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MHEEZ b F UORENYF 7077 — E0OWiE & BEERIT

Structural and functional analysis of a thermostable stomatin-specific protease

Hideshi Yokoyama!, Daisuke Kobayashi', Naoto Takizawa!, Satoshi Fujii!, Ikuo Matsui® ('Sch. of Pharm. Sci., Univ. of Shizuoka, *Biomedical
Res. Inst., AIST)

H#ET FYREHRE AEY SV EBGOERIEE

Crystal structure of staphylococcal a-hemolysin monomer

Takaki Sugawara!, Daichi Yamashita!, Yoshikazu Tanaka'-2, Jun Kaneko?, Yoshiyuki Kamio?, Isao Tanaka!?, Min Yao'? (\Grad. Sch. Life Sci.,
Hokkaido Univ., *Fac. Adv. Life Sci., Hokkaido Univ., 3Grad. Sch. Agri., Tohoku Univ.)

Mpycoplasma pneumoniae J8FE X 71 = X L. (B 3 P65 DIBERIT

Structural analysis of P65 involved in Mycoplasma pneumoniae gliding mechanism

Masaru Yabe!, Miki Kinoshita', Yukio Furukawa?, Katsumi Imada’, Makoto Miyata' ('Grad. Sch. of Sci., Osaka City University, *Grad. Sch. of
Frontier BioSci., Osaka University, *Grad. Sch. of Sci., Osaka University)

Concentration Dependence of Amyloid Peptide Assembly by Using the Molecular Dynamics Simulations

Naohiro Nishikawa'?, Yoshikate Sakae', Yuko Okamoto'**> ('Grad. Sch. of Sci., Nagoya Univ., *Inst. for Mol. Sci., 3Str. Biol. Res. Cent., Grad.
Sch. of Sci., Nagoya Univ., *Cent. for Comp. Sci., Grad. Sch. of Eng., Nagoya Univ., ’Info. Tech. Cent., Nagoya Univ.)

Lectin-like transcript 1 (LLT1)D#:&E#H & LLT1-CD161 BEHD € FIVIER

Structure analysis of lectin-like transcript 1 (LLT1) and model building of LLT1-CD161 complex

Shunsuke Kita!, Haruki Matsubara?, Jun Kamishikiryo?®, Yuki Okabe', Hideo Fukuhara', Kimiko Kuroki!, Katsumi Maenaka' (‘Pharm., Univ. of
Hokkaido, *Grad. Univ. Advanced Studies, KEK PF SBRC, Dep. of Materials Structure Science, *Sch. of Pharm., Univ. of Fukuyama)

Photon Factory ® BioSAXS E—L 5 1 ~ ORIK

Current status of BioSAXS beamlines at Photon Factory

Nobutaka Shimizu', Shinya Saijyo', Hiromasa Ota?, Takeharu Mori!, Yasuko Nagatani', Ai Kamijyo', Takashi Kosuge', Noriyuki Igarashi’
(Photon Factory, KEK, *Mitsubishi Electric SC)

IxNF-—RFAREREAVALEOERSHBETA

Protein-protein complex structure prediction using the solution theory in the energy representation

Kazuhiro Takemura!, Nobuyuki Matubayasi®, Akio Kitao' ({/MCB, Univ. Tokyo, >Grad. Sch. Eng. Sci, Osaka Univ.)

BHIRAXZRACDT2 O CRL I FUHFX A O X RiERBERIN

Crystal structure of the C-type lectin-like domain of CD72

Kenro Shinagawa!, Nobutaka Numoto?, Takeshi Tsubata?, Nobutoshi Ito? (!Grad. Bio. Sci., Tokyo Med. and Dent. Univ., *Med. Res. Inst., Tokyo
Med. and Dent. Univ.)

ADP # 5 E IBIKE A,B, HEAO X RiERIB SR

Crystal Structure of ADP-Bound A;B; Complex of Enterococcus hirae V-ATPase

Kazuya Nakamoto', Kenji Mizutani'-2, Kano Suzuki!, Yoshiko Ishizuka-Katsura’, Mikako Shirouzu?®, Shigeyuki Yokoyama®, Ichiro Yamato?,
Takeshi Murata'S ('Grad. Sch. Sci., Univ. Chiba, *Dept. Bio. Sci. Tech., Tokyo Univ. of Science, *RIKEN CLST, *Structure Bio. Lab., RIKEN, *JST,
PRESTO)

TtFbpA (- & % A EKEE S ¥R D AEEA

A novel six-coordinated ferric ion binding mode of TtFbpA

Shipeng Wang, Misaki Ogata, Shoichiro Horita, Jun Ohtsuka, Koji Nagata, Masaru Tanokura (Department of Applied Biological Chemistry,
Graduate School of Agricultural and Life Sciences, University of Tokyo)

X1 FFEWFEILLD 0O XTL I BEES E15TFHRE

X-ray Single Molecule Observations of Alpha-synuclein’s Structural Fluctuations by using Diffracted X-ray Tracking (DXT)

Masahiro Shimura!, Naruki Hara', Yufuku Matsushita!, Keigo Ikezaki!, Hiroshi Sekiguchi?, Naoya Fukui®, Yasushi Kawata’, Yuji Sasaki'? (!The
University of Tokyo, 2SPring-8/JASRI, 3Tottori University)

BFFFRTILEB G NI E-BEHAKRORBBEEHET RV ¥ — 5l

Molecular docking study of structure and binding energy of ligand-protein complex in dissociation process

Hiroaki Saito, Kazutomo Kawaguchi, Hidemi Nagao (Kanazawa University)

Some cooperative aspects of protein aggregation phenomena

Takashi Konno (Med., Univ. Fukui)

BAI VAT PLVEAREY L TOFT—EEEZNIEF VI F U OERKE MU T2 U DERKROBERT

Crystal structure of the M14R mutant of oryctin, a Kazal-type serine protease inhibitor, in complex with trypsin

Desheng Liu', Tatsuya Suzuki', Shoichiro Horita!, Takeshi Kawai!, Jun Ishibashi?, Minoru Yamakawa?, Koji Nagata', Masaru Tanokura! ('Grad.
Sch. of Agri. Lif Sci., Univ. Tokyo, *Nat. Ins. of Agro. Sci)
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[NiFelb KOS+ —ERA{CBRREICE VT Ni A %185 HypAB EA K

Studies on intermediate HypAB complexes for Ni insertion during [NiFe] hydrogenase maturation

Takumi Kawashima!, Satoshi Watanabe'2, Yuichi Nishitani!, Tamotsu Kanai®, Haruyuki Atomi®, Tadayuki Imanaka*, Kunio Miki' (Grad. Sch.
Sci., Kyoto Univ., 2IMRAM, Tohoku Univ., >Grad. Sch. Eng., Kyoto Univ., *Coll. Life Sci., Ritsumeikan Univ.)

TAB77—-2t TR 77 -V NEE#TRZIBABAEOHEOREE L HiEk

Structure and function of receptor binding proteins of T4-type phages and T2-type phages

Shuji Kanamaru', Kazuya Uchida', Takahiro Momiyama', Kaname Nishijo', Fumio Arisaka'? ('Grad. Sch. of Biosci. & Biotech., Tokyo Inst. of
Tech., ’Life Sci. Res. Center, Nihon Univ.)

NAE I BEES + OV FigN OEE E FlhA EDHEEERA

Structure of FIgN, a flagellar type III export chaperone, and its interaction with FlhA, a flagellar type III export gate protein

Yuya Ogawa', Yuki Nakanishi', Yumiko Uchida', Miki Kinoshita?, Tohru Minamino?, Katsumi Imada' ('Grad. Sch. Sci., Univ. Osaka, *Grad. Sch.
Frontier BioSci., Univ. Osaka)

BARBEBRZHOVIERXFHEFB PHBT SNAZHMOIAEEL FIIC NAEHHE E DB

CryoEM structure of the flagellar filament of Salmonella FIjB and implication of its difference from the FliC filament

Shoko Toma, Takayuki Kato, Keiichi Namba (Osaka University)

Expression and Structural Analysis of Two Kinds of Perireceptor Proteins (PRPs)

Xing Li', Durige Wen?, Masaru Hojo?, Mamiko Ozaki®, Tatsuo Iwasa'* (\Div. Eng., Muroran Ins. of Tech., *Div of Prod Sys Eng., Muroran Ins. of
Tech., 3Dept. Biol., Grad.School Sci., Kobe Univ, *Cen. Env. Sci. Dis. Mit. Adv. Res., Muroran Ins. of Tech.)

01B. EAE : 1B &E4EE4R9 / 01B. Protein: Structure & Function

SepCysE DR « HiERFITIC & 3 Cys-tRNA £S5 HEE O REHA

The study on the structure and function of SepCysE related to Cys-tRNA synthesis

Yuto Nakazawa!, Nozomi Asano', Akiyoshi Nakamura?, Keisuke Komoda?, Isao Tanaka'*, Min Yao'* ('Grad. Sch. Life Sci., Hokkaido Univ.,
2MB&B, Yale Univ., *Grad. Sci. Agri. Life sci., Univ. Tokyo, *Fac. Adv. Life Sci., Hokkaido Univ.)

SUNTELTANY BT 3HENBEY LTI T

Enhanced conformational sampling methods for extracting biological rare events of proteins

Ryuhei Harada'?, Yu Takano?3, Yasuteru Shigeta'* ('CCS, University of Tsukuba, *2IPR, Osaka University, 3JST-CREST)
EBBBEEMENS =3 OE|MT— FEHR

Relaxation Mode Analysis of Chignolin at Transition Temperature

Ayori Mitsutake, Hiroshi Takano (Dep. Phys, Keio Univ.)

EFENAMAEBRDKICSL S o BEREAE L EKROBEERBBOREH

Interaction Mechanism of a,-Acid Glycoprotein with Biomembrane Characterized by Vacuum-Ultraviolet Circular Dichroism
Spectroscopy

Koichi Matsuo', Hirofumi Namatame', Masaki Taniguchi'-?, Kunihiko Gekko? (' HiSOR, Hiroshima Univ., *Grad. Sch. Sci., Hiroshima Univ.,
3ISSD, Hiroshima Univ.)

LF/—NEEFVINVBEEANNAVOAFBELICHE S WS OV OFE

Planes formed with 4 introns in tertiary structures of RBP & calpain D-VI

Michiko Nosaka!, Syunya Sunaba?, Ryoutarou Tsuji*, Katsuki Hitata® (\Biol. & Mat. Eng., Sasebo College, National Inst. of Tech.,*Canon,
3SRHOM, *Unknown Company)

7hZEEAERREHFENTF F RA-VII OEERFT

Structure analysis of antitumor peptide RA-VII from Rubia Cordifolia

Yoh Noguchi', Hironao Yamada!, Sakiko Mori!, Takeshi Miyakawa!, Ryota Morikawa', Satoshi Yokojima?, Yukio Hitotsuyanagi?, Koichi
Takeya?, Masako Takasu? ('School of Life Sciences, Tokyo University of Pharmacy and Life Sciences, >School of Pharmacy, Tokyo University of
Pharmacy and Life Sciences)

BFLIaAL=23VEB57 =RV T Ly B —OBEFFHEHBEDOEFIVEER

MD and ab initio MO simulations on transcriptional mechanism controlled by lactose repressor protein and ligand

Yuki Matsushita, Kanako Shimamura, Masato Oishi, Tatsuya Ohyama, Noriyuki Kurita (Toyohashi University of Technology)
RAORMEERICEB L RE - RAESEHANORR

Insight into the antigen binding motion of germline and affinity-matured antibodies

Yusui Sato!, Yusuke Tanaka!, Hiroshi Sekiguchi?, Yuji C. Sasaki?, Takachika Azuma*, Masayuki Oda' (\Grad. Sdh. of Life and Environ. Sci.,
Kyoto Pref. Univ., 2JASRI/SPring-8, *Grad. Sch. of Fron. and Sci., Univ. of Tokyo., *Res. Ins. for Biol. Sci., Tokyo Univ. of Sci.)

L-Thr & NAD*®D#E&Z{# 5 Cupriavidus necator A3 L-A L 7 = VK FBEZE DBEZE L OBER

Analysis of structural change of L-threonine dehydrogenase from Cupriavidus necator (CnThrDH) by binding of L-Thr and NAD*
Shogo Nakano'?, Seiji Okazaki'~, Hiroaki Tokiwa>3, Yasuhisa Asano'? ('Biotech. Res. Center & Dept. Biotech., Toyama Pref. Univ., *Dept.
Chem., Rikkyo Univ, 3ERATO, JST)

PFPAHYHARDTSAP P ICE T 3BVEEERDIRE

The role of weak interaction in a blue copper protein, plastocyanin from Ulva pertusa

Soichiro Ikeda', Akiko Takashina!, Takahide Yamaguchi!, Risa Aoki', Masaki Unno!?, Takamitsu Kohzuma'? ('Grad. ins. Appl. Beam Sci., Univ.
Ibaraki, %iFRC., Univ. Ibaraki)
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TIW—a N9 BY 177 K7 XV 7 Metl6His/His6Val EREDHE & 18iED pH kFHE

pH dependency of the structure and properties of a blue copper protein, Met16His/His6Val pseudoazurin mutant

Hikaru Sunagawa!, Tsuyoshi Sakairi!, Masaki Unno'-2, Takamitsu Kohzuma'? (Graduate School of Sci. and Eng., Ibaraki Univ., %iFRC, Ibaraki
Univ.)

IR DREBEAIVY ) LiERIESEBAL OB

Functional analysis of calcite-binding site of lithostathine

Maho Nara!, Yuichi Hanada?, Hidemasa Kondo??, Sakae Tsuda? (! Hokkaido College of High Technology, *Graduate School of Life Science,
Hokkaido University, 3Bioproduction Research Institute, National Institute of Advanced Industrial Science and Technology (AIST))

Production and NMR study of plant defensin-like peptides using plant cell expression system

Yoshitaka Umetsu', Masashi Mori2, Shinya Ohki' ('\JAIST, 2Ishikawa Pref. Univ.)

