inst. of Technol.)

By TRRBNEBORE L 1 IRER S FEHAANDEA

Development of cup-shaped microelectrode and its application for detection of expressed
biomolecules in single cell level

Airi Kuriyama'-2, Tomoyuki Kamata!, Dai Kato!, Naoshi Kojima!, Shohei Yamamura?, Hyonchol Kim'->*
('Biomed. Res. Inst., AIST, *Grad. Sch. Eng., Tokyo Univ. Agric. Technol., >Health Res. Inst., AIST,
4PhotoBio-OIL, AIST-Osaka Univ.)

KBERICHKEFL ZOHBRAEDRERICE AR

Sunlight independent plant cell photosynthesis by self-contained bioluminescence

Kenji Osabe', Megumi Iwano?, Ryuichi Nishihama?, Kazushi Suzuki', Sakiko Ishida?, Tomomi Kaku!,
Takayuki Kohchi?, Takeharu Nagai'! ('Osaka Univ., LS.ILR., *Kyoto Univ., Grad. Sch. Biost.)

(2SEP-7) JZ 7z v BRHMREIFVIRFET T LN Y MVF v o N—EAWET N ERE
BADEBRIINAA LD T

(2SEP-7) Electrical Biosensing beyond the Debye Screening Length Using Graphene Field-
Effect Transistor in Femtoliter Microchamber

Takao Ono!, Yasushi Kanai', Koichi Inoue!, Yohei Watanabe?, Shin-ichi Nakakita’, Toshio Kawahara®,
Yasuo Suzuki*, Kazuhiko Matsumoto! ('ISIR, Osaka Univ., 2Kyoto Pref. Univ of Med., *Kagawa Univ.,
4Chubu Univ.)

3HB (9A 268 (K)) “Day3 (Sep.26 Thu.)
4F K - &7 4 I/4F TENZUI - Foyer

FEHE : #& Protein: Structure

Dynamic docking between a flexible enzyme and its inhibitor using multicanonical MD
simulations and binding free energy calculations
Narutoshi Kamiya!, Gert-Jan Bekker? ('Sim. Stu., Univ. Hyogo, *IPR, Osaka Univ.)
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3Pos002

3Pos003

3Pos004

3Pos005

3Pos006

3Pos007

3Pos008

3Pos009

3Pos010

3Pos011

3Pos012

3Pos013

Biological Structure Model Archive: StE# TR S W= E A S TFETIVOT—h4 T

Biological Structure Model Archive: An archive for computationally obtained data

Gert-Jan Bekker, Takeshi Kawabata, Genji Kurisu (Osaka University, IPR)

Nanodisc (CE#ERK U - iFEBE R V-ATPase O BB FHEHT

Single-particle analysis of the lipid nanodisc-reconstituted V-type ATPase/synthase from
Thermus thermophilus

Atsuko Nakanishi', Jun-ichi Kishikawa!, Kaoru Mitsuoka?, Ken Yokoyama! ('Faculty of Life Sci. Kyoto
Sangyo Univ., *Res. Ctr. for UHVEM. Osaka Univ.)

Prediction of ligand distribution around a protein by 3D-RISM theory

Masataka Hamano, Masatake Sugita, Takeshi Kikuchi, Fumio Hirata (Dept. Bioinfo., Coll. Biosci.,
Ritsumeikan Univ)

73/ BESHERDP S DT IERANETOAEL DT +—IVT 1 > THETA

Prediction of the folding mechanism of flavohemoglobin based on average distance statitistical
method

Maho Osugi, Takeshi Kikuchi (Dept. Bioinfo., Coll. Biosci., Ritsumeikan Univ.)

SRBEETIVTY ALICE BN FETRE/NNI A —2—RE

Determination of projection parameters in single particle analysis using Estimation of
Distribution Algorithms

Nobuya Mamizu'?, Takuo Yasunaga' ('Kyushu Institute of Technology, 2SYSTEM IN FRONTIER INC.)
EREEE/NA X REELAIE 2 AV - KaiC ICH T 3 KaiA OFEELENRFT

Titration analysis of KaiA for KaiC using continuous titration small angle X-ray scattering

Risako Aoyama!, Yoichi Yamazaki!, Kento Yonezawa?, Atsushi Mukaiyama?, Yugo Hayashi!,

Sachiko Toma-Fukai'!, Nobutaka Shimizu?, Shuji Akiyama®, Hironari Kamikubo'? (\Div. Mat. Sci., NAIST,
2IMSS, KEK, 3CIMosS, IMS)

Folding properties prediction of ribonuclease and chymotrypsin based on inter-residue average
distance statistics

K M Ahsanul Kabir, Takeshi Kikuchi (Dept. Bioinfo., Grad. Sch. of Life Sci., Ritsumeinkan Univ.,
Computational Biomolecular Chemistry lab.)

The off-axis rotor of Enterococcus hirae V-type ATPase by Volta phase contrast cryo-EM
Raymond N. Burton-Smith', Jun Tsunoda', Yu Yamamori2, Naoyuki Miyazaki’, Fabiana L. Imai,
Chihong Song!, Kentaro Tomii?, Kenji Iwasaki?, Junichi Takagi’, Hiroshi Ueno’, Takeshi Murata®,

Ryota lino®, Kazuyoshi Murata! (\NIPS, 24IST, *Univ. Tsukuba, *Chiba Univ., >Osaka Univ., *IMS, "Univ.
Tokyo)

GTP #AE H LU GDP BARMNEICHE T EF 21— TV 2 CRBBEFHEDF FEANFEHE
IZ & B

Simulation study for conformational difference of tubulin C-terminal tails in GTP-bound and in
GDP-bound microtubule

Takuma Todoroki', Yukinobu Mizuhara?, Jun Ohnuki?, Mitsunori Takano?, Koji Umezawa'> (!Grad. Sch.
Of Sci. & Tech., Shinshu Univ., *Grad. Sch. of Adv. Sci. & Eng., Waseda Univ., *IBS, Shinshu Univ.)
IEMEEFAREES JUOBRREMREEZIVAA L SAAP NIFEAWVWENI T r—Y08F2 32
L—>ar

Molecular simulation of Trp-cage using the SAAP force field with Distance-Dependent Dielectric
and Solvent Accessible Surface Area

Koji Yoshida, Taku Shimosato, Michio Iwaoka (Tokai Univ., Depart. Chem.)

asymmetry of psi-loop motifs

Koki Fukuda, George Chikenji (Dept. Appl. Phys., Grad. Sch. Eng., Nagoya Univ.)

BB NMR IS & 2 KFHEEOEEEH

Direct observation of hydrogen bonds by solution NMR

Taiki Koizumi, Hiroki Nakajima, Yutaka Ito, Masaki Mishima (Grad. Sch. Sci., TMU)
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3Pos014

3Pos015

3Pos016

3Pos017

3Pos018

3Pos019

3Pos020

3Pos021

3Pos022

3Pos023

3Pos024

3Pos025

1Y : #HEHEEMER Protein: Structure & Function

(3SHA-5) STAP-2 IZ & V) Breast tumor kinase %&b 3 2 148 D AEER

(3SHA-5) Molecular basis of Breast tumor kinase by an adaptor protein, STAP-2

Junki Nakasako', Yuki Matsuo?, Ryo Kanda?, Yoshino Tanaka?, Min Yao?, Tadashi Matsuda?,

Katsumi Maenaka?, Toyoyuki Ose>** (! Graduate school of Life Science, *Faculty of Pharm., 3Faculty of
Advanced Life Science, Hokkaido University, *JST PRESTO)

DF I 1L — 32 TS angiotensin |l type 1 receptor (AT1R) DEMIEX H=ZX L
Activation mechanism of the angiotensin Il type 1 receptor (AT1R) explored by molecular
simulations

Yuichiro Kanamori, Tadaomi Furuta, Minoru Sakurai (Center for Biol. Res. & Inform., Tokyo Tech)
714 AETFEMEICEL 2 SEBEHR D THEEE MexAB-OprM DB ERFT

The wild-type structures of MexAB-OprM multidrug efflux pump revealed by cryo-electron
microscopy

Kenta Tsutsumi', Ryo Yonehara!, Etsuko Ishizaka-Ikeda', Naoyuki Miyazaki'2, Shintaro Maeda'>,

Kenji Twasaki'-2, Atsushi Nakagawa!, Eiki Yamashita' (\IPR, Univ. Osaka, *TARA, Univ. Tsukuba, 3The
Scripps Research Inst.)

IgGGHEDFv 75T A2 ME N X 1 BB KFBEZEICE > THEREIV —TOBEE
1LZHlET 5

Domain motion of Fv-fragment in antibody immunoglobulin G controls conformation of antigen-
recognizing loop through hydration structure

Tomotaka Oroguchi'?, Masayoshi Nakasako'? (! Faclt. Sci. Tech., Keio Univ., >RIKEN SPring-8 Center)
3D-RISM ¥R & iSH U 7-38#$ C 6 17 B Met-enkephalin D& 5  OFR

Analysis of structural fluctuations of Met-enkephalin in the solution phase by means of 3D-RISM
theory

Masatake Sugita', Fumio Hirata (' Dept. of Bioinfo., Col. of Life Sci., Ritsumeikan Univ., *Toyota Phys. &
Chem. Res. Inst.)

PRNBEETICL S BRRERERAEMEEOEORS

Exploration of disordered proteins associated with enzymatic functions by comprehensive
structural search

Satoshi Omori', Hafumi Nishi!, Kengo Kinoshita'-? (\GSIS, Tohoku Univ., *ToMMo, Tohoku Univ.)

A local structural environment descriptor toward evaluating impact of rare variants in humans on
protein structures and functions

Atsushi Hijikata, Masafumi Shionyu, Tsuyoshi Shirai (Nagahama Inst. Bio-Sci. Tech.)