FRET 7O0-7 77 F 2RV EHBRICE T3 77 F - OEESHOBKRE

Polymorphism of actin in cells, detected by FRET-probed actin

Mio Okazaki!, Saku Kijima®*, Yoshiaki Iwadate?®, Taro Q.P Uyeda®*, Taro Q.P Noguchi! (\MNCT, 2ATST, *Yamaguchi University, *University of
Tsukuba)

HP 1 7 0%E KX 1 “/histone H3 tail EEHOLREFHEY TV T

Conformational sampling of HP1 chromodomain/histone H3 tail complex

Nobuto Hashiguchi, Satoshi Omori, Kei Moritsugu, Yoshifumi Nishimura, Akinori Kidera (Yokohama City Univ.)

Sox2 D DNA A N X 1 DIBBEIES E & DNABEICHBET 37+ — VT T

Conformational Flexibility of the high-mobility group box domain of sox2 and its folding coupled with DNA binding

Erisa Harada, Tsuyoshi Konuma, Syoko Mori, Kenji Sugase (Suntory Foundation for Life Sciences)

EXAEJOEVHERATO oxy b 5 deoxy HADIETT

Transition from oxy to deoxy state in crystalline giant hemoglobin

Nobutaka Numoto!, Taro Nakagawa?, Akiko Kita®, Nobutoshi Ito!, Yoshihiro Fukumori*, Kunio Miki® (\Med. Res. Inst., Tokyo Med. and Dent.
Univ. (TMDU), *Nagahama Inst. of Bio-Sci. and Tech., *Research Reactor Inst., Kyoto Univ., *College of Sci. and Eng., Kanazawa Univ., Grad.
Sch. of Sci., Kyoto Univ.)

SENEBHIXNF B EBEY T v JICHET 7 Integrated Hamiltonian Sampling 5% 0 B ¥

Integrated Hamiltonian Sampling: towards efficient free energy calculation and conformational sampling

Toshifumi Mori', Qiang Cui? (‘Institute for Molecular Science, >Univ. of Wisconsin, Madison)

K63 & & U linear LTEF F U SiOWEY L TU Y

Full-scale conformational sampling of K63 and linear polyubiquitins

Masanori Shimizu, Hafumi Nishi, Kei Moritsugu, Akinori Kidera (Grad. Sch. of Med. Life Sci., Yokohama City University)

Microscopic observation of amyloid deposits associated with lipids of amyloid B-peptide

Kenji Sasahara (Grad. Med. Kobe Univ.)

MNEYIRIEEE katanin DS & BEEICET 3R

Structure and function of katanin, a microtubule severing protein

Naoko Iwaya'?, Syouta Noda', Natsuko Goda', Takeshi Tenno', Hidekazu Hiroaki' ('Grad. Sch. Pharm. Sci., Univ. Nagoya, >JSPS Research
Fellow)

VEI=—LZA =& 3HRBREFOBHDMLEA

The study on aEF-2 recognition mechanism of ribosomal stalk

Takehito Tanzawa', Yuki Kumakura', Yoshikazu Tanaka'-?, Toshio Uchiumi?, Isao Tanaka?, Min Yao'? ('Grad. Schl. Life. Sci., Hokkaido Univ.,
2Fac. Adv. Life. Sci., Hokkaido Univ., *Dept. Biol., Fac. Sci., Niigata Univ.)

HP1 7 0%E KX 1 » N KiRE5 D& k% & HP1oCD/histone H3 tail AK€ T IV IS

Replica-exchange simulation of N-ter fragment in HP1 chromodomain and model construction of HP1a.CD/histone H3 tail complex
Satoshi Omori, Nobuto Hashiguchi, Kei Moritsugu, Yoshifumi Nishimura, Akinori Kidera (Grad. Sch. of Med. Life Sci., Yokohama City
University)

Real-Time Observation of DNA Digestion by RecBCD with High-Speed Atomic Force Microscopy

Weidong Zhao (Kanazawa University)

Molecular basis of conformational dynamics and enzymatical maturation process of nuclear lamin A related to onset of laminopathies
Mai Tsunoda', Muneyo Mio'2, Toshihiko Sugiki’, Kazuhiro Mio'-? ('4IST, 2YCU, 3IPR)

Functional Analysis of a New Type I Antifreeze Protein from Barfin plaice, Liposetta pinnifasciata

Sheikh Mahatabuddin', Kazunari Ishihara', Yuichi Hanada!, Ai Miura?, Hidemesa Kondo'2, Sakae Tsuda'? (! Graduate School of Life Science,
Hokkaido University, >National Institute of Advanced Industrial Science and Technology (AIST))

TIF7147X7 NOEEHYE

Piezoelectric property of an actin filament

Jun Ohnuki', Takato Sato', Koji Umezawa!, Taro Q.P. Uyeda?, Mitsunori Takano! (\Dept. of Pure & Appl. Phys., Waseda Univ., >Biomedical Res.
Inst., AIST)

RIEHE ALS (CBE L /= A4V, G93A TR SOD1 DELIREMRER

Acquisition of pro-oxidant activity by fALS-linked SOD1 mutants A4V and G93A

Ken Nishiya, Nobuhiro Fujimaki, Furi Kitamura, Takashi Miura, Takakazu Nakabayashi, Hideo Takeuchi (Grad. Sch. Pharm. Sci., Tohoku Univ.)
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GroEL |Z#5& U 7= &5 BFP O—% F FRET &8I & 3 BERFR
Conformation of the denatured BFP bound to GroEL by single molecule FRET measurements
Aya Yoshida'2, Fumihiro Motojima®, Hiroyuki Oikawa', Kiyoto Kamagata!, Hideki Taguchi*, Masasuke Yoshida®, Satoshi Takahashi' ('/MRAM,
Tohoku Univ., *Grad. Sch. Sci., Tohoku Univ., *Dept of Mol Biosci, Kyoto Sangyo Univ., *Grad. Sci. of Biosci. Biotech., Tokyo Tech)
pS3C KIFNEDFIH X 1 VICET5EHAI IV F -1l
Free-energy landscape of the C-terminal negative regulatory domain of p53
Shinji Iida', Haruki Nakamura?, Junichi Higo? ('Grad. Sch. Sci., Univ. Osaka, *Institute for Protein Research)
FUNVERFHNFES I 2L -2 3 OIRBETRS I
Secondary Structure Principal Component Analysis of Protein Molecular Dynamics Simulations
Norifumi Yamamoto (Chiba Inst Tech)
BWBIT I EM.ICE B Aspergillus niger BEIFNVNAT IF—EDT UV T /A RXAVDZOORE 23X HIRE
Two distinctive unfolded states starch binding domain of Aspergillus niger accumulated during GdnHCl-induced unfolding
Daizo Hamada!, Chiaki Ota?, Momoko Kitazawa?, Hideo Miyake!, Akiyoshi Tanaka' (\Grad Schl Bioresource, Mie Univ, 2Dept Bioresource, Mie
Univ)
BHEESNXJEPHB2 D7 4+ — VT 1 TREILHT 3HRKRENE
The effect of hydrophobic environment on folding states of multifunctional protein PHB2
Takeru Chigira', Satoru Nagatoishi?, Toyomasa Katagiri®, Kouhei Tsumoto'>* (\Dept. of Chem. and Biol., Sch. of Eng., Univ. of Tokyo, *Dept. of
Bioeng., Sch. of Eng., Univ. of Tokyo, *Inst. for Genome Res., Univ. of Tokushima, *Inst. of Med. Sci., Univ. of Tokyo)
AFM |2 & 3B£{t LDL #i F DY IRET 1 E O BRI
Mechanical properties of oxidized low-density lipoprotein particles disclosed with AFM
Seiji Takeda!, Agus Subagyo?, Shu-Ping Hui', Hirotoshi Fuda!, Kazuhisa Sueoka?, Hitoshi Chiba! (\Hokkaido Univ. Faculty of Health Sciences,
2Hokkaido Univ. Graduate School of Information Science and Technology)
BFHNESIaL—2 a3 IlLIRARE Z 5 < KOBEIR
Analysis of water dynamics at the surfaces of antibodies: Molecular dynamics study
Keiko Shinoda, Hideaki Fujitani (RCAST, Univ. of Tokyo)
ZRFTEEFGHEB S KEICL S BdpA V) 1 A EBRRAICE T K2 DD BdpA TERHFIC L 5 BIERIRER
Study of BdpA folding by two-dimensional fluorescence lifetime correlation spectroscopy: Comprehensive analysis of two BdpA mutants
Takuhiro Otosu', Kunihiko Ishii!, Hiroyuki Oikawa?, Munehito Arai®, Satoshi Takahashi?, Tahei Tahara' (!Mol. Spectrosc. lab., RIKEN, 2IMRAM,
Tohoku Univ., 3Grad. Sch. Arts. Sci., Univ. Tokyo)
ok 10BRELSHBIZ N VEOMFEEREEICRIITEHEAUHOTHEOHRE
Effect of Backbone and Side-chain Packing on Structural Stability of the Protein with Only Ten Residues
Satoshi Yasuda, Tomohiko Hayashi, Masahiro Kinoshita (/AE, kyoto Univ.)
Ay bZ7I04 FREBIBOBRALMEIENE SR
Analysis of amyloid formation and inhibition mechanisms of human calcitonin
Hiroko Tanaka, Hironari Kamikubo, Yoichi Yamazaki, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)
BFHNEIaAL—YavERVWEVAY FEAICE S PR-Set7 DEEXLOME
Molecular dynamics simulations for structure changes of PR-Set7 by ligand binding
Takako Sakano, Hideaki Fujitani (RCAST, UTokyo)
78V E—MEBELDTVFURTFNILHETIEBEDHEEHESE
Competitive binding of metal ions to the octarepeat region of human prion protein
Masahiro Yagi, Kazuya Iwama, Haruto Onda, Wakako Hiraoka (Dept. Phys., Grad. Sch. Sci. & Tech., Meiji Univ.)
Rt MD-SAXS ;£ DR 3
Development of Coarse-Grained MD-SAXS method
Yuichi Kokabu', Tomotaka Oroguchi?, Mitsunori Ikeguchi! (! Yokohama City Univ., *Keio Univ.)
BESFEINFRILLBZIAY Y I RABEEHONTF NOBRNZEBEICET IHMA
High-pressure molecular dynamics study on the thermodynamics and structures of helical peptides
Yoshiharu Mori!, Hisashi Okumura!? (\IMS, 2SOKENDAI)
M7 b7 7 ZEEEMAIE % AL /= staphylococcal nuclease O Z %1% O FEE
Characterization of the denatured structure of staphylococcal nuclease by tryptophan triplet state lifetime measurements
Sadatoshi Aoyagi, Mariko Yamaguchi, Hironari Kamikubo, Yoichi Yamazaki, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)
ZIVFVDOTEVTIAHZZXLOWME
A study of ferritin assembly mechanism
Daisuke Sato, Hideaki Ohtomo, Atsushi Kurobe, Ayumi Sunato, Kazuo Fujiwara, Masamichi Ikeguchi (Dept. Bioinfo., Soka Univ.)
AVFRBEICLZT IO FRHESORER
Discrimination of amyloid fibril structures by iodine staining
Takato Hiramatsu, Seongmin Ha, Yuki Masuda, Eri Chatani (Grad.Sch.of Sci., Univ. Kobe)
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1P065 B-A hF FORBMESIE B Uh, HrY OBFERE

Local sequence of protein p-strands influences twist and bend angles

Kazuo Fujiwara, Shinichi Ebisawa, Yuka Watanabe, Hiromi Toda, Masamichi Ikeguchi (Dept. of Bioinfo., Soka Univ.)
1P066 TI/HEBAILLZ7IONFBARTF FOBREBEADTE

Effects of single amino-acid insertion on amyloid p fibril formation

Kazuto Yamashita, Motonari Tsubaki, Eri Chatani (Grad. Sch. Sci., Kobe Univ.)

01D. EHE : #8E / 01D. Protein: Function

1P067 HBIFE T — % 7HX S-layer Z /N7 E OB ST RN
Carbohydrate binding of S-layer protein derived from hyperthermophilic archaea
Shuichiro Goda, Kenichiro Yamashita, Hideaki Unno, Tomomitsu Hatakeyama (Grad. Sch. Eng., Nagasaki Univ.)
1P068 ABGRG NI VEBEABROSFEHNES I aL—-2av: REYEERDOHXZEORA
Molecular dynamics simulation of heterotetrameric sarcosine oxidase: analysis of channeling of reactants and products
Daisuke Nakajima!, Go Watanabe?, Haruo Suzuki?, Shigetaka Yoneda? ('Grad. Sch. Sci., Kitasato Univ., 2Sch. Sci., Kitasato Univ.)
1P069 V#HY FEEOBMEE : PDZ XA 2NV BEZRVERA
Dynamical aspects of ligand binding: A case study for PDZ domain protein
Hiroshi Fujisaki', Norifumi Yamamoto?, Kana Fuji®, Mikito Toda® (\Nippon Medical School, >Chiba Inst. Tech., >Nara Women's Univ.)
1P070 MENT7 I/ BRERERICL D7 2V ACP BILEROE IO
Comprehensive mutagenesis reveals residues critical for aldehyde producing activity of acyl-ACP reductase
Munehito Arai'?, Fumitaka Yasugi' (‘Dept. Life Sci., Univ. Tokyo, >PRESTO, JST)
1PO71 7I04 FREDATRENTF RIS & 3 K5 8
Hydrolysis of amyloid fibrils by artificially designed peptides
Yoshihiro Iida, Atsuo Tamura (Grad. Sch. Sci., Univ. Kobe)
1P072 Large time step molecular dynamics using Torsion Angle Molecular Dynamics
Yu Yamamori, Akio Kitao (Tokyo Univ. ICMS)
1P073 BAAVERINVBEICHT 3RRHIBOEE
Effects of alternating magnetic fields on iron-storage protein
Yuta Yamada, Tsuyoshi Hondou, Hidetake Miyata (Grad. Sch. Sci. , Univ. Tohoku)
1P074 = RYNEKRFZ—+ (NHase) IC& 37 I FERBEICET 3 EROME
A QM/MM study of amide formation reaction of Nitrile Hydratase
Megumi Kayanuma!, Mitsuo Shoji?, Yasuteru Shigeta (Grad. Sch. of Sys. and Inf. Eng., Univ. of Tsukuba, *Grad. Sch. of Pure and App. Sci.,
Univ. of Tsukuba)
1P075 Effect of C-terminal truncation of chaperonin GroEL on the yield of an in-cage folding of GFP
So Ishino!, Yasushi Kawata?, Hideki Taguchi®, Katsumi Matsuzaki!, Masaru Hoshino! (! Graduate School of Pharmaceutical Sciences, Kyoto
Univiersity, 2Department of Biotechnology, Graduate School of Engineering, Tottori University, >Department of Biomolecular Engineering
Graduate School of Biosciences and Biotechnology Tokyo Institute of Technology)
1P076 ik G2 DERORFE 2RISR T 51818
Mechanism of multispecific recognition of monoclonal antibody G2
Yuji O. Kamatari!, Masayuki Oda?, Takahiro Maruno®, Shohey Shimizu?, Yuji Kobayashi®, Naotaka Ishiguro* (!Life Sci. Res. Ctr, Gifu Univ.,
2Grad. Sch. Life Environm. Sci., Kyoto Pref. Univ., 3*Grad. Sch. Engn., Osaka Univ., *Fac. Appl. Biol. Sci., Gifu Univ.)
1P077 NMR LUV Ry FUTICLBRERTF FE U FSEOESHEERIT
NMR and docking structure of antimicrobial peptide complexed with lipopolysaccharide
Takahiro Kushibiki!, Masakatsu Kamiya', Tomoyasu Aizawa!, Yasuhiro Kumaki?, Takashi Kikukawa', Mineyuki Mizuguchi?, Makoto Demura!,
Syun-ichiro Kawabata*, Keiichi Kawano'? ('Grad. Sch. Life Sci., Hokkaido Univ., *Grad. Sch. Sci., Hokkaido Univ., *Grad. Sch. Med. & Pharm.
Univ. of Toyama, *Dept. Biol., Kyusyu Univ., >Chitose Inst. Sci. Tech.)
1P078 MD ¥ 2 a1l =% 3 %R\ Neuropsin - Neuregulin-1 J 4> FEIOHEERICEAYT 2HWRE
Molecular Dynamics Study on Interactions between Neuropsin and Neuregulin-1 Ligand
Mitsumasa Abe!, Hideki Tamura?, Yoshifumi Fukunishi®, Masami Lintuluoto! ('Grad. Sch. of Life and Environ. Sci., Kyoto Pref. Univ., >L-StaR,
Hoshi Univ. Sch. Pham. and Pham. Sci., 3AIST)
1P079 Analysis on the interaction between G3LEA proteins and other proteins by quartz crystal microbalance
Tetsuro Yamaguchi', Kentaro Yamakawa!, Takao Furuki!, Rie Hatanaka? (! Center for Biol. Res. & Inform., Tokyo Tech, *Natl. Inst. Agrobiol. Sci.,
3Grad. Sch. of Biosci. Biotech., Tokyo Tech)

O1E. &QHE : 5l - B#HTDHEEs / 01E. Protein: Measurement & Analysis

1P080 NMR ZX7 MVOBERICE T 3EREY YV TOBRRROBE
Effect of basis selection in reconstructing NMR spectra using compressed sensing
Kazuya Sumikoshi', Teppei Ikeya?, Yutaka Ito?, Kentaro Shimizu' ('Grad. Sch. Agr. Life Sci., Univ. Tokyo, *Grad. Sch. Sci. Eng., Tokyo
Metropolitan Univ.)
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1P081 NAE Cring BREFR T H 3 FIM-FIIN HEEXEDZ P FA X MV &, RAERERBEI NIV BLEOBHREEKE
Stoichiometry of the FliM-FIiN complex, a flagellar C-ring component, and its higher order complex with flagellar export appratus proteins
Kazushi Matsushima', Hiroyuki Terashima!, Miki Kinoshita?, Tohru Minamino? ('Grad. sch. sci. Osaka Univ., *Grad. Sch. Front. Bio. Sci. Osaka
Univ.)

1P082 X#R1 B FEBHEICED Y VBILEY 2 N7 BOBERE
X-ray Single Molecule Observations of Phosphorylated Tau protein’s structural fluctuations
Masahiro Shimura', Yuufuku Matsushita!, Keigo Ikezaki!, Tomohiro Miysasaka?, Kouhei Ichiyanagi®, Hiroshi Sekiguchi®, Yasuo Ihara?, Yuji
Sasakil* ('Grad. School Frontier Sci., Univ. Tokyo, *Faculty of life & Medical Sci., Doshisha Univ., *High Energy Accelerator Research
Organizaiton, *Research & Utilization Div., SPring-8/JASRI)

1P083 FYUARECLIBRBESZ /N EBBROS FEMEEROFE
Evaluation of inter-molecular interaction of a protein in highly concentrated solution investigated by Raman spectroscopy
Sakiko Akaji!, Chikashi Ota!, Shintaro Noguchi!, Kohei Tsumoto®? (\HORIBA, Ltd.,*Dept. of Bioeng., Grad. Sch. of Eng., Univ. of Tokyo, Inst.
Med. Sci., Univ. of Tokyo)

1P084 BEERPFFICE SV NI EFFHHEEHOET IV
Modeling Motion Parts of Protein Based on Normal Mode Analysis
Shinya Muraoka!, Yutaka Ueno'? (\NAIST, 2Health Resarch Institute, AIST)

1P085 700 v RIELEEE Pinl O N X 1 RIEMSERE (C & 2 BEEHE
Functional regulation of Pin1 cis-trans Pro-isomerase by the inter-domain contact frequency
Naoya Tochio', Ryosuke Kawasaki®, Yu Tamari?, Shin-ichi Tate!? (\RcMcD, Hiroshima Univ., 2Dept. of Math. and Life Sci., Grad Sch. of Sci.

Hiroshima Univ.)

O1F. ZAHE : EHETIZ #E{tI % / 01F. Protein: Engineering

1P086 7RIFTOAOEVHVEHPBEICFEET S/ v 2—T 1 TEHAY v 7 AEEEE
Non-native H helix translocation in folding intermediate of apomyoglobin
Chiaki Nishimura'2, Phillip Aoto', Jane Dyson!, Peter Wright! ('Dept. Mol. Biol., Scripps Res. Inst., *Fac. Pharm. Sci., Teikyo Heisei Univ.)
1P087 BRERTF FOSRIET B3NS NI E
Generating a small-sized protein from a functional peptide
Hideki Watanabe, Shinya Honda (4/ST BMRI)
1P088 NATFAHEFOY VOSERAOBUBRNBEAILLZ 2 /NI EBOREL
Multiple site-selective integrations of bulky halogenated tyrosines enhance protein stability
Kazumasa Ohtake', Atsushi Yamaguchi'-2, Mitsuru Haruki?, Kenji Yamagishi®, Kazutaka Murayama®, Mikako Shirouzu'-2, Shigeyuki
Yokoyama'-®, Kensaku Sakamoto!? (\RIKEN Systems and Structural Biology Center, >RIKEN Center for Life Science Technologies, *Department of
Chemical Biology and Applied Chemistry, College of Engineering, Nihon University, *Biomedical Engineering Research Organization, Tohoku
University, >RIKEN Structural Biology Laboratory)
1P089 Expression and refolding of the protein from a fruits of Richardella dulcifica
Maria Namba, Satoko Shibuya, Naoya Hashikawa, Satoru Yamaguchi (Okayama Univ. Sci.)
1P090 Introduction of negatively charged residues compensates for decreased protein solubility caused by an artificial hydrophobic surface
Sota Yagi, Satoshi Akanuma, Akihiko Yamagishi (Tokyo University of Pharmacy and Life Sciciences)
1P091 MAEEAY 42 K FPA ORGEEXHZXLOBRAL YR
Mechanism and improvement of pH-sensitive antibody dissociation by FPA, a ligand for antibody purification
Taihei Sawada', Takahiro Watanabe', Yuuki Hayashi!, Munehito Arai'-? (Dept. Life Sci., Univ. Tokyo, >PRESTO, JST)

02. NLERE / 02. Heme proteins

1P092 HHBETHEE —BRILERETHEEAKROGEREE
Crystal structure of complex of nitrite reductase and nitric oxide reductase
Takehiko Tosha', Erina Terasaka'2, Hiroshi Sugimoto!, Yoshitsugu Shiro'-? (\RIKEN SPring-8, ?Grad. Sch. Sci., Univ. Hyogo)
1P093 N—T7XMNHbM ICEVTZBFERMEEETH. REHOERMKEE ORFRF
Relationship between oxygen affinity and coordination state of normal or abnormal chain in half-met Hb Ms
Shusei Hashihara', Miki Okumura', Shigenori Nagatomo!, Masako Nagai?, Takashi Ogura’, Teizo Kitagawa®, Mafumi Hishida', Yasuhisa
Yamamura', Kazuya Saito! ('Dept. Chem., Univ. Tsukuba, *Res. Center Micro-Nano Tech., Hosei Univ., 3Grad. Sch. Life Sci., Univ. Hyogo)
1P094 oHHDIVWEBHOEMERF I UHNITV I VIBRENEERANT/IOE O L EE
Function and structure of mutant hemoglobins with the proximal histidine replaced by glycine in either a or § subunit
Shigenori Nagatomo', Yukufumi Nagai?, Yayoi Aki’, Hiroshi Sakurai®, Natsumi Maruyama®, Kiyohiro Imai*, Naoki Mizusawa®*, Takashi Ogura’,
Teizo Kitagawa®, Masako Nagai>? (\Dept. Chem., Univ. Tsukuba, *Res. Center Micro-Nano Tech., Hosei Univ., 3Sch. Health Sci., Coll. Med.,
Pharm. and Health Sci., Kanazawa Univ., *Dept. Frontier Biosci., Hosei Univ., >Grad. Sch. Life Sci., Univ. Hyogo)
1P095 Unique reaction mechanism of MhuD, a heme-degrading enzyme from Mycobacterial tuberculosis
Toshitaka Matsui, Syusuke Nambu, Masao lkeda-Saito (IMRAM, Tohoku Univ.)
1P096 The Caged State, the Transition State of the Regulation of Oxygen-Affinity in Hemoglobin
Takashi Yonetani', Kenji Kanaori? (! Univ. of Pennsylvania, *Kyoto Inst. of Tech.)
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1P097

1P098

1P099

1P100

1P101

1P102

1P103

1P104

1P105

1P106

1P107

1P108

1P109

1P110

1P111

REBJIN - FIVERIVATNVEAEIOECOT7OARTY v VEBOLR
Comparison of allosteric transitions in hemoglobin in different sol-gel derived silica gels
Naoya Shibayama (Div. of Biophysics, Jichi Medical Univ.)

Y h0OL ; FOANLOBEFHEEHEICET 35 ERFOME

Computational study of the electronic structures of hemes in cytochrome c;

Yasuhiro Imada, Haruki Nakamura, Yu Takano (IPR, Osaka Univ.)

03. [EEBE / 03. Membrane proteins

BFENFEPAS HIZL /- ADP/ATP ZBEEOAE ERBEDET IV

A plausible model for the structurally unknown inward-facing conformation of ADP/ATP carrier: A molecular dynamics study

Koichi Tamura, Shigehiko Hayashi (Grad. Sch. Sci., Univ. Kyoto)

WR7Z Y TN Ialb—2araRAVWAHE#FAREERFZEAFCFRIINETE N XMV OBEFARREEREOEK
Comparison of the predicted structure of the FGFR3 transmembrane domain by enhanced sampling simulations with experimental results
Yumi Kashihara!, Naoyuki Miyashita'-2, Pai-Chi Li?, Yuji Sugital->** (\RIKEN QBiC, *RIKEN AICS, *RIKEN TMS, “RIKEN)

T7ITRY Y 3IOBRBEAOFEQAS—ETNOLETIED

Fitting of a homology model to a projection map of aquaporin-3

Kaoru Mitsuoka (Next Generation Natural Products Chemistry)

BEE Y =28 Aer DY T FIVEEHEOEA

Elucidation of signal transduction mechanism of Aer

Yoriyoshi Oka, Tatsuya Iwata, Hideki Kandori (Nagoya Institute of Technology)

NMR,QCM,MD ¥ 2 2b—=23/Il&3 x-F EF 1 FERGHHARNBE2N-TESL /7 1~ EOHRES T OHEERARIT
Interaction of ECL-II of k-opioid receptor with dynorphin in membrane environments as revealed by solid state NMR, QCM and MD
simulation

Akira Naito!, Atsushi Kira!, Namsrai Javkalantugs?, Takenori Miyamori', Yoshiyuki Sasaki!, Masayuki Eguchi!, Izuru Kawamura', Kazuyoshi
Ueda' (' Yokohama National University, *National University of Mongolia)

BFHNFEHELPSHASHICEhEHEBHZRF v+ R MscLDT—T 14 7B T3 NKFBFEEOXH /- L TOEE
The N-terminal domain acts as a mechanosensor in the gating of the bacterial mechanosensitive channel MscL: molecular dynamics study
Yasuyuki Sawada!, Masahiro Sokabe? (' Dept. Physiol. Nagoya Univ. Grad. Sch. Med., *Mechanobiology Lab. Nagoya Univ. Grad. Sch. Med.)
HRLAES) VENBER L ATP/ADP EEKEOHNMNIRANS I LR TORFENFHE

Molecular dynamics simulations of ATP/ADP bound forms of SR Ca**-ATPase using CHARMM force field with modified polyphosphate
parameters

Yasuaki Komuro'>3, Suyong Re?, Chigusa Kobayashi®, Eiro Muneyuki', Yuji Sugita®>*> (\Grad. Sci and Eng., Chuo Univ., >RIKEN, *RIKEN
AICS, *RIKEN QBiC, *RIKEN iTHES)

BRI EBE FraC OEEXLBIEORIN : IANEEL SREABEZTOEE

Structural analysis of the a-helical pore-forming toxin FraC; metamorphosis from a water-soluble to a transmembrane protein

Koji Tanaka', Jose Caaveiro', Kouhei Tsumoto!? (\Sch. of Eng., Univ. of Tokyo, 2IMSUT)

7 1OTEAREELMENTF FEEK (PBANR) OXR, VH Y FEE, SAREOBINICL3BR/LOENTIV /F— L4
BRI B D15

Positional optimization of T4L that replaces IL3 of PBANR for crystallization by expression, ligand binding, and size exclusion analyses
Yukie Katayama', Tatsuya Suzuki', Tatsuki Ebisawa!, Takeshi Kawai', Jun Ohtsuka', Ryo Natsume?, Yu-Hua Lo?, Toshiya Senda?, Toshihiro
Nagamine®, Masaaki Kurihara*, Jae Min Lee*, J. Joe Hull®>, Shogo Matsumoto*, Hiromichi Nagasawa!, Koji Nagata', Masaru Tanokura! (! UTokyo,
2TDU, 3KEK-PF, *RIKEN, USDA-ARS)

LFVARBZTLISH TV G232L—23 0/ TOALATFO-NATFEOHEERICE 37 I01 FHIBEAD C99 BE{k
OF: $i-x4(4

Structural change of APP-C99 induced by interactions with cholesterol studied by Replica Exchange Umbrella Sampling (REUS)
simulation

Ryo Urano', John E. Straub?, Yuko Okamoto'**> (\Dept. Phys, Grad. Sch. Sci., Nagoya Univ., ?Dept. Chem., Boston Univ., *Cent. Comput. Sci.,
Grad. Sch. Eng., Nagoya Univ., *Info. Tech. Cent., Nagoya Univ., *Struct. Biol. Res. Cent., Sch. Sci., Nagoya Univ.)