A new MD integration enabling large time step from accurate temperature and pressure
evaluations

Jaewoon Jung'?, Hiraku Oshima’, Kento Kasahara®, Chigusa Kobayashi', Takaharu Mori%, Yuji Sugita
('RIKEN Center for Computational Science, >RIKEN Cluster for Pioneering Research, >RIKEN Center for
Biosystems Dynamics Research)

Protein interactions in the in vitro cyanobacterial circadian clock system revealed by SDSL-ESR
Risa Mutoh', Takahiro lida', Hiroyuki Mino?, Masahiro Ishiura® (' Faculty of Sci, Fukuoka Univ., *Dep.
Sch. of Sci., Nagoya Univ., 3CGR, Nagoya Univ.)

Investigation of formation mechanism of Prx high molecular weight complexes

Mami Jindai!, Rino Sasaki', Noriyuki Kodera?, Toshio Ando?, Hiroki Konno? ('Sch. of Nat. Syst., Coll. of
Sci. & Eng., Kanazawa Univ., *WPI Nano Life Sci. Inst. (WPI-NanoLSI), Kanazawa Univ.)
Time-localised Predictions of Conformational Transitions in Protein Dynamics

Ryuhei Harada', Vladimir Sladek?, Yasuteru Shigeta' ('\CCS, Unv. of Tsukuba, *Slovak Academy of
Sciences)

TLEITIRy XL JICEBHEERIRINT - EREEHEHE

Calculation of binding free energy and kinetic rates with flexible protein docking

Duy Tran, Akio Kitao (Tokodai, Grad. Life Sci. Tech.)

1,23
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3Pos026 Evolutionary diversity of Kai-protein clock system in cyanobacteria
Atsushi Mukaiyama'-2, Dongyan Ouyang', Yoshihiko Furuike'?, Shuji Akiyama'? (\IMS, 2SOKENDAI)

3Pos027 Hierarchical classification method of protein-protein interfaces based on their secondary
structures
Takashi Fujii, Kazuo Fujiwara, Masamichi Ikeguchi (Grad. Sch. of Eng., Soka Univ)

3Pos028 ANV EEAF IV AT BILEY v TEDER
Applications of a diffusion map method to protein dynamics
Hiroto Kikuchi', Ayori Mitsutake?, Hiroshi Fujisaki! ('Dept. of Phys. Nippon Med. Sch., *Dept. of Phys.
Meiji Univ.)

3P0s029 myPresto, computer-aided drug development software
Shinji lida"-!'!, Tkuo Fukuda?, Junichi Higo?, Kota Kasahara?, Takashi Kurosawa®, Tadaaki Mashimo?,
Kiyotaka Misoo®, Yoshinori Wakabayasi®, Ryuta Murakami'-, Chisato Kanai'7, Yusuke Sugihara®,
Mitsuhito Wada!, Hironori Nakamura®, Yoshifumi Fukunishi'® (\NNPC, 2Grad. Sch. Sim. Hyogo Univ.,
3Col. of Life Sci., Ritsumeikan Univ., *Hitachi Solutions East Japan, Ltd., *IMSBIO Co., Ltd., *BY-HEX
LLP, "INTAGE Healthcare Inc. Drug Discovery Suport Department, 8Fujitsu Kusyu Systems Ltd.,
Biomodeling Research Co., Ltd., "’ AIST, molprof, "' JBiC)

3Pos030 +ZEfF7 U FHDps DHELENAAIZVE—2 a2 ICH I 2BERR
Structural basis of rear-earth metal biomineralization in dodecameric ferritin-like protein, Dps
Mitsuhiro Okuda'2, Pretre Gabriela!, Kornelius Zeth?® (' CIC nanoGUNE, *Ikerbasque, *Roskilde
University)

3Pos031 EREELVIE L

EHE : ¥4 - #E&  Protein: Property & Structure

3P0s032 RAWBELHEH THELIL A2 NTEOREN | BRBENRE 29 TFREDOERMR
A theoretical study for thermal unfolding of proteins with quite similar native structure and
different transition structures
Ken Tomihara, Takashi Yoshidome (Department of Applied Physics, Tohoku University)

3P0s033 BFEINFEREMEFEERAVLET b INTF FOBREMO
Evaluating aggregation propensity of tetra-peptide using MD and machine learning
Yoichi Kurumida, Yutaka Saito, Tomoshi Kameda (4/RC, AIST)

3Pos034 Molecular evolution of the structure elements in the TIM barrel family proteins
Yasumichi Takase!, Yugo Hayashi!, Yoichi Yamazaki', Sachiko Toma-Fukai', Hironari Kamikubo!~
('Div. Mat. Sci., NAIST, >IMSS KEK)

3P0s035 XX/ —IVHRTIAFI DAYy 7 AEERREN
Thermal stability of helical conformation of alamethicin in methanol
Yoshinori Miura (Center for Advanced Instrumental Analysis, Univ. Kyushu)

3Pos036 TVRLBEAVEEODELZ MRV 7I0O4 FBEDHEFIRVY — NMEKEFEHNEBEGE OB
Structural difference and its seed-dependent propagation of human/bovine insulin amyloid fibrils
as detected by iodine staining
Keisuke Yuzu, Eri Chatani (Grad. Sch. Sci., Kobe Univ.)

3Pos037 Examination of the possibility of the formation of transmissible transthyretin amyloid fibrils by
the use of proteolysis
Misato Matsumura!, Naoki Yamamoto?, Keiichi Yamaguchi®, Masatomo So?, Yuji Goto?, Eri Chatani'
("Grad. Sch. Sci., Kobe Univ., *Fac. Med., Jichi Med. Univ., *Inst. Protein Res., Osaka Univ.)

3Pos038 The mechanisms underlying the inhibition of amyloid formation by polyphenol
Yuto Kimura, Masatomo So, Yuji Goto (IPR, Osaka Univ.)
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3Pos045
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3Pos047

EHE : #BE Protein: Function

In vitro assembly of metabolon by liquid-liquid phase separation

Tomoto Ura, Kentaro Shiraki (Pure and Appl.Sci., Univ. Tsukuba)

Binding properties of heart-type Fatty-Acid-Binding Protein proved by 1,8-ANS displacement
assay

Shun Tokudome', Mai Nomura!, Fumio Hayashi?, Shigeru Sugiyama?, Shigeru Matsuoka®,

Michio Murata®, Masashi Sonoyama'®7 (\Grad Sch. Sci-Tech., Univ. Gunma, >Ctr. Inst. Analysis, Univ.
Gunma, 3Sch. Sci-Tech., Univ. Kochi, *Grad Sch. Med., Univ. Ooita, *Grad Sch. Sci., Univ. Osaka, °GIAR.,
Univ. Gunma, "GUCFW., Univ. Gunma)

BERERICBTZ I NIE-V AL FEEBBORE RV

Crowder effects on a protein-ligand binding process

Kento Kasahara', Suyong Re!, Hiraku Oshima', Isseki Yu*, Grzegorz Nawrocki®, Michael Feig?,

Yuji Sugita'->? (\RIKEN BDR, >RIKEN R-CCS, *RIKEN CPR, *Maebashi Inst. of Tech., >Michigan State
Univ.)

EBY : 58l - 847 Protein: Measurement & Analysis

YZTA—NWRNI—Z T AWIRBREFEME 4 RTA A —2 > JEOREILICH T T
Toward constructing a four-dimensional imaging technique for cryo-electron microscopy with
manifold learning

Takashi Yoshidome (Department Applied Physics, Tohoku University)

R HEICRY P& B EEREFEEREOLBREZAEOKOERICHITT

Toward a recovery of images from all irradiation directions using cryo-electron microscopy data
with biased irradiation directions

Ryota Kojima, Takashi Yoshidome (Department of Applied Physics, Tohoku University)

N AEERKOTOELAERES LV QC ICHTE MAM DHDT—7 7O-BHE TS5y b7 +—
LY a1—3>

A workflow driven platform solution for MAM-based critical quality attribute monitoring of
biotherapeutics in process development and QC

Kenji Hirose!, Maki Terasaki', Shota Nakamura', Nilini Ranbaduge?, Henry Shion?, Ying Qing Yu?,

Min Du?, Weibin Chen? ('Nihon Waters, *Waters)

DWFFAF xRN RRITRHREEEEMMME AV EF 51V IEX-MS L% £/ 70—
FIHRGEF =T NY T2 POFHEBIFEE= 42T

Online IEX-MS Characterization and Monitoring of mAb Charge Heterogeneity Us ing an
Optimized Cation Exchange Resin and Compact TOF MS

Maki Terasaki', Shota Nakamura', Kenji Hirose', Samantha IppolitiZ, Wang Qi2, Yu Ying Qing?,

Lauber Matthew A.? (\Nihon Waters K. K., 2Waters Corporation)

DFA 1 # > NRTHE. BFEE7 1 ZIVHEARERICLS ADCOERELC-MS 7O 74U T
High sensitivity LC-MS profiling of ADC with difluoroacetic acid ion pairing and a high coverage
phenyl-bonded stationary phase

Hiroko Iwasaki', Kenji Hirose!, Jennifer Nguyen®?, Jacquelynn Smith?, Olga V. Friese*, Jason C. Rouse?,
Daniel P. Walsh?, Matthew A. Lauber? (\Nikon Waters K. K., 2Waters Corporation, *Univ. of Copenhagen,
4Biotherapeutics Pharm, Sci., Pfizer WRD)

RUUCBICLZBY JF—LORE

Polyphosphate-induced aggregation of hen lysozyme

Kenji Sasahara, Keiichi Yamaguchi, Masatomo So, Yuji Goto (/PR Osaka university)
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3Pos048

3Pos049

3Pos050

3Pos051

3Pos052

3Pos053

3Pos054

3Pos055

BN SNEBEEEENMEHDEAICLINA T EXERRFEOEREEDHER

Meeting Challenges of Implementing Accurate-Mass Mass Spectrometry for Biotherapeutic
Development in Regulated/non-Regulated Environments

Shota Nakamura!, Taiji Kawase', Maki Terasaki', Kenji Hirose!, Henry Shion?, Mellisa Ly?,

Nilini Ranbaduge?, Ximo Zhang?, Yun Alelyunas?, Jonathan Pugh?, Robert Lewis?, Jill Lord?,

Mark Halifax?, Nick Tomczyk?, Dale Cooper-Shepherd?, Laetitia Denbigh?, Ying Qing Yu?, Jason Rouse?,
Weibin Chen? (!Nihon Waters K.K., *Waters Inc., >Pfizer Inc.)