FrAMORFTI UV OBEERICEFIHFA L OHRE

Structural changes of channelrhodopsin under various cation conditions

Shota Ito', Hideaki Kato?, Satomi Ohishi’, Reiya Taniguchi?, Tatsuya Iwata!, Osamu Nureki?®, Hideki Kandori! (\Nagoya Inst. Tech, *Stanford
University Medical School, >Grad.Sch.of Sci., Univ. of Tokyo)

Effect of partial fluorination on bacteriorhodopsin reconstituted in dimerized Di-o-tetradecylphosphatidylcholine vesicle

Naoyuki Tsuchida', Toshiyuki Takagi?, Takashi Kikukawa?, Hiroshi Takahashi', Toshiyuki Kanamori?, Masashi Sonoyama! ('Fac. Sci. & Tecnol.,
Gunma. Univ., *Res. Center. Stem Cell Eng., AIST, 3Grad. Sch. Sci., Hokaido. Univ.)

Ca?*-ATPase DE 2 BEEEANY Y7 (M2) &OAVITLYIDOHEE

Second Transmembrane Helix (M2) and Long-range Coupling in Ca**~-ATPase

Takashi Daiho, Kazuo Yamasaki, Stefania Danko, Hiroshi Suzuki (Asahikawa Med. Univ.)
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1P112

1P113

1P114

1P115

1P116

1P117

1P118

1P119

1P120

1P121

1P122

1P123

1P124

1P125

1P126

TOAMBEEF I OLBLEROSS I X RERBERITICE 3 7 LRSS ERIX OB

High-resolution crystal structural analysis reveals that the two azide ions bind to Cytochrome c oxidase in different manner
Atsuhiro Shimada', Masahide Hikita', Hitomi Tadehara', Akima Yamamoto!, Eiki Yamashita!, Kyoko Shinzawa-Itoh!, Tomoko Maeda',
Tomitake Tsukihara'-2, Shinya Yoshikawa! (!Picobiology Inst., Univ. Hyogo, 2Inst. for Prot. Res., Osaka Univ.)

NDQ € F— 7 & ¥ pseudo gene DI EEETT

Functional restoration of apseudo gene of rhodopsin with NDQ motif

Yuto Suzuki', Rei Abe-Yoshizumi!, Keiichi Inoue!? (\Nagoya Institute of Technology, >PRESTO, JST)

Role of a unique arginine residue on the assembly of the translocator domain in a trimeric autotransporter

Eriko Aoki, Riki Hisata, Kazuo Fujiwara, Masamichi Ikeguchi (Dept. of Bioinfo., Soka Univ.)

k b cytochrome b561 form 3 (hb561-3) %2 > /57 B D HEEERZIR

Analyses of the physiological function of hb561-3: the cytochrome b561 form 3 protein in human

Yuma Takahashi, Takako Yamazoe, Akikazu Asada, Motonari Tsubaki (Grad. Sch. Sci., Univ. Kobe)

04. #EHESEHBE / 04. Nucleic acid binding proteins

BHERMREZFIAL ZEFEF FMBP-1 DR F 517+ I 7 A0O8EH

Molecular dynamics of transcription factor FMBP-1 proved by paramagnetic relaxation enhancement

Kosuke Yuhara', Masakatsu Kamiya', Yasuhiro Kumaki', Shigeharu Takiya', Takashi Kikukawa', Keiichi Kawano'2, Makoto Demura'
Tomoyasu Aizawa' (!Grad. Sch. Life. Sci., Hokkaido Univ., ?Chitose Inst. Sci. Tech.)

MBD4 EEHED X FILCpGHEE R X1V EBBEREFE N XA 26 <) v H—FEOEE L i

Structural analysis of a linker region between methyl CpG binding and glycosylase domains in MBD4

Itaru Takeshita (Grad. Sch. Eng., Kyoto Univ.)

#3 DNA #58 KX 1 2 STPR & HD2ETEF FMBP-1 O insitu AT 1 2 3 ICEH T 3 DNA 2HEEED FCS BT

FCS analysis of DNA recognition movements of transcription factor FMBP-1 contains a novel DNA binding domain STPR in situ condition
Motosuke Tsutsumi', Hideki Muto!, Mai Kimoto!, Masakatsu Kamiya', Takashi Kikukawa', Shigeharu Takiya', Makoto Demura', Keiichi
Kawano!?, Masataka Kinjo!, Tomoyasu Aizawa' ('Grad. Sch. of Life Sci., Hokkaido Univ, >*Chitose Inst. Sci. Tech.)
EFRAFEVWLICLTEEWEEETSHL, #FIalb—-2avic&ad3770-F

How transcription factor can bypass obstacles? Molecular simulation approaches

Mami Saito', Tsuyoshi Terakawa?, Shoji Takada' (\Grad. Sch.Sci., Univ. Kyoto, *Univ. Columbia)

s

O5A. #%E8 : 835 - ¥ / 05A. Nucleic acid: Structure & Property
RecA BREDEKS FRBEAIC LS H— KV F / F 21— TRED DNA OEMEIHEE O T

Evaluation of biological function of DNA on the single-walled carbon nanotubes by using biomolecular recognition ability of RecA proteins
Shusuke Oura, Masahiro Ito, Yoshikazu Homma, Kazuo Umemura (Grad. Sch. Sci., Tokyo University of Science)

FHRTVA VT T4 —DBRRETOEERE

Search for novel aptamer against prion protein and its structural study

Tsukasa Mashima', Fumiko Nishikawa?, Yuji O. Kamatari®, Takashi Nagata'*, Satoshi Nishikawa?, Kazuo Kuwata’, Masato Katahira* (\nst. of
Adv. Energy, Kyoto Univ., >AIST, 3Life Sci. Res. Center, Gifu Univ., *Grad. Sch. of Energy Sci., Kyoto Univ., *Unit. Grad. Sch. of Drug Disc. and
Med. Info. Sci., Gifu Univ.)

PR TICEIP2ZE5EVDNADEIFIVR

Dynamics of double helix DNA under shear flow

Yosuke Fujita', Nobumasa Nakazawa!, Takako Kato-Minoura', Hiroyuki Iwamoto?, Shinji Kamimura! (' Dept. Biol. Sci., Chuo Univ., 2SPring-8,
JASRI)

O5B. ## : HE{EA - 41 / 05B. Nucleic acid: Interaction & Complex formation

XL*/—-LDNABEOBBRIXNX-7O7 71N

Free Energy Profile of Nucleosomal DNA Unwrapping

Hidetoshi Kono, Shun Sakuraba, Hisashi Ishida (Molecular Modeling and Simulation, JAEA)

SecM @ N FIHEIFEIHIC L 2BERT7 L X POREIL

N-terminal region of SecM is essential for its stable translation arrest

Zhuohao Yang, Ryo lizuka, Takashi Funatsu (Grad. Sch. of Pharm. Sci., The Univ. of Tokyo)

HEIVNIBEDORMEICL DR EAFR{LES 2 -V (Photodimerizer) DHaEFF(

Functional evaluation of the light-induced dimerizing module, Photodimerizer, fused with fluorescent proteins

Osamu Hisatomi, Yoichi Nakatani, Yuki Kai (Grad. Sch. od Sci., Osaka Univ.)

KBE E.coli 7/ LERFIKICE T2 DNAZES LAREBBOSFHAZ I 2L-YaVHR

DNA unwinding mechanism at DNA replication initiation of E.coli studied by coarse grained molecular dynamics simulation
Masahiro Shimizu!, Tsutomu Katayama?, Shoji Takada! (! Dept. of Biophys., School of Sci., Kyoto Univ., *Dept. of Mol. Biol., Kyusyu Univ.)
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1P127

1P128

1P129

1P130

1P131

1P132

1P133

1P134

1P135

1P136

1P137

1P138

1P139

1P140

1P141

Model of reverse tRNA translocation through the ribosome analyzed by electron microscopy density maps and molecular dynamics
simulations

Hisashi Ishida, Atsushi Matsumoto (Quantum Beam Science Center, Japan Atomic Energy Agency)

RBAHEHEONZET N

Dynamical model of chromosome synapsis formation

Keisuke Yamamoto', Hiraku Nishimori'-2, Akinori Awazu'? (Dept. of Math. and Life Sci., Hiroshima Univ., >Research Center for the

Mathematics on Chromatin Live Dynamics)

07. 7K - k%0 E#EE / 07. Water & Hydration & Electrolyte

SUNVEBECHT I FHROIRIVY -8R

Free-energy analysis of the effect of ions on protein structure

Yasuhito Karino'?, Yuji Sugita!->? ('"RIKEN QBiC, >RIKEN AICS, 3RIKEN)

BoARERNERTAVERNKRKRESRICE T 3 BRMBEMOMA

Preferential Solvation in Hard-Sphere Mixtures: Integral Equation Study

Yuichi Kawabata, Ryo Akiyama (Grad. Sch. Sci., Univ. Kyushu)

TIVa I VEBRKEERDO N X1 VEBICHEL ZKNBEZL

Hydration structure controls domain motion of glutamate dehydrogenase

Tomotaka Oroguchi'?, Masayoshi Nakasako'-? (' Dept. of Phys., Keio Univ., 2Harima Inst., Riken)

TIEFPRFaIF XSS KBEROLFEBEEEM

Broadband dielectric relaxation of the aqueous solution of tilapia and sturgeon collagen

Hiroshi Kawamata', Shunsuke Kuwaki', Masanori Mizuno', Kazunari Urasawa', Tomobumi Mishina', Toshiyuki Ikoma?, Junzo Tanaka?, Xi
Zhang?, Shinji Adachi?, Kazuhiro Ura?, Noriko Azuma®, Yasuaki Takagi?, Ryusuke Nozaki! ('Dep. Phys., Fac. Sci., Hokkaido Univ., *Dep.
Metallurgy and Ceramics Sci., Grad. Sch. Sci. and Eng., Tokyo Inst. Tech., *Dep. Acuaculture Life Sci., Fac. Fishers Sci., Hokkaido Univ.)

09. &4 - 51k / 09. Development & Differentiation

B S /N7 8 PAR2 DIHRMBEIL, HRBICETIMBICL>TRERZNLS

Stable maintenance of the cortical PAR-2 asymmetry by the cytoplasmic diffusion in the one-cell C. elegans embryo

Yukinobu Arata', Michio Hiroshima?, Chan-gi Pack', Kennichi Nakazato?, Tetsuya Kobayashi J.%, Tatsuo Shibata’, Yasushi Sako! ('Cell. Info.
Lab., RIKEN, *Lab. Cell Sig. Dyn., QBiC, RIKEN, 3Theor. Biol. Lab., RIKEN, *Inst. Indst. Sci., Univ. Tokyo, *Lab. Phy. Biol., CDB, RIKEN)
HEEHORFEIHRONABEFILERET S

Anisotropic tissue stress promotes ordering in hexagonal cell packing

Kaoru Sugimura!, Keisuke Ikawa', Shuji Ishihara® ('Kyoto Univ., 2JST PRESTO, 3Meiji Univ.)

R ICIEMFEEEAHT L HOBEEK

Reconstitution of an intercellular symmetry breaking mechanism

Mitsuhiro Matsuda', Makito Koga', Knut Woltjen?, Eisuke Nishida®, Miki Ebisuya' (\RIKEN CDB, 2CiRA, Kyoto Univ, *Grad Sch of Biostudies,
Kyoto Univ)

10. A / 10. Muscle

BEREEFERBRICS3BBHOMENT 1 7 X FOBERR

Structural analysis of Ca2+ regulated thin filament from skeletal muscle by electron cryomicroscopy

Yurika Yamada', Takashi Fujii?, Keiichi Namba!?? (\Grad. Sch. of Frontier Biosci., Osaka Univ., > QBiC, RIKEN)
FEFIEHEHEICL D F-7IF U RUIFIVSIDEL1F I 7 RBI

Difference in dynamics between F-actin and myosin S1 measured by neutron scattering

Tatsuhito Matsuo!, Toshiaki Arata?, Toshiro Oda?, Satoru Fujiwara! (\Japan Atomic Energy Agency, *Osaka Univ., 3Univ. of Hyogo)
TOFUBKEAY) Yy 7 RACEALEZRSHRESEOHRES MRS REMEET S

Mutations introduced into the hydrophobic helix of the Dictyostelium actin impaired cell motility and cytokinesis

Takahiro Ohnuki', Yuki Gomibuchi', Taro Uyeda?, Takeyuki Wakabayashi' (' Teikyo Univ. School of Science and Engineering, >AIST)
DHEFROE FORIF O VERFICLIZIBEE 71742 bORE Y PRUE/SIVZ &RV /- in vitro assay
Characterization of tropomyosin mutants that cause hypertrophic cardiomyopathy (HCM): In vitro assays with optical tweezers and heat
pulse

Shuya Ishii!, Kotaro Oyama', Madoka Suzuki>?, Masataka Kawai*, Shin'ichi Ishiwata'->3 ('Sch. Adv. Sci. Eng., Waseda Univ., >WABIOS,
Singapore, 3Org. Univ. Res. Initiatives, Waseda Univ., *Coll. Med., Univ. lowa, USA)

XYY T7 4527 MNEBRO ATP FE T TO 70 b NMR EHF8

Spin-spin relaxation of 1H NMR signals from myosin filaments suspension with or without ATP

Tetsuo Ohno, Maki Yamaguchi (Dept. of Physiol., The Jikei Univ. School of Med.)