EHE I Protein: Engineering

HERADFRZ >NV ERRERIC K 2R HBEF

Protein display on the silica frustules of a marine diatom

Natsuki Onishi, Kensuke Nakajima, Yoshinori Tsuji, Yusuke Matsuda (Dept.Biosci., Grad.Sch.Sci.Tech.,
Kwansei Gakuin Uniyv.,)

Development of the engineered trimeric single-chain Fv fragment of the therapeutic antibody
Takashi Tadokoro, Kota Nakamura, Harumi Tsuboi, Katsumi Maenaka (Faculty of Pharmaceutical
Sciences, Hokkaido University)

SHEIEXFOHEOONR FRERE

Robust synthesis methods of various ubiquitin chains

Takumi Suzuki, Takahiro Aizu, Yutaka Ito, Masaki Mishima (Grad. Sch. Sci., TMU)

De novo design of protein structures with Ploop-motif for ATP binding

Hiroko Yamada', Kengo Nakamura', Takahiro Kosugi'>?3, Nobuyasu Koga'->? ('SOKENDAI, *NINS IMS,
3NINS ExCELLS)

AN LEHAE Heme proteins

SRS CNVEICH T PBLETEBADE R EEDFHH

An ab initio method of evaluating redox potential for metalloprotein

Cheng Cheng, Shigehiko Hayashi (Kyoto Univ)

7Y I ML N THRRFETHEZEDOEEROEERES

Monomeric structure of an active form of respiratory oxygen reductase from bovine
mitochondria

Kyoko Shinzawa-Itoh!, Takashi Sugimura?, Tomonori Misaki2, Yoshiki Tadehara', Shogo Yamamoto',
Makoto Hanada', Naomine Yano', Tetsuya Nakagawa?, Shigefumi Uene!, Takara Yamada’,

Hiroshi Aoyama®, Eiki Yamashita’, Tomitake Tsukihara'->, Shinya Yoshikawa!, Kazumasa Muramoto'
('Graduate School of Life Science, University of Hyogo, *Graduate School of Material Science, University
of Hyogo, 3School of Life Science, University of Hyogo, *Graduate School of Pharmaceutical Sciences,
Osaka University, *Institute for Protein Research, Osaka University)

EZEBE Membrane proteins

BE-aALX7FO—- 2> N7BOBEMICK S EERRETFSEROBEEHEN X 12 2 8
R R AREE

Lipid-cholesterol-protein interaction in the dimerization of juxtamembrane domains of epidermal
growth factor receptor

Ryo Maeda!, Yasushi Sako!, Takeshi Sato? (' Cellular Informatics Lab., RIKEN, 2Kyoto Pharmaceutical
Univ.)
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3Pos059

3Pos060

3Pos061

3Pos062

3Pos063

3Pos064

3Pos065

3Pos066

3Pos067

NIFUFIANY > ROZORIREOES N ENOORN TS O AOHKEHRM

Binding specificity of bacterioruberin and its precursors to membrane protein halorhodopsin
Fumiya Hattori, Takanori Sasaki (Grad.Sch.Adv.Math.Sci.,Meiji Univ)

HREEAK D1 PFAA—=T 2 TICED Y TFIVEERBOHRRE

A single molecule imaging approach to understand signal transduction mechanism through Akt
on the plasma membrane

Hideaki Yoshimura, Takeaki Ozawa (Sch. Sci., Univ. Tokyo)

Triton X-100 (& ¥ A3A4E L 7= Proteorhodopsin M J&48 k{4 0O E B SRRV AT

Kinetic analysis of photointermediates of Proteorhodopsin solubilized with Triton X-100

Airi Yamamoto', Fumio Hayashi?, Takashi Kikukawa#, Masashi Sonoyama'->¢ (Grad. Sch. Sci. Tech.,
Gunma Univ., *Inst. Anal. Cent., Gunma Univ., *Fac. Adv. Life Sci., Hokkaido Univ., *GI-CoRE, Hokkaido
Univ., >GIAR., Gunma Univ., SGUCFW., Gunma Univ.)

13FAA=T 2 TIC&D TRPVT F v 2JU - EEEEHEEER ORFZEEIRERENT

Spatiotemporal analysis of TRPV1 channel-lipid interaction by single molecule imaging

Yutaro Kuwashima'-2, Masataka Yanagawa?, Mitsuhiro Abe? Yasushi Sako?, Ryohei Aoyagi',

Makoto Arita' (\Grad. Sch. Pharm., Univ. Keio, >Wako Inst., Riken)

A ZEHE Nucleic acid binding proteins

The effect of the distance between the RNA sequences recognized by two RNA-binding
domains on the affinity of the MSI1-RNA interaction

Wei Hsun Tu'?, Keisuke Kamba!, Takashi Nagata'2, Masato Katahira'? ('Inst. of Adv. Energy, Kyoto
Univ., ?Grad. Sch. Energy Sci., Kyoto Univ.)

Computational insights into DNA binding affinity and its repair activity for photolyase/
cryptochrome superfamily

Ryuma Sato', Yoshiharu Mori?, Noriaki Okimoto!, Makoto Taiji' (\RIKEN, *Kitasato univ)

The directionality regulation mechanism of serine recombinase

Hsiu-Fang Fan (NSYSU)

Single-molecule studies of how polyamines stimulate RecA-mediated recombination
Naciye Esma Tirtom!, Yang Hsu?, Hung-Wen Li' (\NTU, 2NTNU)

#%8 Nucleic acid

(B3SEA-3) RE LR ET ININYRBHEIEERICICRE2HEERITT,

(3SEA-3) Terahertz radiation and temperature increase differently affect transcription by RNA
polymerase

Masahiko Imashimizu', Masahito Tanaka', Hiromichi Hoshina?, Koh Takeuchi! ('4IST, 2RIKEN)
HiER DNA OHPBEEFIA L= KA > 28O 7 OF N H 7RIV OHEE

Construction of hydrogel microcapsules with domain by using phase separation of liquid-like
DNA

Yuji Nakashima, Yusuke Sato, Masahiro Takinoue (Dept. of Comp. Sci., Tokyo Tech.)

DNA &% AW H-RIBDBEIC K D EIRYS X7 4

Dynamic system by liquid-liquid phase separation using DNA droplet

Nozomi Tsumura, Yusuke Sato, Yuji Nakashima, Masahiro Takinoue (Tokyo Tech)

DNA i&ER—F X< 1 7 OEE DT

Porous microstructure formation of DNA droplet

Tetsuro Sakamoto, Yusuke Sato, Masahiro Takinoue (Tokyo Institute of Technology)
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3Pos073

3Pos074
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3Pos076

3Pos077

DNA FIVDEEBDY I 2L —2 3 > ETIVEER

Simulation model and analysis of phase transition of DNA gel

Akihiro Yamamoto, Tetsuro Sakamoto, Yusuke Sato, Masahiro Takinoue (School of Computing, Tokyo
Institute of Technology)

BLhX ML RATFICHITBX T LF Y — L DNA #EES KU H2A/H2B2 EFRBEOBHI RIV¥ —
a7y 4

Free energy profiles of unwrapping nucleosomal DNA under torsional stress and eviction of the
H2A/H2B dimer

Hisashi Ishida, Hidetoshi Kono (Institute for Quantum Life Science, QST)

GEERIAEAAICH T 5 DNA FHRICEHEL 72 DNA « 2 2 /37 BEHEEER O%E
DNA-Protein Interaction Related to DNA Opening in Transcription Initiation Complex

Genki Shino, Masahiro Shimizu, Shintaroh Kubo, Toru Niina, Shoji Takada (Dept. of Biophys., Div. of
Bio. Sci., Grad. Sch. of Sci., Univ. of Kyoto)

7k - k#EBfEYE Water & Hydration & Electrolyte

Poly(N-isopropylacrylamide)® 3 JL-J O E 1 —IJVERFS 1L S KN DIBEEE D BIRE T DO I8
Physics of drastic decrease in water solubility upon coil-to-globule transition of poly(N-
isopropylacrylamide)

Masao Inoue, Tomohiko Hayashi, Simon Hikiri, Masahiro Kinoshita (Inst. Adv. Energ., Kyoto Univ.)
Water-protein interactions coupled with protein conformational transition

Soichiro Kitazawa!, Takuro Wakamoto?, Ryo Kitahara' (' College of Pharmaceutical Sciences,
Rtisumeikan Univ., >Graduate School of Life Sciences, Ritsumeikan Univ.)

SASA EFIVICH T 2 EAEHEMEEEADBREL

Over-stabilization of protein-protein interaction in solvent accessible surface area model
Kohei Kuroishi, Dan Parkin, Akira Yodogawa, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda
Univ.)