POFLERIVNVERBENX A VERTHMBADEEDN F-7I7F VICRET S

Actin binding domains of certain actin binding proteins are sufficient to localize at specific F-actin in vivo

Keitaro Shiabta!, Akira Nagasaki!, Masatsune Tsujioka?, Taro Q.P. Uyeda! (!Biomed. Res. Inst., AIST, 2Medical Res. Inst., TMDU)
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1P148

1P149

1P150

1P151

1P152

1P153

1P154

1P155

1P156

1P157

1P158

BREBRRAGRMEOINEEORIRER & X RENHR

X-ray diffraction from insect flight muscle with exchanged contractile proteins
Hiroyuki Iwamoto, Naoto Yagi (SPring-8 JASRI)

11. 9FE—%— / 11. Molecular motor

S =3, SREWMNERAF21-T VU AHOBRREFHET S

Paclitaxel induces the quick elongation of tubulin dimer periodicity in microtubules

Shinji Kamimura!, Megumi Kiyohara', Nobumasa Nakazawa!, Yosuke Fujita', Yuuko Wada!, Toshiki Yagi®, Hiroyuki Iwamoto? (! Dept. Biol.
Sci., Chuo Univ., 2JASRI, SPring-8, *Biol. Sci., Pref. Univ. Hiroshima)

V1-ATPase DA FHAFEL IaL -3y

Course-grained molecular dynamics simulation of V1-ATPase

Hiroki Kashimura, Yuta Isaka, Yuichi Kokabu, Mitsunori Ikeguchi (Yokohama City Univ.)

74 b7OIVIEERTINXFINEHALAIFTY VERB N XA OXBMARE

Small-angle X-ray Scattering Study of Photochromic Fulgimide-bound Myosin

Sayaka Hayashi!, Yasunobu Sugimoto'-2, Nobuhisa Watanabe'-2, Shinsaku Maruta® ('Grad. Sch. Eng., Nagoya Univ., *Nagoya Univ. Synchrotron
radiation Center, *Fac. Eng., Univ. Soka)

ATP S THERINBZIF LV OFERE

Dielectric response of myosin induced by ATP binding

Takato Sato, Jun Ohnuki, Koji Umezawa, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda Univ.)

Multiscale analysis of functional motions in F1-ATPase: From Pi release to elasticity and friction of y-subunit rotation

Kei-ichi Okazaki, Gerhard Hummer (Max Planck Institute of Biophysics)

Molecular mechanism of the epsilon subunit from F-type ATP synthases studied by Molecular Dynamics simulations

Alexander Krah, Shoji Takada (Department of Biophysics, Kyoto University)

FA4F9F o OT7 T EE

Antenna structure of Dynactin Complex

Hatsuha Kajita, Takuya Kobayashi, Kei Saito, Yoko Y. Toyoshima (Grad. Sch. of Arts & Sci., Univ. of Tokyo)

Structure of dimeric axonemal dynein in cilia suggests an alternative mechanism of force generation

Hironori Ueno', Bui Khanh??, Takashi Ishikawa®? ('Mol. Func. & Life Sci., Aich Univ. Edu., *Inst. Mol. Biol. and Biophys., ETH, *Biol. & Chem.,
PSI)

HRESM=VOWNMNEETOEHRIEFEICNITRAERTNS

Cytoplasmic dynein takes a route switching randomly between protofilaments with a bias toward the right

Mitsuhiro Sugawa!, Shin Yamaguchi', Keitaro Shibata'?, Yoko Y. Toyoshima!, Junichiro Yajima' ('Grad. Sch. Arts & Sciences, Univ. Tokyo,
2AIST)

HEANAEE— 2 —BEEFEAURNI A VBEBXHZX L

Ion permeation mechanism through the stator complex in the flagellar motor

Yasutaka Nishihara!, Akio Kitao? (' Univ. of Tokyo, CMSI, *Univ. of Tokyo, IMCB)

VI E—4—TO V7 RERE

Torque generation mechanism in V1 motor

Mihori Baba', Shou Furuike?, Atsuko Nakanishi!, Jun-ichi Kishikawa', Nao Takeuchi', Ken Yokoyama' ('Kyoto Sangyo University, >Osaka
Medical College)

LC1 Binds to the Stalk of the Outer Arm Dynein

Muneyoshi Ichikawa', Kei Saito!, Haru-aki Yanagisawa', Toshiki Yagi'?, Ritsu Kamiya'?, Yasuharu Kushida*, Kentaro Nakano*, Osamu
Numata*, Yoko Y. Toyoshima! (!The Univ. of Tokyo, *Pref. Univ. of Hiroshima, 3Gakushuin Univ., *Univ. of Tsukuba)
BREBLZELARRFATHNE I aAL—-230h5BONESMI 2 OHE

Elastic property of dynein motor domain obtained from all-atom molecular dynamic simulations in explicit water

Narutoshi Kamiya!, Tadaaki Mashimo?, Yu Takano'?, Takahide Kon*®, Genji Kurisu', Haruki Nakamura' (/PR, Osaka Univ., 2AIST, 3JST,
CRESTO, *Hosei Univ., >JST, PRESTO)

HENNSHREOEGEEHS L VI7 172 —FBIIHT 25 ESSFOVBLEZETME

Evaluation of physicochemical effect of viscous polymers toward rotation and effector secretion of bacterial type I1I secretion apparatus
Takashi Ohgita, Naoki Hayashi, Naomasa Gotoh, Kentaro Kogure (Kyoto Pharm. Univ.)

The role of amino acid residues located at the catalytic site in the rotation of Enterococcus hirae V,-ATPase

Yoshihiro Minagawa!, Hiroshi Ueno?, Mayu Hara!, Hiroyuki Noji', Takeshi Murata’, Ryota lino* (‘\Dept. App. Chem.,Grad. Sch. Eng., The Univ.
Tokyo, *Fac. Sci. & Eng., Univ. Chuo, *Grad. Sch., Univ. Chiba, *Okazaki Inst. Integ. Biosci., NINS)

Y4 375 X7 Gli349 DBERE

Structural analysis of the gliding protein Gli349 from Mycoplasma mobile

Jun-ichi Inatomi', Yuuki Hayashi!, Yoshito Kawakita?, Masaru Yabe2, Makoto Miyata, Munehito Arai'? ('Life Sci, Art and Sci, Univ.Tokyo,
2Osaka City Univ, 3JST.PRESTO)
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1P164

1P165
1P166

1P167

1P168

1P169

1P170

1P171

1P172

1P173

1P174

1P175

BENETIVITILLBF ROV OEE-NERXY 77

Chemomechanical network modeling of kinesin

Tomonari Sumi', Stefan Klumpp? (Dep. Chem., Okayama Univ., 2Dept. Theo. & Bio-syst., Max Planck Inst. Colloids & Interfaces)
F,-ATPase @ P-loop ER{X TF,(BG158A)ICH T3 ) VEDEZEE

Inhibitory effect of Pi on F,-ATPase P-loop mutant TF,(BG158A)

Hitoshi Hoshina', Hikaru Yoshida!, Ayumi Ito!, Jotaro Ito'-, Shoichi Toyabe?, Hiroshi Ueno!, Eiro Muneyuki' (!Dept. of Physics. Chuo Univ.,
2Faculty of Physics. Tohoku Univ., 3School of Engineering, The University of Tokyo)

—EANTTOF1 ODEHEORE

Observation of the rotation of F1-ATPase under the constant external torque

Yohsuke Kikuchi!, Hiroshi Ueno!, Takahiro Nakayama', Eiro Muneyuki', Shouichi Toyabe? (! Dept. Phys., Univ. Chuo, *Fac. Phys., Univ.
Munchen)

Single-molecule fluorescent observations of the biased binding/unbinding of the tethered kinesin head

Kouhei Matsuzaki, Michio Tomishige (Dept. Appl. Phys., Grad. Sch. Eng., Univ. Tokyo)

TF1 BE190D ERADHEB bV 7 kit

The response of TF1 BE190D mutant to the external torque

Mana Tanaka', Tomohiro Kawakami', Shoichi Toyabe?, Hiroshi Ueno!, Seishi Kudo?, Eiro Muneyuki' ('Dept. Phys., Faculty of Science and
Engineering, Chuo Univ, >Dept. Appl. Phys., Sch. Eng., Tohoku Univ)

EARABSE A= ICE B MV RE

Torque generation by axonemal outer-arm dynein

Shin Yamaguchi!, Kei Saito', Miki Sutoh!, Takayuki Nishizaka?, Yoko Y Toyoshima!, Junichiro Yajima' (\Department of Life sciences, Graduate
School of Arts & Sciences, The University of Tokyo, >Department of Physics, Gakushuin University)

REEEMYEL

RRZEF TRIFM £ET 73 —HRAA X =DV L2 B—RHEBROAE L EEL B ORI

Detection of 3-D orientation and rotation of single fluorophores by combination of polarization-modulation TIRFM and defocused imaging
Shoko Fujimura, Nagisa Mikami, Tatsuro Itoh, Takayuki Nishizaka (Dept. Phys., Gakushuin Univ.)

12. AR 4RVEREE / 12. Cell biology
EFVABRNAEOMS )V 7% BR UKERBETABEE & 284 /X7 8 FIiF O4ELEEER

Biochemical analysis of the membrane protein FliF, a MS-ring component of Vibrio flagellar motor with being soluble when overproduced
Erika Yamaguchi, Seiji Kojima, Michio Homma (Div. Biol. Sci., Grad. Sch. Sci., Univ. Nagoya)

IFAFBFHRIMNET 571 —FERAVET7 « OF T« TREBERN

The ultrastructure of filopodia were observed with cryo-ET

Shinji Aramaki', Kota Mayanagi?, Kazuhiro Aoyama*, Takuo Yasunaga' (\Dept. of Bioscience and Bioinformatics, Kyushu Inst. of Tech.,
’Medical Inst. of Bioregulation, Kyushu Univ., *Application Lab., FEI Company Japan, *Graduate School of Frontier Bioscience, Osaka Univ.)
WINERAEDE MAP2, MAP4, Tau O F-7 7 F - WINERLEEDEL

Difference of F-actin-microtubule bundling activity of microtubule-associated proteins, MAP2, MAP4, and Tau

Syouma Saito!, Ayumu Kuramoto', Hikari Makihara!, Miyuki Siga', Susumu Kotani?, Kiyotaka Tokuraku' ('Grad. Sch. Appl. sci., Muroran Inst.,
2Kanagawa Univ.)

BELAESFOTIVRAE—I EWMELDIES

Binding of the Isolated Radial Spokes and Microtubules

Hitoshi Sakakibara, Youské Shimizu, Hiroaki Kojima (Bio-ICT, NICT)

BEEETYARONAERHIH IS T 3 FIhG D ATPase ;FHEDRE

Role of ATPase activity of FIhG on the negative regulation of the flagellar number in Vibrio alginolyticus

Hikaru Hirata, Akari Takashima, Hiroki Ono, Michio Homma, Seiji Kojima (Div.Bio.Sci., Grad.Sch.Sci., Univ.Nagoya)

WRRIMED S — 7 FIVRICE T B3 FOILBEE

Biomolecular diffusion in contracted collagen gel caused by fibroblasts

Takanori Kihara', Junri Ito?, Jun Miyake? (' Faculty Environmental Engineering, Univ. Kitakyushu, *Grad. Sch. Engineering Science, Osaka Univ.)
ATP E &V ADP AT I F V745X MIHT 337 1 U v HAED—F TFHRE

Single molecule imaging of the binding of cofilin to ATP- and ADP-F-actin

Kimihide Hayakawa', Masahiro Sokabe', Hitoshi Tatsumi? (' Mechanobiology Laboratory, Nagoya University, >Department of Physiology,
Graduate School of Medicine, Nagoya Univerisity)

Na'BREBINAEE— 2 —DEEFEEARDT /T4 AVBEHEADHA

Attempt to reconstruct the stator complex of the bacterial Na*-driven flagellar motor into Nanodisc

Mizuki Gohara!, Norihiro Takekawa!, Yohei Miyanoiri?, Masatune Kainosho?3, Seiji Kojima!, Michio Homma' ('Div. Biol. Sci., Grad. Sch. Sci.,
Nagoya Univ., *Structural Biol. Research Center, Grad. Sch. Sci., Nagoya Univ., 3Grad. Sch. Sci. Tech., Tokyo Metro. Univ.)

Localization and roles of F,-ATPase subunit homologs and P42 of Mycoplasma mobile revealed by gene manipulation

Tulum Isil, Masaru Yabe, Atsuko Uenoyama, Makoto Miyata (Osaka City University)
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1P177
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1P180

1P181

1P182

1P183

1P184

1P185

1P186

1P187

1P188

1P189

1P190

1P191

1P192

BEFENBEHFEICL 3 AETREZOBEET Yy EL TAIE

Mapping elastic modulus of mouse submandibular gland tissue by atomic force microscopy

Mitsuhiro Nakamura!, Yuki Fujii!, Hiroaki Taketa?, Takuya Matsumoto?, Takaharu Okajima' (\Grad. Sch. Info. Sci. & Tech.,Univ. Hokkaido,
2Grad. Sch. Med. Den. & Pham. Sci.,Univ. Okayama)

FI7F O Tyri3 ICEREZSALHRERERISELEBICHLTEIYBRICES

Dictyostelium cells carrying the plasmids to express mutant actin (Tyr143Phe) are more susceptible to high-pressure treatment

Yuki Gomibuchi', Takahiro Ohnuki', Taro Q.P. Uyeda?, Masayoshi Nishiyama’, Takeyuki Wakabayashi' (' Teikyo Univ., 2AIST, *Kyoto Univ.)
HEETHEIBEROIMNEE

Coiling of catenaries made from Physarum tube

Takahiro Noguchi', Taito Watanabe', Itsuki Kunita?, Hirofumi Wada?, Toshiyuki Nakagaki®, Yoshimi Tanaka* ('Grad. Sch. Sci., Yokohama
National Univ., *RIES., Hokkaido Univ., 3Physical Sciences., Ritsumeikan Univ., *Environment and Information Science., Yokohama National Univ.)
BRAOT7IF U BEOBEOD S X

Diversity of monomers configuration within a single actin filament detected by FRET

Sakura Maesato, Kenji Kobayasi, Hajime Honda (Department of Bioengineering, Nagaoka University of Technology)

HABMBE TR AMP-PNP 7V F U DESR

Observation of polymerization with AMP-PNP bound actin molecules

Kiwa Koike', Koshin Mihashi?, Hajime Honda' (! Deprtoment of bioengineering , Nagaoka University of Technology, >Nagoya University)
E—4—GVNVBEERLEF /I NAFTNL OB

Nano-Bio-Devices transporting antigens for electrical measurements

Yuto Maruko', Shiori Sawada', Shin Nanasaki?, Kenji Moriya?, Takashi Ishiguro®, Shigeru Sakurazawa®*, Hajime Honda! ('Department of
bioengineering, Nagaoka University of Technology, ?National Institute of Technology, Hakodate College, *Taiyo Yuden Co., Ltd., *Future University
Hakodate)

RAF O&EFRREZRAENDIL 7+ X -2 3 Lk

Conformation and function of disease-associated RAF mutants

Kayo Hibino', Masahiro Ueda!, Yasushi Sako? (‘\RIKEN, QBiC, *Cellular Informatics Lab., RIKEN)
VOARFRXFFPIFUTAI74—LIB77A1IVICHEALEL

Arabidopsis thaliana actin isoforms do not bind phalloidin

Saku Kijima'-2, Sam Geun Kong*, Masashi Mori®, Masamitsu Wada®, Taro Uyeda'? ('Bio. Inst., AIST, *Grad. Sch. Sci., Univ. Tsukuba, *Res. Inst.,
Pre. Univ. Ishikawa, *Dep. Biol., Univ. Kyushu)

Motor activity of myosin-II is required for maintanance of the contractile ring in fission yeast

Masak Takaine, Osamu Numata, Kentaro Nakano (Univ. of Tsukuba)

AT UBRPOWKTFICEB  HENORERTFHE

Velocity dependence of drag force acting on a micro particle in collagen solution

Masafumi Kuroda, Yoshihiro Murayama (Dept. of Applied Physics, Tokyo University of Agriculture and Technology)

Direct measurement of Vibrio alginolyticus polar flagellum growth rate

Chien-Jung Lo'?, Meiting Chen!? (\Dept. of Phys., National Central Univ., *Inst. Biophys., National Central Univ.)

BREFEET COEBFRKRREOEHHE

Motility of Thermococcus kodakaraensis cells at extreme environmental conditions

Masayoshi Nishiyama!, Ryohei Tsukamoto?, Toshiki Yagi**, Masahide Kikkawa®, Tadayuki Imanaka®, Tamotsu Kanai? (:The HAKUBI Center,
Kyoto Univ., >Grad. Sch. Eng., Kyoto Univ., 3Dept. Biol. Sci., Pref. Univ. Hiroshima, *Grad. Sch. Medicine, Univ. Tokyo, *Grad. Sci. Life Sci.,
Ritsumeikan Univ.)

HEETF Ny &RV MRS ENE XSO

Mechanism of high-speed vesicular transport inside cells explored by using quantum dots

Kenji Kikushima, Hideo Higuchi (Dept. of Phys., Sch. of Sci., The Univ. of Tokyo)

Examining mitotic functions of bipolar kinesin EgS in a reconstituted minimal microtubule network

Yuta Shimamoto'->3, Scott Forth?, Tarun Kapoor? ('National Institute of Genetics, 2JST PRESTO, 3The Rockefeller University)

HRY A XBFEATOTI FIAL Y TOBREK &I

In vitro self-assembly and contraction of actomyosin rings inside a cell-sized droplet

Makito Miyazaki', Masataka Chiba!, Takashi Ohki!, Shin'ichi Ishiwata'-? (\Dept. of Physics, Waseda Univ., *WABIOS, Waseda Univ.)

BRI ZARELREBEN EAHTHOZRTEMA

Force measurement of individual isolated mouse tracheal cilia using three-dimensional optical trapping

Takanobu Kato!, Koji Ikegami?, Toshihito Iwase?, Tomoko Masaike>*, Mitsutoshi Setou?, Takayuki Nishizaka! (' Dept. Phys., Gakushuin Univ.,
2Dept. Cell Biol. and Anat., Hamamatsu Univ. Sch. Med., 3Dept. Appl. Biol. Sci., Tokyo Univ. of Sci., *PRESTO, JST)

WIMBEHE I NVBEIX LAV IHBRES 1 = ¢ RDEBICESHEZFH OBEENIMNEOBRICBATH S

Synucleins are essential for the creation of transportable microtubules, which is required for anterograde transport of cytoplasmic dynein
Shiori Toba', Kotaro Koyasako?, Masami Yamada', Takuo Yasunaga?, Hiroaki Kojima?, Hideki Wanibuchi!, Shinji Hirotsune! ('Osaka City
University Graduate School of Medicine, *Faculty of Computer Science and Systems Engineering, Kyushu Institute of Technology, *Advanced ICT
Research Institute, National Institute of Information and Communications Technology)
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1P197

1P198

1P199

1P200

NAEXRERICHIFET 5 FIhG O ATPase £F — 713 FIWF DERENHEICEETH S

ATP binding motif of FIhG, a negative regulator of flagellar number, is important to prevent polar localization of FIhF
Hiroki Ono, Michio Homma, Seiji Kojima (Grad. Sch. Sci., Univ. Nagoya)

KEEAELED TFIVREICE TS CheZ BRENDERE

Role of the polar localization of CheZ in chemotactic signal transduction of Escherichia coli

Yong-Suk Che, Hajime Fukuoka, Yuichi Inoue, Hiroto Takahashi, Akihiko Ishijima (IMRAM, Tohoku Univ.)

BEESIC L 3 KBAOEFESZA#AA Chey DIRZEWCE X 3HE

Effect of forced-rotation of E. coli’s flagella motor on the behavior of intracellular CheY

Masaaki Sato, Hajime Fukuoka, Akihiko Ishijima (IMRAM, Tohoku Univ.)

BEEETUFEONAEET -4 —BEHEFEREICEH TS FIiG & PomB DERDFHE

Effect of mutations in FliG and PomB on rotational direction of flagellar motor in Vibrio alginolyticus

Tatsuro Nishikino!, Yasuhiro Onoue?, Norihiro Takekawa?, Shiwei Zhu?, Seiji Kojima?, Michio Homma? (!Department of Biological Science,
School of Science, Nagoya University, 2Division of Biological Science, Graduate School of Science Nagoya University)
EHEMEPET T I A MIBRICEEICHFETICLEHT S

Hybrid mechanosensing system for directional migration in fish keratocytes

Chika Okimura!, Takafumi Mizuno?, Yoshiaki Iwadate! (‘Fac. Sci., Yamaguchi Univ., >AIST)

BEEETUFTED c-di-GMP #EE 2 /X7 E PlzD 125 3 RI|E S L UL Z RV O BRI

Biochemical and phenotypic characterization of P1zD, a YcgR homolog of c-di-GMP binding protein in Vibrio alginolyticus
Seiji Kojima, Takuro Yoneda, Michio Homma (Grad. Sch. Sci., Nagoya Univ.)

TI7MYA MEZOMROR—4Gh /5 - HIAEE - BEEESINSH

Same traction force distributions in fish keratocytes and their fragments represent the same fan-shape

Ayane Sonoda, Chika Okimura, Yoshiaki Iwadate (Dept. Funct. Mol. Biol., Grad. Sch. Med., Yamaguchi Univ.)
BBEORBEEDLZ IV L DX s0F=-Nv)1—T

Ciliary metachronal wave propagation on the compliant surface of Paramecium cells

Naoki Narematsu', Quek Quek?, Keng-Hwee Chiam?, Yoshiaki Iwadate' (\Fac. Sci., Yamaguchi Univ., >2A*STAR, Singapore)

13A. 4fFfE - AT : 188 - ¥1E / 13A. Biological & Artificial membrane: Structure & Property

1P201

1P202

1P203

1P204

1P205

1P206

1P207

1P208

1P209

FHBEICHES LTI M7 15 EV ORBEAEE L BRMEICE S CREEERB ORI

Elucidation of the antimicrobial activity based on affinity and bound structure of LFampinB embedded into the neutral membrane
Masayoshi Imachi!, Atsushi Tsutsumi', Atsushi Kira2, Izuru Kawamura!, Akira Naito! ('Graduate School of Engineering, Yokohama National
University, *Research and Development Division, ULVAC Inc)

diphenylhexatriene Z AL\ 3 IRERRBHAEICEZL S ABRTF FOBE

Limitation of the use of diphenylhexatriene to measure the fluidity of membrane in the presence of amyloid B-peptide

Masako Suzuki, Takashi Miura, takakazu Nakabayashi (Grad. Sch. Pharm. Sci., Tohoku Univ.)

Dependence of Purple Membrane Bump Curvature on pH and Ionic Strength Analyzed by Atomic Force Microscopy Combined with
Solvent Exchange

Yasunori Yokoyama', Kousuke Yamada', Yousuke Higashi', Satoshi Ozaki', Haorang Wang', Naoki Koito!, Masashi Sonoyama'-, Shigeki
Mitaku'? (\Dept. Appl. Phys., Grad. Sch. Eng., Nagoya Univ., *Div. Mol. Sci., Fac. Sci. Tech., Gunma Univ., *Toyota Phys. Chem. Res. Inst.)
DVEREKREICE T3 KNBEDFFHHFEIaL—-2a Y

Structure and orientation of hydrating water molecules at phospholipid/water interface revealed by molecular dynamics simulation
Suyong Re, Wataru Nishima, Tahei Tahara, Yuji Sugita (RIKEN, Wako)

BOZFICEL S BAR KX 1 DRE

Assembly of BAR domains induced by membrane shape deformation

Hiroshi Noguchi (ISSP, Univ. Tokyo)
ALZATO-WNMIEBFRRTZ7FINAYVEAOIONT 4T (BHibiEH) OFSHEAE

Cholesterol inhibits the binding of chlorzoxazone (muscle relaxant agent) to phosphatidylcholine membranes

Ayumi Yamada, Hiroshi Takahashi (Grad. Sch. Sci & Tech., Gunma Univ.)

172 b=W)VEEBIFETIXRBEE_ERAO FX MV BEE 2 N TERIGEE & ORE

Relation between phosphatidylinositol-induced domain structure and protein reaction activity in supported lipid bilayer

Toshinori Motegi', Yohko Takiguchi?, Kingo Takiguchi?, Toshiki Itoh?, Ryugo Tero'* (! Toyohashi Univ. Tech. EIIRIS, *Nagoya Univ. Dep. Sci.,
3Kobe Univ. Dep. Med., *Toyohashi Univ. Tech. Dep. Environ. Life Sci.)

MRSt eETIMAALATO—IEEEY VEEE (DMPG) OHEFRANEEZNMR

Structural studies of the interaction between cytotoxic oxysterols and acidic phospholipid (DMPG) bilayer membranes

Hiroshi Takahashi', Takaaki Hikima?, Masaki Takata?, Toshihide Kobayashi® ('Grad. Sch. Sci & Tech., Gunma Univ., *Harima Inst., Riken, *Wako
Inst., Riken)

BEES /F1-TO514FIIR

Dynamics of a single nano-tube hollow of phospholipid membrane

Masatoshi Ichikawa!, Akihisa Yamamoto? ('Grad. Sci., Kyoto Univ., %iCeMS, Kyoto Univ.)
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1P210

1P211

1P212

1P213

1P214

1P215

1P216

1P217

RFVVEECHEHY VEETHER SN IBEESHIROBERH EBEXLICHY 3HMR

Study on the phase behavior and the structural changes of lipid multi-component system consisting of long- and short-chain phospholipids
Ryota Kobayashi, Tetsuhiko Ohba (Dept. of Phys., Tohoku Univ.)

13B. &fFfE - ATfE : 4417+ 32 X / 13B. Biological & Atrtificial membrane: Dynamics

Z7  RTOTIOF FRlBEAESZ N7 BEORBERUOZEBICIALATO-AIEZ FHE

Cholesterols affect to the association of the transmembrane region of Amyloid Precursor Protein in the raft

Naoyuki Miyashita!?, Fumiko Ogushi®, Yuji Sugita'->* (\RIKEN Quantitative Biology Center, >RIKEN AICS, *Ochanomizu University, *RIKEN)
VDRI —LABRE VNV BERNFET EBEROTEXL

Morphological changes of the lipid membrane induced by in-liposome membrane protein synthesis

Kosuke Okamura, Hajime Watanabe, Tomoaki Matsuura (Department of biotechnology, Graduate school of engineering Osaka university)
HXISE DNA EHIBRY 1 XU R —LOBMEICL S ATHBARSFOLRY b

Artificial cell-based molecular robots by fusion of light responsive DNA and cell-sized liposomes

Masamune Morita', Hao Li!, Tomonori Shibata?, Hirohide Saito??, Masahiro Takinoue'* (' Interdisciplinary Grad. Sch. Sci. and Eng., Tokyo
Institute of Technology, *Center for iPS Cell Res. and App. (CiRA), Kyoto University, *The Hakubi Center for Adv. Res., Kyoto University,
4PRESTO, JST)

Fa-TIVUHEAD A7 MK —LORE - BKEZELIC & 3 ol Er S REHI

Reversible morphological control of tubulin-encapsulated giant-liposomes induced by change of hydrostatic pressure and temperature
Masahito Hayashi', Masayoshi Nishiyama?, Yuki Kazayama?, Taro Toyota>*, Kingo Takiguchi' (\Grad. Sch. Sci. Nagoya Univ., *Kyoto Univ.,
iCeMS, 3Grad. Sch. Arts Sci., Univ. of Tokyo, *Res. Center Complex Sys. Biol., Univ. of Tokyo)

HEMRAEEREL LYK - LOBEER

Effects of viscoelastic cytoplasm in liposome on the shape deformation

Miho Yanagisawa!, Kei Fujiwara? ('Dept. Appl. Phys., Tokyo Univ. Agric. Technol., *Dept. Biosci. Info., Keio Univ.)