Machine-learning approach for water dynamics

Taku Mizukami', Viet Cuong Nguyen?, Hieu Chi Dam? (\JAIST, Materials, 2JAIST, Knowledge,
3HPC.Inc)

$£4 - 9k Development & Differentiation

(3SFA-7) ZRTBEET LD 5 REBIZICH T 5 MIKEEDER 2 HH D

(3SFA-7) Attempt to understand the cellular function during developmental process from 3D
structural model

Junpei Kuroda'#, Takeshi Itabashi!?3, Takako M. Ichinose!, Shigeru Kondo®*, Atsuko H. Iwane'->* (!Cell
Field Struc., BDR, Riken,>Grad. sch. Integ. Sci. Life, Hiroshima Univ., 3Spec. Res. Promot. Group, Grad.
Sch. Fronti., Biosci., Osaka Univ., *Pattern formation, Grad. Sch. Fronti., Biosci., Osaka Univ.)
BREHRICH T2 22— O BB EABREDERBEET VT

A coupled mathematical modeling for neuronal migration and cerebral growth in brain
morphogenesis

Hironori Takeda', Yoshitaka Kameo'>?, Taiji Adachi'>? (\Grad. Sch. Eng, Kyoto Univ., 2Inst. Front. Life
Med Sci., Kyoto Univ., >Grad. Sch. Biostudies, Kyoto Univ)

Modeling of sea urchin gastrulation based on cytoskeleton imaging

Kaichi Watanabe, Naoaki Sakamoto, Akinori Awazu (Integrated Sciences for Life in Hiroshima
University)
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4FE— % —_Molecular motor

HRSRICEDEF R 2 5 OERERAICH T 3% v VEEORIOER—FFHE
High-speed single molecule studies for the role of the neck region on the head-head
coordination of mitotic kinesin-5

Taiga Yamada', Kohei Matsuzaki?, Michio Tomishige? (‘Grad. Sch. Sci. Eng., Aoyama Gakuin Univ.,
2Dept. Math. Phys., Col. Sci. Eng., Aoyama Gakuin Univ.)

DNAF/ ATV JICL2EREZ T RN SEHTEIX XDV 1 DEE—FFRE
High-speed single-molecule observations of kinesin-1 moving under a load from DNA origami
nanospring

Kohei Matsuzaki', Mitsuhiro Iwaki?, Michio Tomishige! ('Dept. Phys., Col. Sci. Eng., Aoyama Gakuin
Univ., 2BDR, Riken)

Kinetic parameters and reaction scheme of high and low activity mutants of Serratia
marcescens chitinase A

Akasit Visootsat'2, Paul Vignon?, Akihiko Nakamura!-?, Takayuki Uchihashi*3, Hiroki Watanabe*?,
Ryota lino'? (\IMS, 2SOKENDAI, 3ParisTECH, *Nagoya University, SExCELLS)
SREFENEMFEICEVBERSAAMINE LD BEST 1=

High-speed atomic force microscopy on outer dynein arms aligned on microtubules

Kenta Ishibashi'-2, Kazuhiro Oiwa?3* ('Osaka Univ., >NICT-CiNet, *Advanced ICT Research Institute,
4University of Hyogo)

Development of novel Photochromic inhibitors for kinesin Eg5 which form multiple isomerization
states utilizing azobenzene and spiropyran

Islam Md Alrazi, Kei Sadakane, Shinsaku Maruta (Department of Bioinformatics, Graduate School of
Engineering, Soka University, Hachioji, Tokyo , Japan)

BEFERBEAVENAEE—4— X1 v FREBOHENR

Analysis of the bacterial flagellar switch using mutant rotor components

Mai Kato', Tsubasa Ishida', Myu Yoshida?, Yoshisyuki Sowa'>? (\Grad. Sch. Sci. & Eng., Hosei Univ.,,
2DeptA Frontier Biosci., Hosei Univ, 3Micro-nano Tech., Hosei Univ)
HWENAEE—F—OEEZ A 5 OEH-HZEEEEROERT

Analysis of shaft-bearing interactions that support the smooth rotation of bacterial flagellar
motors

Yumi Kumazaki!, Tsubasa Ishida!, Myu Yosida?, Yoshiyuki Sowa'>* (\Grad. Sch. Sci. & Eng, Hosei
Univ., 2Dept. Frontier Biosci., Hosei Univ., 3Micro-nano Tech., Hosei Univ.)

Controlling the rotation speed of the bacterial flagellar motor with light-driven rhodopsin

So Hasegawa!, Rei Abe-Yoshizumi?, Keiichi Inoue?, Hideki Kandori?, Yoshiyuki Sowa* (!Grad. Sch. Sci.
& Eng., Hosei Univ, *Grad. Sch. Eng., Nagoya Inst. Tech, *Inst. Solid State Phys., Univ. Tokyo, *Dept.
Frontier Biosci., Hosei Univ)

Paenibacillus sp. TCA20 £ KIGEICAR T BNAEE— 4 —F XA SEEFDA 4 B RM

lon specificity of chimeric stator proteins between Paenibacillus sp. TCA20 MotB1 and
Escherichia coli MotB

Sakura Onoe!, Myu Yoshida?, Masahiro Ito?, Yoshiyuki Sowa'>* ('Grad. Sch. Sci. & Eng., Hosei Univ.,
2Dept. Frontier Biosci., Hosei Univ., 3Grad. Sch. Life Sci. Toyo Univ., *RC. Micro-nano Tech., Hosei Univ.)
DNAFUHIZAWEHFERELZRGX XD D ZHFICL 2 GREDOEE

Cooperative transport by wild-type and mutant kinesin motors as studied by using
programmable DNA origami

Shu Takano!, Ryosuke Masuda®, Kohei Matsuzaki?, Mitsuhiro Iwaki?, Michio Tomishige? (! Grad. Sch.
Sci. Eng., Aoyama Gakuin Univ., *Dept. Math. Phys., Col. Sci. Eng., Aoyama Gakuin Univ., *Dept. Appl.
Phys., Grad. Sch. Eng., Univ. Tokyo, *BDR, Riken)
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3Pos097

INHIBITION OF MITOTIC KINESIN EG5 BY KOLAFLAVANONE

Tomisin Ogunwa?, Kei Sadakane', Ayodele O. Kolawole*, Olusola O. Elekofehinti?,

Afolabi C. Akinmoladun®, Olaposi I. Omotuyi®, Takayuki Miyanishi®, Shinsaku Maruta'? (\Sci. & Engin.,
Soka University, *Grad. Sch. Engin., Soka Unive., 3Grad. Sch. Fisheries and Environmental Sci, Nagasaki
Unive., *Dept. of Biochem., The Federal Unive. of Tech., *Centre for Biocomputing and Drug Design,
Adekunle Ajasin Unive.)

F,-ATPase D& &) > 4 —DIFEHEHDBIE

Single-molecule pull-out manipulation of the shaft of the rotary motor F,-ATPase

Tatsuya Naito!, Tomoko Masaike?, Daisuke Nakane!, Mitsuhiro Sugawa3, Takayuki Nishizaka! ('Dept.
Phys., Gakushuin Univ., 2Dept. Appl. Biol. Sci., Tokyo Univ. Sci., *Grad school of arts and sciences, Univ.
of Tokyo,)

Does giraffe kinesin move faster than mouse?

Taketoshi Kambara!, Yasushi Okada'? ('"RIKEN BDR, *U. of Tokyo, Grad. Sci.)
Microsecond-resolved observation of F,-ATPase conformational changes by single molecular
fluorescence spectroscopy

Hiroki Senmaru!, Hiroyuki Oikawa?, Mitsuhiro Sugawa?, Satoshi Takahashi? (' Tohoku University
Graduate school of life sciences, >Tohoku university IMRAM, 3Tokyo university graduate school of Arts and
Sciences)

BEFIZICAINICHELAT—2 2> N7 EIREX Y b7 — 7 OtERER E

Improvement of a genetically-engineered microtubule contractile protein network

Zhao Du', Takahiro Nitta’, Yingzhe Wang?, Keisuke Morishima?, Yuichi Hiratsuka' ('J4IST, Sch. of Mat.
Sci., >Osaka Univ., Grad. Sch. of Eng., Dep. Mech. Eng., *Gifu Univ., Grad. Sch. of Eng., Dep. of EECE)
RS REFEEMRZ AW/ NVERERFICS T 2HRES 1 = DX T v T OEE HEEHRE
Cytoplasmic dynein stepping on crowded microtubules resolved using dark-field imaging with
high spatio-temporal resolution

Yusuke Kumagai', Keitaro Shibata?, Ken’ya Furuta?, Hajime Honda', Hiroaki Kojima? (' Dep. Bioeng.,
Nagaoka Univ., *Adv. ICT Res. Ins., NICT)

HFEHER F,-ATPase D—3FEEGHEIR

Reconstruction and Characterization of Ancestral F,-ATPase

Nanako Nakama!, Hiroshi Ueno!, Ryutaro Furukawa?, Ryohei Kobayashi', Ryo Watanabe!,

Satoshi Akanuma?, Hiroyuki Noji' (!Dept. Appl. Chem., Grad. Sch. Eng., Univ. Tokyo, *Facul. Human Sci.,
Univ. Waseda)

VI INEF AR A ZCEBBOHBERICHTILEERET D

Measuring mechanical responses of Chlamydomonas axonemal dynein arrays to external load
Misaki Sagawa!, Akane Furuta?, Hiroaki KojimaZ2, Kazuhiro Oiwa'?, Ken’ya Furuta? (\Grad. Sch. of Life
Science, Univ. Hyogo, Adv. ICT Res. Inst., NICT)

M YEYEERE Cell biology

(3SHA-4) BIERIICT2R € 5 GPCR 4 1 v — DR : filaNEk 1 2 FEEICLZ77O0—-F
(3SHA-4) Examining the transiently formed GPCR dimer: an approach by single fluorescent
molecule observation in living cells

Rinshi Kasai (Inst. Front. Life. Med. Sci., Kyoto Univ.)

BINVERAEREENLETIF L7474 MEWNMNEEORIEPHRREICEZ 58

The role of microtubule-associated protein mediated bundle formation between actin filaments
and microtubule on cell process formation

Chihiro Doki!, Masahiro Kuragano!, Kohei Nishida!, Shoma Saito!, Susumu Kotani?, Kiyotaka Tokuraku!
('Grad.Sch.Eng.,Muroran Inst.Tech., *Fac. Sci., Kanagawa Univ)
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TRAIVETIVF U 2AETHIRBOEINSDESICL BRI IER

Deformations of droplets containing desmin and actin caused by their assembly

Yoshiya Miyasaka, Keigo Murakami, Kuniyuki Hatori (Grad. Sch. of Sci. and Eng., Yamagata Univ.)
S1P {EEmBPEIRFIZ 5L & AV /= Muse i+ — X 2 J RO ADZIGRE VDRI

Homing and mechano-response of Muse cells analyzed on S1P-modified hydrogel with tunable
elasticity

Lei Guo!, Yukie Tsuji?, Satoru Kidoaki? ('Grad. Sch. Eng., Kyushu Univ., 2IMCE, Kyushu Univ.)