RERNL 7Y HARBEFFHAZEORRE EEFRBERADER

Surface-tension replica-exchange molecular dynamics simulations of biological membrane systems

Takaharu Mori, Yuji Sugita (RIKEN)

—SFFRET MIEZEMAV L. BEEAY v 7 ABBEEERAAND GXXXG EF— 7 DHFE DA

Contributions of GXXXG motif to transmembrane helical interactions as revealed by single molecule FRET

Kotaro Kondo, Yoshiaki Yano, Katsumi Matsuzaki (Grad. Sch. Pha., Univ. Kyoto)

13C. £14AfE - ATh&E: % - ¥ v X JL / 13C. Biological & Artificial membrane: Excitation & Channels

1P218

1P219

1P220

1P221

1P222

1P223

1P224

X1 3TFEBIEICEL S SEBKY ALY MEBESF 2 F + 2V GLIC ® pH KE3 DS TFREH VY 7

PH dependent 3D Motion Maps of GLIC from X-ray Single Molecule Observations

Yuji Sasaki' 2, Hiroshi Sekiguchi?, Yufuku Matsushita', Keigo Ikezaki', Yuri Nishino?, Atsuo Miyazawa®, Christele Huon*, Jean-Pierre Changeux®,
Pierre-Jean Corringer* (' The University of Tokyo, 2SPring-8/JASRI, *University of Hyogo, *Pasteur Institute)
BUAKFEHF v+ 20T — MER

Gating charge movement of the voltage-gated H* channel

Yuichiro Fujiwara, Yasushi Okamura (Integrative Physiology, Grad Sch of Med., Osaka University)

BRELULEMEFEEZTO M Fr 2VOEREESAEE

The electrophysiological recording of the reconstituted voltage-gated proton channel in artificial membrane

AKira Kawanabe, Yasushi Okamura (Grad. Sch. Med., Osaka Univ.)

AV LF v %IV KesA O — MRBAEEE L BEPES - B

Gating-associated clustering-dispersion dynamics of the KcsA potassium channel in a lipid membrane environment

Ayumi Sumino'?, Daisuke Yamamoto?, Masayuki Iwamoto?, Takehisa Dewa®, Shigetoshi Oiki? (\JST/PRESTO, *Facult. Med. Sci., Univ. Fukui,
3Facult. Sci., Univ. Fukuoka, *Grad. Sch. Eng., Nagoya Inst. Tech.)

13D. 4fKfE - ATIRE : 3% / 13D. Biological & Artificial membrane: Transport

BHRBRRICE S SecYEG b5 203V DEK

In vitro synthesis of SecYEG translocon

Hideaki Matsubayashi', Yutetsu Kuruma'-2, Takuya Ueda' (' Graduate School of Frontier Sciences, The University of Tokyo, >Earth-Life Science
Institute, Tokyo Institute of Technology)

HE 111 RS BEED in vitro BIXBEK R DIBE

Construction of an in vitro transport assay system for the bacterial type I1I protein secretion

Hiroyuki Terashima', Akihiro Kawamoto?, Tohru Minamino?, Keiichi Namba?, Katsumi Imada' ('Grad. Sch. Sci., Osaka univ., *Grad. Sch. Front.
Biosci., Osaka Univ.)

ATIHRETIVERLE RNA OBEEZ9FEER

Bilayer lipid membrane permeation of RNA

Kazuma Sato (Grad. Sch. Inf Sci., Univ. Osaka)
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15. #F - B&E / 15. Neuroscience & Sensory systems

1P225 ANDILYTFNICE DD F T ABEORERHIEH

Competitive control of synaptic structure by calcium signaling

Fumihire Niwa!, Hiroko Bannai?, Antoine Triller?, Katsuhiko Mikoshiba! (\BSI, RIKEN, >Grad. Sch. Biol. Sci., Univ. Nagoya, *IBENS)
1P226 HICERIKAOhh: E/75HMDBEShRE

Necessity Knows No Law: Overwhelmed Memory in a Snail

Etsuro Ito, Miki Yamagishi (Kagawa Sch. Pharmaceu. Sci., Tokushima Bunri Univ.)
1P227 Acute Modulation of long-term potentiation of Pyramidal Neurons by Hippocampal-derived Estrogen

Hiroki Kojima, Keisuke Hotta, Yoshitaka Hasegawa, Suguru Kawato (Department of Life Science)

16. HIRMEEE - HOIEHRLIE / 16. Neuronal circuit & Information processing
1P228 EROWH=1-OVICETSHIKEE Ca ERIZS F T AANIC & > TES S h 3 EHBLRMIKET 5

Dendritic Ca®* elevation depends on spike waveform modulated by local synaptic activity in projection interneurons of insect
Hiroto Ogawa', Ruriko Mitani? (' Dept Bio Sci, Fac Sci, Hokkaido Univ, *Biosystem Sci, Grad Sch Life Sci, Hokkaido Univ)
1P229 HREEEEEAVBEOMERIRRICHT 3MEX 7041 FOIER O RIR
Analysis of neurosteroid effects on hippocampal neural circuits using novel multi-electrode probe methods
Yoshitaka Hasegawa'!, Chung Bon-chu?, Suguru Kawato! (' Dept. Biophysics & Life Sciences, Grad School of Arts & Sciences, Univ. of Tokyo,
Tokyo, Japan, *Institute of Molecular Biology, Academia Sinica, Taipei, Taiwan)

17. 118 / 17. Behavior

1P230 BEME Flavobacterium johnsoniae NDBERE
Gliding machinery of the gliding bacterium Flavobacterium johnsoniae
Satoshi Shibata', Keiko Sato!, Yuka Narita!, Daisuke Nakane?, Koji Nakayama' ('Nagasaki Univ. Graduate Sch. of Biomedical Science, *Dept.
Physics, Gakushuin Univ.)
1P231 FIIRAMLRABIV NAVFE/ AR RATLERNLART Y PEERTICL ZRIEBOHBEEEET S
Traumatic stress impairs learning and memory formation via an endocannabinoid system in Lymnaea stagnalis
Hiroshi Sunada!, Jeremy Forest!, Manabu Sakakibara?, Ken Lukowiak! (\HBI, Univ of Calgary, >Grad. Sch. Biosci., Tokai Univ)

18A. Yt&E# : f8E - =B / 18A. Photobiology: Vision & Photoreception

1P232 775#F=ZZ - n0O00K7 20N PEEOLERBERT
Crystallographic analysis of the N intermediate of pharaonis halorhodopsin
Haruki Kawaguchi, Taichi Nakanishi, Midori Murakami, Tsutomu Kouyama (Graduate School of Science, Nagoya University)

1P233 59 ZAARTI D3 BHEBEERREY
Photostability of the trimeric form of cruxrhodopsin
Siu Kit Chan', Tomomi Kitajima', Midori Murakami', Kunio Thara?, Tsutomu Kouyama' (! Graduate School of Science, Nagoya University,
2Center of the gene research, Nagoya University)

1P234 hCRBPII RU 2 DERGDWEEL AN MVICET 5 QM/MM EiRERE
QM/MM calculation of structure and spectral properties for human cellular retinal binding protein II (1CRBPII) and its mutants
Cheng Cheng, Motoshi Kamiya, Yoshihiro Uchida, Shigehiko Hayashi (Grad. Sch. Sci, Kyoto U.)

1P235 oYY —-OrRTI VM5V RF 21— —D—5%F FRET BRE
Single-molecule FRET study of the sensory rhodopsinl-transducer
Ryo Nisimura', Keiichi Inoue'-?, Jin Yagasaki®, Kenichi Kawamoto!, Yuki Sudo*>®, Hideki Kandori' ('Nagoya Institue of Technology, >2JST
PREST, 3Nagoya University, *Okayama University, *Institue for Molecule Science, °JST CREST)

1P236 SBI¥RRFE Ostreococcus tauri DR IEEEFE (CPF1, CPF2) IZ&1T 5 FAD ERIGHO D5 K EHT
Spectroscopic analysis of FAD photoreaction center in two photolyase (CPF1, CPF2) from a marine green alga Ostreococcus tauri
Shouhei Ueda', Kazunori Zikihara'?, Tomoko Ishikawa?, Chris Bowler?, Takeshi Todo?, Satoru Tokutomi' ('Grad. School Sci., Osaka Prefect.
Univ, 2Grad. School Med., Osaka Univ, *Ecole. Norm. Supe., Inst. Biol., Paris)

1P237 RIEEBR D DNA BEEEXRREHFDFAD A7+ X —2 3 EDEM
Correlation of DNA repair type with FAD conformation in the photoreaction center of photolyases
Kazunori Zikihara'-2, Shouhei Ueda', Takahiro Kitano!, Kohei Kasakawa!, Reo Fukazawa', Tomoko Ishikawa2, Kristin Tessmar-Raible?, Chris
Bowler*, Takeshi Todo?, Satoru Tokutomi! (!Grad. School Sci., Osaka Prefect. Univ., >Grad. School Med., Osaka Univ., 3Max F. Perutz Labo.,
Univ. Vienna, *Ecole Norm. Supe., Inst. Biol., Paris)

1P238 FrNORTSOREBERAOERHT7 70—F
Theoretical approach toward an understanding of molecular functions of channelrhodopsin
Hiroshi C. Watanabe'?2, Marcus Elstner?, Minoru Sakurai! (!Center for Biol. Res. & Inform., Tokyo Tech, 2JSPS fellow, 3KIT)
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1P245

1P246

1P247

1P248

1P249

1P250

1P251

1P252

1P253

Photoactive Yellow Protein IC& T35 7INF = 52 070 b {LIKEE

Protonation State of Arginine 52 in Photoactive Yellow Protein

Kento Yonezawa, Hironari Kamikubo, Keito Yoshida, Yoichi Yamazaki, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)

PYP-Phytochrome Related Protein ® 2 2Dt H— x4 TELU 2R RGOBEE M

Relationship of the photoreactions between two sensor domains in PYP-Phytochrome Related Protein

Keito Yoshida, Hironari Kamikubo, Kento Yonezawa, Yoichi Yamazaki, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)

ATPBEEILHTZ 204X FXF 7Y T 7046 1 DEREOFHFALBE

FTIR spectroscopy of the photoreaction of Arabidopsis Cryptochromel upon ATP binding

Katsuhiro Mikuni!, Daichi Yamada!, Tatsuya Iwata!, Kenichi Hitomi?, Elizabeth D. Getzoff?, Hideki Kandori! (\Nagoya Inst. Tech., *The Scripps
Res. Inst. USA)

KEEERAOEERRO/-HNDY ) 7T M/ OL-DASH DEREA

Mutagenesis to convert Cyanobacterial Cryptochrome-DASH into a Photolyase

Tomohiro Suzuki', Tatsuya Iwata', I Made Mahaputra Wijaya!, Junpei Yamamoto?, Tomoko Ishikawa?, Daichi Yamada', Elizabeth D. Getzoff*,
Takeshi Todo?, Shigenori Iwai?, Hideki Kandori! (\Nagoya Inst. Tech., >Grad. Sch. Eng. Sci., Osaka Univ., *Grad. Sch. Med., Osaka Univ., *The
Scripps Res. Inst. USA)

EEMBA2RX vy v —ORAETE=_ SV TEHRALEEREF T VEORFHERBRORS

Analysis of molecular properties of various opsins by bioluminescence monitoring of second-messengers in cultured cells

Takashi Nagata', Tomohiro Sugihara!, Mitsumasa Koyanagi'-2, Akihisa Terakita! (Grad. Sch. Sci., Osaka City Univ., 2JST-PRESTO)
FYF/OKTL 0 His-62 REDRZERISICE T 5 1&E

Role of His-62 in the photochemistry of actinorhodopsin

Shintaro Nakamura!, Takashi Kikukawa', Masakatsu Kamiya!, Tomoyasu Aizawa', Martin W Hahn?, Naoki Kamo!, Makoto Demura' ('Grad.
Sch. Life Sci., Hokkaido Univ., 2Innsbruck Univ.)

QM/MM RWFE iEI2& 272072 Y ORREFEEICEAT 2 ERME

A theoretical study on early intermediates of bovine rhodopsin by QM/MM RWFE method

Motoshi Kamiya, Shigehiko Hayashi (Grad. Sch. Sci., Kyoto Univ.)

Accelerated MD ¥ 3 2 L—2 3 V&RV 2 AsLOV2 B X 1 V5 EERIE OB

Study of the photactivation mechanisms in AsSLOV2 domain by using accelerated molecular dynamics simulations

Tomohiro Yaita, Tadaomi Furuta, Minoru Sakurai (Cent Biol Res & Info, Tokyo Inst of Tech)

Truepera radiovictrix I Nat K> 78O K72 0 OBEERIT

Functional analyses of Na*-pumping rhodopsin from Truepera radiovictrix

Kazuki Goto, Takashi Kikukawa, Takatoshi Hasemi, Yuta Saito, Masakatsu Kamiya, Tomoyasu Aizawa, Naoki Kamo, Makoto Demura (Grad.
Sch. Life Sci., Hokkaido Univ.)

kXt H—BAE7+ b bOEY 2 OXPRICLIBEERIIF IV

Light induced conformational changes of a blue light receptor phototropin2: LOV2-kinase

Akira Takakado', Yusuke Nakasone', Koji Okajima?, Satoru Tokutomi?, Masahide Terazima! ('Kyoto Univ. Sci., 2Osaka Prefecture Univ.)
DNA X E{EEFE OB EERIR

Functional conversion of (6-4) photolyase and CPD photolyase

Daichi Yamada', Junpei Yamamoto?, Tomoko Ishikawa®, Tomohiro Suzuki', I Made Mahaputra Wijaya!, Tatsuya Iwata', Elizabeth D. Getzoff*,
Takeshi Todo?, Shigenori Iwai?, Hideki Kandori! (\Nagoya Inst. Tech.,*Grad. Sch. Eng. Sci., Osaka Univ., >Grad. Sch. Med., Osaka Univ., *The
Scripps Res. Inst. USA)

18B. Y44 : Jt&H / 18B. Photobiology: Photosynthesis

& F2[FeFelb FOS F— EHALBBOEEME

Structural studies on the maturation mechanism of [FeFe] hydrogenase maturation from green alga Chlamydomonas reinhardtii

Daiki Kiyota', Risa Mutoh?, Chihiro Azai’, Hirozo Oh-oka', Genji Kurisu'? ('Grad. Sch. Sci., Osaka Univ., *Institute for Protein Research, Osaka
Univ., 3College of Life Sciences, Ritsumeikan Univ.)