R DIRERRL I H (T 5 MAPA DFTE L 1%AE

Localization and function of microtubule-associated protein (MAP) 4 in cell protrusion formation
Kohei Nishida', Masahiro Kuragano!, Chihiro Doki!, Susumu Kotani?, Kiyotaka Tokuraku! ('Grad. Sch.
Eng., Muroran Inst. Tech., *Fac. Sci., Kanagawa Univ.)

F-actin (238 7= Fimbrin DR Y 5 X 2 —FEROHEH%

Direction of the cooperative cluster formation of fimbrin along actin filaments

Naoki Hosokawa', Masahiro Kuragano!, Keitaro Shibata?, Taro Q.P. Uyeda?, Kiyotaka Tokuraku' ('Grad.
Sch. Eng., Muroran Inst. Tech., *NICT, *Dep. of Physics, Fac. Sci. Engin., Waseda Univ.)
FERBEREICEVTKBEE N VHERRDEEMIEEHET S

Ice-Binding Proteins Improves the Survival Rate of Caenorhabditis elegans at Non-freezing
Temperature

Masahiro Kuramochi'2>, Geikaku Tou!, Chiaki Takanashi!, Motomichi Doi?, Kazuhiro Mio2,

Sakae Tsuda*, C. Yuji Sasaki'-? (\University of Tokyo, 2AIST-UTokyo OIL, 3Biomedical R.I., AIST,
4Bioproduct R.I., AIST)

7 T LML —Y-FEEEN ERGFTHEMEIC K 3 MRESREOEETMF EDMHEIL
Quantitative evaluation of cell adhesion strength by reflection interference contrast microscopy
combined with femtosecond laser impulse

Yukiko Yoshimura, Sohei Yamada, Yoichiroh Hosokawa, Ryohei Yasukuni, Kazunori Okano (Division of
Materials Science, Nara Institute of Science and Technology)

FI9Fo2y M=V LEICBTRTIFAREEENVEORERKICH T 5 BENGHIEEE
Self-regulatory mechanisms for the segregation of actin binding proteins on actin network
Yosuke Yamazaki, Taro QP Uyeda (Dep. Phys., Waseda Univ.)

iPS #ife 3 REHMBEIRICHRE L., BERELSELRARERIFERT

iPS cells show mechanotactic accumulation, higher proliferation and expression of stemness
marker in optimal region of matrix elasticity

Mengfan Wang', Satoru Kidoaki? ('Grad. Sch. Eng., Kyushu. Univ., 2IMCE, Kyushu Univ.)

MET S X ML — b MSC (L5 (f 3 APC RIFAEID _LRIE OB

Investigation of upstream regulatory factors of APC expression in the MSCs in frustrated
differentiation

Misaki Kaneshiro!, Thasaneeya Kuboki?, Satoru Kidoaki? ('Grad. Sch. Eng., Kyushu Univ., 2IMCE,
Kyushu Univ.)

Ca?* #EFFEFETICH T 5 mbo1 (BREBZERKK) OHERM

The flagellar waveforms of mbo1, a mutant moving backward only, in the presence/absence of
CaZ+

Hitoshi Sakakibara, Hiroaki Kojima, Kazuhiro Oiwa (Adv. ICT Res. Inst., NICT)
TIFAEEEZNIERNR BT bIA T2 invitro BEIZBRIFICEET 24X H =X A
The mechanism of cooperative inhibition of actomyosin movement in vitro by the actin binding
protein Rng2

Yuuki Hayakawa!, Yosuke Kakuta', Ngo Kien X.2, Noriyuki Kodera?, Taro QP Uyeda' (' Department of
Physics, Faculty of Advanced Science and Engineering, Waseda University, *Bio-AFM Res. Ctr., Kanazawa
Univ.)
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ZRBOREBTIVFUBEICNTEDT I F o AOIEE P HEEHMEY D E 72 3 BRI H % S
THHERDEE

Establishment of observation system to evaluate whether two different actin binding proteins
bind to actin mutually or accommodative

Tenji Yumoto, Taro QP Uyeda (Dept. Physics, Waseda Univ.)

BN A5 IMEREDEICSH T B FPERER HL60 MIfaDEE HHRE

Decision making of migratory direction of neutrophil-like HL60 cells in dynamical
chemoattractant gradient

Motohiko Ishida', Akihiko Nakajima®?, Satoshi Sawai'?® ('Dept. Basic Sci., Grad. Sch. of Arts & Sci.,
Univ. of Tokyo, Japan, *Dept. General Systems Studies, Grad. Sch. of Arts & Sci., Univ. of Tokyo, Japan,
3Comp. Sys. Biol. Cent., Grad. Sch. of Arts & Sci., Univ. of Tokyo, Japan)

27 -BUNENREER OERMEE HEIE

Isothermal titration calorimetry of tau-microtubule interaction

Junta Kashima, Hiroshi Sakamoto, Junichi Taira, Hideyuki Komatsu (Biosci. Bioinf., Kyushu Inst. Tech.)
Rhodamine-phalloidin & Lifeact-GFP O 7 7 F  #&& O E Hifbi4

Mutual Exclusion of Actin Binding between Rhodamine-phalloidin and Lifeact-GFP

Saku Kijima?, Yuuya Aoki', Taro QP Uyeda' ('Dept. Physics, Waseda Univ, *Biopro. Res. Inst., AIST)
RhPhEELETIF 2T 14T 42 D 3 DOELDBFB/NZ— > OFER

Analysis of three distinct blinking patterns of RhPh fluorescence along actin filaments
Kazunori Ono, Ryuichi Kaneda, Syunsuke Ando, Koki Arai, Yosuke Yamazaki, Taro QP Uyeda (Dept.
Physics, Waseda Univ)

5HABBEIEON—Z2DEXDH & RE DR

Force-velocity relationship of the spirochete Leptospira swimming

Keigo Abe', Kyosuke Takeba?, Shuichi Nakamura' (' Grad.Sch.Eng., Tohoku Univ., *Life and Env.Sci.,
Tsukuba Univ.)

4{&fE - AT Biological & Artificial membrane: Dynamics

Effect of sucrose on the diffusion of proteins tethered in a glass-supported lipid bilayer
Hiromitsu Hariu (Saitama Univ.)

PFY—IELTOBMUKFH-RRAT 72 —EDHR

Improvement of voltage-sensing phosphatase as a molecular tool of phosphoinositide depletion
in living cells

Akira Kawanabe'?, Natsuki Mizutani?, Tomoko Yonezawa?, Yasushi Okamura® (!Fac. Med., Kagawa
Univ., ?Grad. Sch. Med., Osaka Univ.)

PR EEMER D OEEBNREELE F v RIVARANDITH

Manipulation and quantitative evaluation of membrane tension during single-channel current
recordings in the contact bubble bilayer

Masayuki Iwamoto!, Shigetoshi Oiki? (!Dept. Mol. Neurosci., Univ. Fukui. Facul. Med. Sci., >Biomed.
Imaging Res. Center, Univ. Fukui)

WERWMEZEF v 2/ MscL OIEEBRREZEICHTIREDNY IaL—Ya R
Computational Study Focusing on the Response to Changes of Membrane Environment in
Gating of the Bacterial Mechanosensitive Channel MscL

Yasuyuki Sawada', Ken’ichi Hashimoto?, Hisashi Kawasaki2, Masahiro Sokabe? ('Dept. Nutrition,
Nagoya Univ. Eco., *Biotech. Res. Ctr., Tokyo Univ., *Mechanobiology Lab, Nagoya Univ. Grad. Sch.
Med.)

A gold nano-electrode for single channel detection

Toru Ide'?, Minako Hirano?, Kota Kaneko', Huimin Ma' ('Fac. Engn. Okayama Univ., >Photo-Bio. GPI)
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SEEBNYFISICTIRATALICLD. THETT 472 bO-ILERWEIERER 50%FEMEE
REBHIEEERDOER

Adaptive voltage control ensures the precise half inactivation application of voltage gated
channels on automated patch clamp system

Kazuya Tsurudome (Sophion Bioscience K.K.)

AIAF > F v RIVDPFENFEYIaL—2a >

All-atom molecular dynamics simulations of artificial ion channels

Takahiro Osamura', Toru Ekimoto!, Tsutomu Yamane', Takahiro Muraoka?, Kazushi Kinbara?,
Mitsunori Ikeguchi* ('Grad. Sch. Med Life Sci., Yokohama City Univ., *Grad. Sch. Global Innov., Tokyo
Univ. of Agri. and Tech., 3Grad. Sch. Life Sci. and Tech., Tokyo Tech, *Med. Sci. Innov. Hub., Riken)
BNREHIVD T LR T Ca A ICRIEFT REIEMERDONR

Effect of solubilization with a detergent on sarcoplasmic reticulum Ca?*-ATPase

Takashi Daiho, Stefania Danko, Kazuo Yamasaki, Satoshi Yasuda, Hiroshi Suzuki (Asahikawa Medical
Univ.)

TAMZy VEREWBICES I MO FUTODATP SEIR(E

Control of mitochondrial ATP synthesis with a protonic biotransducer

Momoka Takahashi!, Mingyin Cui?, Hiroko Kashiwagi', Takeo Miyake?, Yoshihiro Ohta' (Grad. Sch.
Biotech., TUAT, *Grad. Sch. Info., Univ. Waseda)

Toward the construction of DNA origami artificial channel with selective transport function
Shoji Iwabuchi!, Ibuki Kawamata!, Yuki Suzuki?, Satoshi Murata!, M. Shinichiro Nomura'! (!Grad. Eng.,
Univ. Tohoku, >FRIS, Univ. Tohoku)
LRRERFSEEHY 5 X4 —I12L 3 EGF ¥ JFIVREDREE

Regulation of downstream signaling by clusters of epidermal growth factor receptor

Michio Hiroshima'2, Nario Tomishige?, Masahiro Ueda!, Toshihide Kobayashi’, Yasushi Sako? ('RIKEN
BDR, 2RIKEN CPR, 3Univ. of Strasbourg)

p52Shc (FBFRMEKTERIIC Grb2 DY T FHIVBESF 1 F I 7 X2 HI#T 2

p52Shc regulates Grb2 signaling dynamics in a time dependent manner after cell stimulation
Ryo Yoshizawa', Nobuhisa Umeki?, Masataka Yanagawa?, Masayuki Murata', Yasushi Sako?
('Grad.sch.arts and ahi., the univ. Tokyo, *Wako Inst., Riken)

Analysis of electrostatic interaction of acidic glycolipid with transmembrane peptide of insulin
receptor

Yuka Nimura!, Kazuya Kabayama!??3, Yuya Asahina®, Shinya Hanashima', Hironobu Hojo*,

Michio Murata!, Koichi Fukase'->? (\Grad. Sch. of Sci., Osaka Univ., >MS-CORE, PRC, Grad. Sch. of Sci.,
Osaka Univ., 3Inst. for Radiation Sciences, Osaka Univ., *Inst. for Protein Research, Osaka Univ.)
HRENRIL IRV EETIVERBEADOES2 >N EBEBRK

Direct reconstitution of membrane proteins from cell membrane blebs into a model biological
membrane

Rurika Nagai', Yasushi Tanimoto?, Rinshi Kasai®, Kenichi Suzuki*?, Fumio Hayashi®,

Kenichi Morigaki'? (\Grad. Sch. Agr., Univ. Kobe, *Biosignal Research Center, Univ Kobe, Institute for
Frontier Life and Medical Sciences, Univ Kyoto, *G-chain, Univ. Gifu, >Grad of Nat. Sci and Tech., Univ
Gifu, °Grad. Sch. Scie, Univ. Kobe)

RO - RO TEERWEE Neuronal circuit & Information processing

7HAO—AHEEE AV ERHRD S MR T 2 MIEREDHEEER OB

Interactions of neurites elongated from isolated hippocampal cells in agarose width-length-
controlled microchannels

Yuhei Tanaka!, Shota Aoki!, Haruki Watanabe?, Kenji Shimoda?, Akihiro Hattori®, Masao Odaka?,
Kenji Yasuda'?3 (Dept. Pure & Appl. Phys., Grad. Sch. Adv. Sci. & Eng., Waseda Univ., *Dept. Pure &
Appl. Phys., Sch. Adv. Sci. & Eng., Waseda Univ., *Org. Univ. Res. Initiatives, Waseda Univ.)
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Implementation of automated driving by deep reinforcement learning on high definition simulator
Shunsuke Isomura', Hideo Mukai'-2 (\Comp. Sci. Prog., Grad. Sch. Sci & Tech., Meiji Univ., *Dept. Comp.
Sci., Sch. Sci & Tech., Meiji Univ.)

B—DOHERECH T IMEFEERAET 2 -ODXERy MRIRYA V7B =— NILERAWF pm
B OFEDO T H O — XN T

Precise pm agarose microfabrication technology with spot absorption microneedle for single
neurite elongation property measurement

Haruki Watanabe!, Yuhei Tanaka?, Shota Aoki2, Kenji Simoda!, Takahito Kikuchi?, Akihiro Hattori**,
Masao Odaka®*, Kenji Yasuda'>** (\Dept. Pure & Appl. Phys., Sch. Adv. Sci. & Eng., Waseda Univ.,
2Dept. Pure & Appl. Phys., Grad. Sch. Adv. Sci. & Eng., Waseda Univ., *Org. Univ. Res. Initiatives,
Waseda Univ., *WASEDA Biosci. Res. Ins. in Singapore (WABIOS))

BAHAHZ1—F I xy T =7 & AV EREERFEAOEE

Implementation of EEG analysis method with Convolutional Neural Networks

Hiroaki Takao', Hideo Mukai'-? ('Comp. Sci. Prog., Grad Sch. Sci & Tech., Meiji Univ., >Dept. Comp.
Sci., Sch. Sci. & Tech., Meiji Univ.)

KEWE : AR - FtZA Photobiology: Vision & Photoreception

U > RIEREEROA T2 P ERICKBEHEL O8N T Y 2 ERFOEMEERT

Apo-opsin exists in equilibrium between a predominantly inactive and a rare highly active state
Shinya Sato!?, Beata Jastrzebska®, Andreas Engel’, Krzysztof Palczewski®*, Vladimir J. Kefalov! ('DOVS,
Washington Univ., >Grad. Sch. Biostudies., Kyoto Univ., 3Case Western Reserve Univ., *UC Irvine)
KADNY TYTERNEAYFORNT D > OBEERR

Function study of heliorhodopsin using native bacteria

Ai Muto, Rei Abe-Yoshizumi, Hideki Kandori (Nagoya Inst. Tech.)

2577 DXEMLEE

Photoactivation process of Melanopsin

Masami Kugo!, Takahiro Yamashita!, Yoshinori Shichida?, Yasushi Imamoto' (!Grad. Sch. Sci., Kyoto
Univ., 2Ritsumeikan Univ.)

T3/ BEBRICKZEHEMORN T 0N ZT— TIVEE(E

Construction of vertebrate rhodopsin with bistable property by a single mutation

Kazumi Sakai', Yoshinori Shichida?, Takahiro Yamashita! (' Graduate School of Science, Kyoto
University, Research Organization for Science and Technology, Ritsumeikan University)

A X BRHEEICL B RBEMHEO RN T Y > OEMEERE X H = X LADHEHR

Stabilization Mechanism of Active Conformation of Photoactivated Rhodopsin Studied by High-
Angle X-Ray Scattering

Yasushi Imamoto!, Keiichi Kojima?, Toshihiko Oka?, Ryo Maeda®*, Yoshinori Shichida’® ('Grad. Sch. Sci.,
Kyoto Univ., >Grad. Sch. Med. Dent. Pharm. Sci., Okayama Univ., *Grad. Sch. Sci., Shizuoka Univ.,
4RIKEN, *Ritsumeikan Univ.)
PTI/NITIFIOLBERBERDY T4 REQBERRITICE 370 > OFE
Protochromic Absorption Changes in Two-Cys Photocycle of the Blue/Orange
Cyanobacteriochrome

Teppei Sato'2, Takashi Kikukawa?, Risako Miyoshi?, Kosuke Kajimoto*, Chinatsu Yonekawa!,
Tomotsumi Fujisawa®, Masashi Unno*, Toshihiko Eki', Yuu Hirose' (' Toyohashi Univ. of Tech., *Nagoya
Univ., 3Hokkaido Univ., *Saga Univ.)
NE=MEETIVRERWEOR TS DU CBIEET L X F VA OB

Rhodopsin phosphorylation and arrestin binding studied in a patterned model membrane

Fuko Kueda!, Yasushi Tanimoto?, Fumio Hayashi?, Kenichi Morigaki>* (\Fac. Agr., Univ. Kobe,
2Biosignal Research Center, Univ. Kobe, 3Grad. Sch. Scie., Univ. Kobe, *Grad. Sch. Agr., Univ. Kobe)
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RIERAEBRZHERPEDERY M F U HEEICHT S Gin114 DIRE

Role of GIn114 in chloride binding of long-wavelength-sensitive visual pigment

Kota Katayama', Shunta Nakamura!, Takuma Sasaki', Hiroo Imai?, Hideki Kandori' ('Grad.Sch.Eng.,
Nagoya Inst. Tech, *Orimate Res. Inst., Kyoto Univ)

Comparative Study for Anion Transport Activity of Anion Channelrhodopsins by Using a Simple
pH Electrode Method

Chihiro Kikuchi (Grad. Sch. Life Sci.)

FeAEME : FAHE Photobiology: Photosynthesis

(3SDA-3) £FHBADIEAFPHAF S I RBEOTVF v 2O TD >

(3SDA-3) Novel optogenetics tool: A light-gated cation channel with high-reactivity to weak light
Shoko Hososhima', Shunta Shigemura', Hideki Kandori', Satoshi Tsunoda'? ('Nagoya Institute of
Technology, 2JST, PRESTO)

RKFCAEA ) IY—LT 2HEH I U T b I OL 2 DHFHHHE

Molecular properties of light-dependent homo-oligomerizing At CRY2

Kazuya Agata!, Daichi Yamada?, Hideki Kandori! ('Nagoya Inst. Tech., Dept. Life Sci. Appl. Chem.,
2Univ. Hyogo, Dept. Life Sci.)

KT v IN— %V bZIP BET R T ORERYECS RS O AT

Analyses of the target sequence recognition of a bZIP factor, using a light-activatable
Photozipper

Osamu Hisatomi, Samu Tateyama, Itsuki Kobayashi (Grad. Sch. of Sci., Osaka Univ.)

KHEHE bzIP EERT (74 Y v/N—) OB Y — FERKEDEE

Hydrophobic residues on the B-sheet of a light-activatable bZIP factor, Photozipper

Hiroto Nakajima, Itsuki Kobayashi, Osamu Hisatomi (Grad.Sch.of Sci.,Osaka Univ.)

E&E AFM I & % DNA #EAXZ R 2 > /V7 E Photozipper D 1 HFENEA X —J 2 T

Single molecular dynamics imaging of DNA binding photoreceptor protein, Photozipper, by
high-speed AFM

Kento Nomura!, Hayato Yamashita!, Osamu Hisatomi2, Masayuki Abe' (\Grad. Sch. of Eng. Sci., Osaka
Univ., >Grad. Sch. of Sci., Osaka Univ.)

Theoretical study on molecular mechanism of a light-driven ion transport of Halorhodopsin from
Natronomonas pharaonis

Ryo Oyama, Taisuke Hasegawa, Shigehiko Hayashi (Grad. Sch. Sci., Univ. Kyoto)

47 LEYFE ~Genome biology

T Z R RS DR I D BIEL & OMasERM

Dynamic and cell specific changes in intranuclear chromosomal

Yuhei Yasui (Integrated science for life, Hiroshima Univ)

XU LAY — LPBRIIV— TIEFREL S > XL — 4 —BcF] (NENLIS) (Ck3 1> XL —4—iEH
D5/ LT A R

Genome-wide analysis of insulator activity by nucleosome exclusive non-looping insulator
sequence (NENLIS)

Yudai Hirose!, Yuki Matsushima!, Naoaki Sakamoto?, Akinori Awazu? ('Grad. Sch. Sci., Univ.
Hiroshima, >Grad. Sch. Integrated Sci., Univ. Hiroshima)

X RBEFTEELEFET 2 LEHEE

The dynamics of chromosomes that trigger X chromosome inactivation

Tetsushi Komoto, Hiraku Nishimori, Akinori Awazu (Integrated Science for Life in Hiroshima university)
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£ 15 F1F  Bioinformatics

Machine learning models for predicting ligand-binding sites using residue-wise features
Masafumi Shionyu, Atsushi Hijikata (Fac. Biosci., Nagahama Inst. Bio-Sci. Tech.)

T/ 70— FIVHFEOFE & RBEROT —4~N—-2X

Database for information of acquirable monoclonal antibody

Hirofumi Suzuki', Mika Kaneko?, Yukinari Kato?, Kei Yura'? ('Dept. Life Sci. & Med. Bio., Waseda
Univ., >Grad. Sch. of Med., Tohoku Univ., 3Sim. Info. Bio., Ochanomizu Univ.)
BABIEHFEEEZICE DEHD X T LT -Vibrio alginolyticus DEMEANDIGHA

Biological system analysis by a strong forward genetics -An application to a taxis in a strain
Vibrio alginolyticus

Kunio Thara!, Kazuma Uesaka!, Noriko Nishioka?, Seiji Kojima?, Michio Homma? (!Nagoya University
Cent.Gene Res., 2Nagoya University Grad. School Sci.)

BaBOPEWVNS I YT M—LTF—4050%xy NT—VHEICHEL 2BEFITIV—T1LE
Gene grouping strategy for network inference from a small time-series transcriptome data
Kiyohiro Maeda (Fujifilm Corporation)

EMRELNIEELTID T 1) > OESELHER

Evolutionary Analysis of Luciferase, Photoprotein and Luciferin

Misato Funahashi', Hirofumi Suzuki2, Kei Yura'? ('Grad. Schl Hum. Sci., Ochanomizu Univ., 2Schi Adv.
Sci. Engng., Waseda Univ.)

HIBEYFE Mathematical biology

ZREFEEFREREERICE T IEEHNX O TIVER

Group Mendelian Dominance in Diploid Gene Regulatory Network

Kenji Okubo, Kunihiko Kaneko (Dep. of Basic Sci., Univ. Tokyo)

TERERFHLOBENEXY FT—7%2{ 3%k

Cooperative architecture for functional network from sloppy gene expression dynamics
Masayo Inoue', Kunihiko Kaneko? ('IMS, Meiji Univ., 2Univ. of Tokyo)

BETOF/ ~v1 0% V&M : ABRE EREOHEETH

Nano/Micro-machines in the Crowd: Interplay between the Internal State and Surroundings
Yuichi Togashi'? ('RIKEN BDR, *Grad. Sch. Integ. Sci. Life, Hiroshima Univ.)

3D phase field simulation for macropinocytosis of amoeboid cells

Nen Saito!, Satoshi Sawai? ('Grad. Sch. Sci., Univ. Tokyo, *Grad. Sch. Arts Sci., Univ. Tokyo)
Geometric feature extraction from some gene expression pattern for prediction of atopic
dermatitis patients

Takuya Hasebe', Masahiro Sugimoto?, Takanori Sasaki' (\Grad. Sch. Adv. Math. Sci., Meiji Univ.,
2RDCMIT, Tokyo Med. Univ.)

BEREBATILATETVORBICE IS EBDER

A Study on Learning in Growing Population on the Basis of Hidden Markov Model

So Nakashima!, Tetsuya J. Kobayashi? (\grad. school of IS& T, UTokyo, 2IIS, UTokyo)

Bt ROE R Y FT =V ETIVICE T 2 BRIVEBEETK

Spontaneous hierarchical structure formation in dynamic network model of cerebral nervous
system

Amika Ohara, Hiraku Nishimori, Akinori Awazu (Dept. of math. and life sci. Hiroshima univ.)
Fitness response relation of a multitype age-structured population dynamics

Yuki Sughiyama!, So Nakashima?, Tetsuya Koabayasi! (\1IS, The University of Tokyo, >Department of
Mathematical Informatics, The University of Tokyo)
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Simulation and regulation of E.coli which has autonomous diversification ability

Eriko Nakagawa', Shotaro Ayukawa?, Daisuke Kiga' (' Department of Electrical Engineering and
Bioscience, Waseda University, >°Waseda Research Institute for Science and Engineering, Waseda
University)

Probability landscape of coupled epigenetic and genetic network with eddy-like probability
currents

Bhaswati Bhattacharyya, Masaki Sasai (Department of Applied Physics, Nagoya University)

KOy 77 r&BEALAEZ2—5)%y FT—=UT7ITYXLILELZKBRDEGFHIEL v
N7 — 9 D#E

Inference of gene regulatory network of E.coli by neural network algorithm applied dropout
Yusuke Mizukoshi!, Masahiro Sugimoto?, Takanori Sasaki® (!Grad. Sch. Adv. Math. Sci., Univ.Meiji,
2RDCMIT, Univ.Tokyo Med, *Grad. Sch. Adv. Math. Sci., Univ.Meiji)

JEF1 - &4 U X L Nonequilibrium state & Biological rhythm

Active Nematic Sperms in Vivo Mouse

Tsuyoshi Hirashima', Kyogo Kawaguchi?, Takuya Omotehara®, Masahiro Itoh?, Kenta Ishimoto?,
Michiyuki Matsuda'® (\Grad Sch Med, Kyoto Univ, *RIKEN, *Tokyo Medical University, *Grad Sch Math
Sci, The Univ of Tokyo, >Grad Sch Biostudies, Kyoto Univ)
XFIEIO—REDEFPBEPFET 2ERBRT U F U REOHERER N X 1 > BRI
Emergence of spindle-shaped namatic domains of filamentous actin during polymerization
induced by phase-separation from methylcellulose

Masahito Hayashi!, Tomoyuki Kaneko', Kingo Takiguchi? ('LaRC, Frontier Biosci., Hosei Univ., *Dept.
Biol. Sci., Grad. Sch. Sci., Nagoya Univ.)

Traveling band formation of a mutant Dictyostelium cell population induced by contact following
of locomotion

Masayuki Hayakawa!, Tetsuya Hiraiwa?, Yuko Wada!, Hidekazu Kuwayama?, Tatsuo Shibata! ('Riken
BDR, ?Dept. of Phys, Univ. of Tokyo, *Faculty of Life and Env. Sci., Univ. of Tsukuba)

=& AFM (Z & % KaiC. KaiB. SasA BHEE/EAD Y o BLREHKFLHEHE

High-Speed AFM observation of phosphorylation state-dependent interactions between KaiC,
KaiB and SasA

Kenta Ueda', Tetsuya Mori?, Shogo Sugiyama’, Takayuki Uchihashi', Carl H. Johnson? (' Dept. of Sci,
Nagoya Univ, *UnivDept.of Biol.Sci., Vanderbilt Univ, *Dept. of Phys, Kanazawa)

Individual cyanobacterial circadian rhythms under chilly conditions

Hiroshi Ito', Hinako Maruayama', Irina Mihalcescu? ('Grad. Sch. Design., Kyushu Univ., 2LIPhy,
Universite Grenoble Alpes)

£l “Measurements

BB AT LERAVELEHREDLEODNA ZN—Ty b Fv o N—DHR

Improvement of high-throughput chamber for cardio-toxicity testing with multi-electrode array
system

Naoki Tadokoro, Tomoyuki Kaneko (LaRC, FB, Hosei Univ.)

HPD IC & 3 ILREFEHE 1 S FRILiEE

Wide-field single-molecule fluorescence polarization detection by hybrid photo-detectors
(HPDs)

Atsuhito Fukasawa!, Gaku Nakano', Minako Hirano?, Toru Ide?, Hiroaki Yokota? (! Hamamatsu
Photonics K.K., *Grad. Sch. Creation Photon Indust., >Grad. Sch. Interdisciplinary Sci. and Engineering in
Health Sys.)
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HWEZ L INTEDFRNANRY MVAIE —RER RO ORIR & 88—

IR spectra of fluorescent proteins -selective measurement of chromospheres-

Hirona Takahashi, Makoto Sakai (faculty of Science, Okayama University of Science)
HAFTRRMEZ AW LSS TFI 7T « I EZ ZEEEAOFE

Elucidation of the Effect of Macromolecular Crowding to Molecular Interactions using
Fluorescence Fluctuation Microscopy Techniques

Fusako Gan!, Akito Matsui!, Johtaro Yamamoto?, Masataka Kinjo® ('Grad. Sch. of Life Sci., Hokkaido
Univ., 2Biomed. Res. Inst., AIST, 3Fac. of Adv. Life Sci., Hokkaido Univ.)

Examination of backtracking engulfment mechainism in macrophages using on-chip single cell
observation assay

Amane Yoshida', Yuya Furumoto!, Toshiki Azuma', Takahiro Kitahara?, Tomoyasu Sakaguchi?,

Masao Odaka?, Akihiro Hattori®, Kenji Yasuda'>? (\Dept. Pure & Appl. Phys., Grad. Sch. Adv. Sci. &
Eng., Waseda Univ., *Dept. Pure & Appl. Phys., Sch. Adv. Sci. & Eng., Waseda Univ., *Org. Univ. Res.
Initiatives, Waseda Univ.)

FrESU-—REEERAVWAE—Y/O7 77— O—EDOARICH T 29 REEEMICOVT
Extra volume increase of single macrophage during sequential phagocytosis occurred by using
micropipette aspiration measurement assay

Toshiki Azuma', Yuya Furumoto', Amane Yoshida!, Masao Odaka?, Akihiro Hattori2,

Tomoyasu Sakaguchi®, Takahiro Kitahara?, Kenji Yasuda'>? (\Dept. Pure & Appl. Phys., Grad. Sch. Adv.
Sci. & Eng., Waseda Univ., >Org. Univ. Res. Initiatives, Waseda Univ., Dept. Pure & Appl. Phys., Sch.
Adv. Sci. & Eng., Waseda Univ)

Releasing SecM translation arrest and observing resumed translation using magnetic tweezers
Zhuohao Yang, Ryo lizuka, Takashi Funatsu (Grad. Sch. of Pharm. Sci., The Univ. of Tokyo)

N F A %X —2 25 /Bioimaging

(3SGA-5) EEMREFIHT AT 1 T— 42— D 1 PFRBFEA A~ L TILL D P TFRELEE
DEEEN

(3SGA-5) Molecular localization and dynamics of Mediator regulating transcription elongation
using single-molecule and super-resolution microscopy

Yuma Ito!, Shinnosuke Kunimi!, Hidehisa Takahashi?, Makio Tokunaga' ('Sch. Life Sci. Tech., Tokyo
Inst. Tech., >Grad. Sch. Med. Life Sci., Yokohama City Univ.)

BHHRIREROBRE G X —2 » JIcRICA - MEMRTHNXZ M v F o JREaEHE 2N
JBEDOR%R

Acid-tolerant Reversibly Switchable Green Fluorescent Protein for Super-resolution Imaging in
Acidic Conditions

Hajime Shinoda'2, Kai Lu?, Ryosuke Nakashima®, Tetsuichi Wazawa?, Kosuke Noguchi?,

Tomoki Matsuda®3, Takeharu Nagai®3 ('CPR, Riken, *Grad. Sch. Eng., Osaka Univ., 3ISIR, Osaka Univ.)
Direct observation of heterogeneous starvation response and emergence of surviving
subpopulation in the clonal microbial population

Sotaro Takano!, Miki Umetani?, Hidenori Nakaoka?, Yuichi Wakamoto>*, Ryo Miyazaki'->¢ ('4IST,
Bioprod. Inst., *Grad. Sch. of Arts and Sci., Univ. of Tokyo, 3Universal Biol. Inst., Univ. of Tokyo, *Res.
Center for Complex Syst. Biol., Univ. of Tokyo, >AIST, CBBD-OIL, SLife and Env. Sci., Univ. of Tsukuba)
AT LAY ACH T 2 REHEMEIF OB FIHERBRE

Noninvasive near-infrared monitoring of intrinsic optical signals caused by high K+-induced
cortical spreading depression in hairless mice

Hiro Yamato!, Takashi Jin?, Yasutomo Nomura' ('Grad. Eng. Maebashi Inst. Tech., >RIKEN BDR)
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1HWFCTH/ RF—IVBERTE T/ Ry —VBGRICE DT/ FA1VELR

Application of individual fluorescent nanodiamond as nanothermometer and nanoheater
Chongxia Zhong', Shingo Sotoma'-?, Yoshie Harada'-}, Madoka Suzuki! (Institute for Protein Research
(IPR), Osaka University, %Japan Society for the Promotion of Science(JSPS), *QIQB, OTRI, Osaka
University)

HWFI4IVE—MD Y Iab—Y a3 ICLBEEAFM T — 420 5 O3 FEEHRE
Biomolecular dynamics inferred from high-speed AFM data via particle-filter MD simulations
Suguru Kato, Toru Niina, Sotaro Fuchigami, Shoji Takada (Kyoto University)

Elucidation of the aggregation of serum amyloid A protein and health diagnosis using a high-
throughput screening system

Xuguang Lin!, Masahiro Kuragano', Kenichi Watanabe?, Kiyotaka Tokuraku' (!Dep. of App. Sci. and
Eng., Muroran Ins. of Tech., *Obihiro Univ. of Agric. Vet. Med.)

3D time-laps imaging of alpha-synuclein aggregation using quantum-dot nanoprobes

Min Nuo!, Masahiro Kuragano!, Q.P Taro Noguchi?, Kiyotaka Tokuraku! ('Dep. of App. Sci.and Eng.,
Muroran Ins. of Tech., *NIT, Miyakonojo College)

Three-dimensional analysis for formation process of amyloid ,, aggregation using quantum
dots nanoprobe

Masahiro Kuragano, Kiyotaka Tokuraku (Div. of Sust. and Env. Eng., Muroran Inst. of Tech.)
BEAFM Z AW HECTRIAEX F L UH—EDIEFF ALICH S BEBROHE
Observation of the structural dynamics associated with ubiquitination of HECT-type ubiquitin
ligase using high-speed AFM

Ikumi Mruo', Takahiro Watanabe-Nakayama?, Toshio Ando?, Hiroki Konno? ('Grad. Sch. of Nat. Sci. &
Technol., Kanazawa Univ., *WPI Nano Life Sci. Inst. (WPI-NanoLSI), Kanazawa Univ.)

Kinesin transport on microtubules studied by high-speed AFM

Christian Ganser', Syeda Rubaiya Nasrin?, Akira Kakugo??, Ryota lino*, Takayuki Uchihashi®
("ExCELLS, NINS, *Grad. Sch. Chem. Sci. Eng., Hokkaido Univ., *Fac. Sci., Hokkaido Univ., *IMS, NINS,
3Grad. Sch. Sci., Nagoya Univ.)

SHOMBEIRT Y X T LDIBE & T OWEEERENT

Construction and functional analysis of the glycan display system on the cell membrane
Ayane Miura!, Kazuya Kabayama'23, Syuto Miyake', Hiroki Syomura!, Yoshiyuki Manabe',
Toshiyuki Yamaji*, Kentaro Hanada*, Koichi Hukase'>* (\Grad. Sch. of Sci., Osaka Univ., 2MS-CORE,
PRC, Grad. Sch. of Sci., Osaka Univ., 3Inst. for Radiation Sciences, Osaka Univ., *NIID)

KT I /BRI BEEFI- FEEXENMF P —

Genetically encoded fluorescent biosensor for branched-chain amino acids

Hiromi Imamura, Tomoki Yoshida, Hitomi Nakajima, Sena Takahashi, Akira Kakizuka (Grad. Sch.
Biost., Kyoto Univ.)

Odor-evoked responses in mouse whole brain as detected by BOLD-fMRI analyses with
periodic stimulation and independent component analysis

Mitsuhiro Takeda, Fuyu Hayashi, Naoya Yuzuriha, Sosuke Yoshinaga, Hiroaki Terasawa (Kumamoto
University, Faculty of Life Sciences)

JIAFBFRINET F7 1 —HICLBRRIREFOT I F Ui E T 72 > DEE{E
Visualization of F-Actin with Fascin in Filopodia by electron cryo-tomography

Naoko Kajimura!, Takuo Yasunaga?, Kaoru Mitsuoka' ('Research Center for Ultra-High Voltage EM,
Osaka Univ., >Grad. Sch. Comp. Sci. Syst. Eng., KIT)

Fluorescent Ca2+ indicators for multiplexed super-resolution imaging at nanoscopic cellular
domain

Kai Lu, Tomoki Matsuda, Tetsuichi Wazawa, Takeharu Nagai (ISIR, Osaka University)
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(3SFA-5) Intracellular delivery of biologics using magnetically-navigated nanocarrier

Yoshihiro Sasaki, Ryosuke Mizuta, Naoya Kinoshita, Kazunari Akiyoshi (Department of Polymer
Chemistry, Graduate School of Engineering, Kyoto University)

3D image construction methods for observation of cell with micro manipulation

Masaru Kojima', Yuma Takeuchi!, Yasushi Mae!, Tatsuo Arai>? (\Grad. Sch. Eng.Sci., Osaka Univ.,
2UEC, 3BIT)

Distinct morphologies of integrin-targeted peptide co-assemblies in peritumoral space vs
physiological ECM

William Cortes, Sona Roy, Sachie Yukawa, Toshio Sasaki, Wu Xia, Ye Zhang (Ye Zhang Unit, Okinawa
Institute of Science and Technology)

RIRFH®ZBEH DNA EF—JDHCES

Self-assembly of a Flexible Multi-joing Ring Motif

Shiyun Liu, Ibuki Kawamata, Shin-ichiro Nomura, Satoshi Murata (Grad. Sch. Eng., Univ. Tohoku)

Fo e FITINFARXA=T 2T TA—YA X M) —TOMROEREBHBORED-HD
YA XEM

Size distribution analysis of circulating tumor cell clusters in blood using on-chip multi-imaging
flow cytometry

Masao Odaka', Akihiro Hattori!, Kenji Yasuda'? ('Org. Univ. Res. Initiatives, Waseda Univ., *Dept. Pure
& Appl. Phys., Grad. Sch. Adv. Sci. & Eng., Waseda Univ.)

IO FREBAEHEDRBH AV ) -2 TV ZAFTLICKY RE L 2@ R A O ST
Evaluation of highly active natural extracts found by an automated screening system for amyloid
aggregation inhibitors

Rina Sasaki!, Masahiro Kuragano', Kenji Monde?, Koji Uwai!, Kiyotaka Tokuraku' ('Grad. Sch. Eng.,
Muroran Inst. Tech., *Fac. Adv. Life Sci., Hokkaido Univ.)
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