KEZRI-7 1L FF2 U ESAROFERIBES & U NMR #Zif

X-ray structure and NMR analysis of the electron transfer complex between photosystem I and ferredoxin

Risa Mutoh!, Hisako Kubota-Kawai', Marc Nowaczyk?, Matthias Rogner?, Hideaki Tanaka', Takahisa Ikegami', Genji Kurisu! (!nst. Prot. Res.,
Osaka Univ., *Dept. of Plant Biochemistry, Faculty of Biology and Biotechnology, Ruhr-Univ. Bochum)

REBEREFOH N EOEKRE—3F5%E

Single-molecule spectroscopic study of photosynthetic reaction center at 6 K

Toru Kondo!, Risa Mutoh?, Genji Kurisu?, Hirozo Oh-oka?, Satoru Fujiyoshi', Michio Matsushita' ('Grad. Sch. Sci. and Eng., Tokyo Tech.,
2nstitute for Protein Research, Osaka Univ., 3Grad. Sch. Sci., Osaka Univ.)

R AEEH S W AR AEICE TR 2 /XY B #L O P FHIERIT

Isotope-edited ATR-FTIR analysis of the light-harvesting 1 reaction center complex from thermophilic purple photosynthetic bacteria
Yuki Yura', Yukihiro Kimura', Seiu Otomo?, Takashi Ohno! ('Grad. Sch. Agri. Sci., Kobe Univ., *Fac. Sci., Ibaraki Univ.)
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1P254  REAMREHCFERIUICEITZ MnCa 75 X4 - DEALBFUBENRRE
Origin of the distorted-chair structure of the MnCa cluster in photosystem I1
Keisuke Saito!2, Hiroshi Ishikita! (!Dep. App. Chem., Grad. Schol. Eng., Univ. Tokyo, 2JST PRESTO)
1P255 HamnElEnaREtHE 1 RIEPOEERCES T I38E—2 /Y EEHEEER OB ENRRIT
Thermodynamic analysis of metal-protein interaction in the light-harvesting 1 reaction center complex from purple sulfur bacteria
Yukihiro Kimura', Yusuke Hayashi!, Seiu Otomo?, Takashi Ohno! ('Grad. Sch. Agri. Sci., Kobe Univ., *Fac. Sci., Ibaraki Univ.)
1P256 AERBERERICETIREMEOE E CIESBUOHEEER : NO, BI&IC & K52 KH#ER
Effect of the extrinsic proteins on the CI binding sites of the oxygen evolving center in photosystem II: Analysis by FTIR spectroscopy
Junpei Kondo, Shin Nakamura, Ryo Nagao, Takumi Noguchi (Grad. Sch. Sci., Nagoya Univ.)
1P257 BFRE 3 BRI 5 53 K I & B R BBk 5 R R I D B4R
Proton-coupled electron transfer mechanism of photosynthetic water oxidation as revealed by time-resolved infrared spectroscopy
Hiroki Sakamoto, Ryo Nagao, Takumi Noguchi (Grad. Sch. Sci., Nagoya Univ.)
1P258 REFRIICHTIE-F/ VEFRBRQ, NOEF - 70 b BEHIE
Electron and proton transfer mechanism of the secondary quinone electron acceptor Qg in photosystem I1
Yukihiro Kadekawa, Yuki Kato, Takumi Noguchi (Grad. Sch. Sci., Nagoya Univ.)

20. &£ DR - ¥4k / 20. Origin of life & Evolution

1P259 FYXF—EYESF A LEFHEILLTIRTF FORBREREIE
In vitro selection of Polymerase Ribozyme-assisting peptides
Shigefumi Kumachi', Yuzuru Husimi?, Naoto Nemoto! ('Grad. Sci. & Tech., Saitama Univ., 2Emeritus Prof, Saitama Univ.)
1P260 YR —LARNABRICE TR VR —LHY M XADRE
Size effect of liposome on the inner RNA replication
Takeshi Sunami'-2, Norikazu Ichihashi'?, Takehiro Nishikawa?, Yasuaki Kazuta?, Tetsuya Yomo'?3 (\Grad. Info., Osaka Univ., 2ERATO, JST,
3Grad. Fron., Osaka Univ.)

22A. EAnlEEElE  8ES / 2 7 X / 22A. Bioinformatics: Structural genomics

1P261 SOLUEDRX AU DEBEZTIINFRXA 2 INVEORBETH
Prediction of 3D structures of multidomain proteins composed of more than two domains
Masafumi Shionyu, Atsushi Hijikata, Tsuyoshi Shirai (Fac. Bio-Sci., Nagahama Inst. Bio-Sci. Tech.)
1P262 HRFREOEY 277074 37 RICE A EREBHAE  ZATEFENFERE LIABEEORS
Computing technology for the visual proteomics of cell surface : Collation of protein structure and electron microscopic image
Go Inoue!, Masami Ikeda?, Makiko Suwa'? ('Biol. Sci., Grad. Sci. Eng., Aoyama Gakuin Univ., >?Chem. Biol. Sci., Sci. Eng., Aoyama Gakuin Univ.)
1P263 Analyses of the effects of amino acid mutations on the protein folding segments by means of sequence and evolutionary analyses
Masanari Matsuoka'2, Takeshi Kikuchi! ('Ritsumeikan Univ., Col. of Life Sci., Dept. of Bioinf., 2Japan Society Promotion Science DC2)
1P264 Etsl1 &V~ b F—BERFOMANEESICHT 35 FH AR
Molecular dynamics study on cooperative binding of Ets1 and partner transcription factors on regulatory elements
Kota Kasahara, Tkuo Fukuda, Haruki Nakamura (/PR, Osaka Univ.)
1P265 SNV EHEERT - 4N-ZX2HALEBRFETV VT EORARE
Development of a method for protein-protein interaction modeling using IntAct database
Toshiyuki Tsuji, Takao Yoda, Tsuyoshi Shirai (Nagahama Institute of Bio-Science and Technology)

22B. SERFIF  #EES / I 7 X / 22B. Bioinformatics: Functional genomics

1P266 Improved prediction of mitochondrial presequence for detecting undiscovered mitochondrial proteins
Kenichiro Imai', Yoshinori Fukasawa?, Kentaro Tomii'-2, Paul Horton"? (\CBRC, AIST, *Dept. of Comp. Biol., Grad. Sch. of Frontier Sci., Univ. of
Tokyo)

22C. 4£MigmHEE : tkEis s X 7 X / 22C. Bioinformatics: Comparative genomics

1P267 Application of novel amino acid substitution matrix, MIQS, to the MAFFT multiple sequence aligner
Kazunori Yamada', Kazutaka Katoh!-2, Kentaro Tomii! ('AIST, 2Osaka University)

22D. 4&1EmEE - HFEL / 22D. Bioinformatics: Molecular evolution

1P268 Evolutionary Relationships of Clostridia Species
Takashi Kunisawa (Dept. Appl. Biol. Sci., Sci. Univ. Tokyo)
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1P280

1P281
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23. 4B 1718 / 23. Ecology & Environment

BREBHTERZ L — EBRIIREDLS
The things fishes can do - From an empirical perspective
Takayuki Niizato', Hisashi Murakami?, Takenori Tomaru?, Yuta Nishiyama?, Kohei Sonoda®, Yukio Gunji® (! Tsukuba University, 2Kobe

University, 3Osaka University, “Shiga University, Waseda University)

24. FIEEMZF / 24. Mathematical biology

Pattern formations of a polymer consisting of “hot” and “cold” monomers as a model of chromosome

Akinori Awazu! ('Dept. of Math. and Life Sciences, Hiroshima Univ., 2RcMcD, Hiroshima Univ.)

Bubbly vertex dynamics: BiZE% & D#lla Ik 2 S € LREABO D DEMZHBH HET TV

Bubbly vertex dynamics: a dynamical and geometrical model for epithelial tissues with curved cell shapes

Yukitaka Ishimoto, Yoshihiro Morishita (RIKEN CDB)

Bl¥RY 5 BEHFOREF

Vortex lattice of rotating self-propelled particles

Ken Nagai (School of Mater. Sci., JAIST)

HRRREICST2EREFFOHE: 7570 HNHERICL I8N

Macromolecular dynamics in intracellular environment: Bronian dynamics simulation study

Tadashi Ando', Yuji Sugita!?3 ('QBiC, RIKEN, *RIKEN, 34ICS, RIKEN)

SBRUFFOCTAI/O07 R4 -HRIGSITFIMEECE TR ITF N/ A XLERET S

Formation of microclusters of receptor molecules improves signal/noise ratio in cellular signal transduction

Akihiro Fukagawa!, Kumiko Sakata-Sogawa'!?, Makio Tokunaga'? (\Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech.,*IMS, RIKEN)
Spatiotemporal Noisy Signal Processing in Chemotaxis

Ryo Yokota'2, Tetsuya Kobayashi! (nst. Ind. Sci., Univ. Tokyo, *Res. & Edu. Platf. Dyn. Liv. States)
HEMRETNVOREOEXBEEDOANE LVETIVIING X - 2 OEKFHE

The dependence of the current firing rate of a neuron model on the input and the model parameters

Takanobu Yamanobe (Hokkaido University)

EMEOEDICHT 3{LEMEEORE

The effect of a chemical bump on a migrating amoeba

Dai Akita!, Itsuki Kunita?, Shigeru Kuroda?, Toshiyuki Nakagaki® (\Grad. Sch. of Life Sci., Hokkaido Univ., >RIES, Hokkaido Univ.)
Band-pass filtering to rhythmic input: A simple model of nonlinear response in a living cell

Hiroshi Ueno', Tatsuaki Tsuruyama?3, Kenichi Yoshikawa' ('Laboratory of Biological Physics, Faculty of Life and Medical Sciences, Doshisha
Univ., 2Department of Pathology, Graduate School of Medicine, Kyoto University, >Department of Anatomical, Forensic Medicine, and
Pathological Studies, Graduate School of Medicine, Kyoto University)

25. FFM - £1K1 XL / 25. Nonequilibrium state & Biological rhythm

Bt NV BILL 3BB Y X LAORFEE

KaiC intersubunit communication facilitates robustness of circadian rhythms in cyanobacteria

Yoko Kitayama!, Tacko Nishiwaki-Ohkawa'!-?, Michio Homma!, Takao Kondo' ('Grad. Sch. Sci., Univ. Nagoya, *ITbM, Univ. Nagoya)
DEABRICL RO X H=X L

Synchronization of cardiac rhythms after reassembling of multiple heart fragment tissues

Tomonori Takahashi, Yuji Mitsui, Shin Arai, Kentaro Ishida, Toshiyuki Mitsui (Dept. of Phys. & Math., Coll. of Sci. & Eng., Aoyama Gakuin
Univ.)

BEGAREEICL 3 BHMREREOR K

Kinetic memory based on the enzyme-limited competition

Tetsuhiro S. Hatakeyama, Kunihiko Kaneko (Dept. of Basic Science, The Univ. of Tokyo)

BRENFICLDENEY TFIVEEDFRER

Information thermodynamics reveals the robustness of biochemical signal transduction

Sosuke Ito!, Takahiro Sagawa'? (\Department of Physics, the University of Tokyo, 2Department of Basic Science, the University of Tokyo)
Coherence vs Dynamics on Random Boolean Networks

Taichi Haruna (Graduate School of Science, Kobe University)

26. EHEl / 26. Measurements
LN AZHE % AL A SEE DRI RS ENE I & 3 R BROEEEY R

High-precision frequency-domain fluorescence anisotropy measurement using a waveguide LN modulator for dye rotational motion
analysis

Tetsuichi Wazawa'-2, Nobuyuki Morimoto?, Makoto Suzuki? (! Biomolec Sci Engin, ISIR, Osaka Univ, 2Dept Mater Proc, Grad Sch Engin, Tohoku
Univ)
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1P297

1P298

1P299
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ERNEED S EHBOLDDTF / BRFHAHS AT LOBE

A photon-timing recorder in a nano-second resolution and its application for near-infrared fluorescence fluctuation measurements
Goro Nishimura (RIES, Hokkaido University)

ZRFBEICLZAOT T 7 1 v I ZREXEBEASAHAREORK

Development of a holographic multipoint fluorescence correlation spectroscopy based on two photon excitation

Johtaro Yamamoto, Masataka Kinjo (Faculty of Adv. Life Sci., Hokkaido Univ.)

Simple method for lipid bilayer formation with simultaneous incorporation of ion channels using gold electrode

Daichi Okuno!, Minako Hirano?, Hiroaki Yokota?, Yukiko Onishi!, Toshio Yanagida!, Toru Ide® (\RIKEN QBiC, >GPI, 3Grad. Sch. Nat. Sci. &
Tec., Okayama Univ.)

Holliday junction DNA @ B %#Y branch migration i ® FRET (- & % #Z4f

FRET analysis of the spontaneous branch migration of the Holliday junction DNA

Kenji Okamoto, Yasushi Sako (RIKEN)

RB=RT BTy TTEMOOKGES) % 8E - 5HHT 3

The manipulation and analysis of biological rotary motions by 3D optical vortex trapping

Yu Hashimoto', Tomoko Otsu?, Yuji Kimura!, Sayaka Kazami', Yoshiyuki Sowa?, Yu Takiguchi?, Taro Ando?, Ikuro Kawagishi®, Hiroyasu Itoh!
(' Tsukuba Reserch Laboratory, Hamamatsu Photonics K.K., >Central Reserch Laboratory, Hamamatsu Photonics K.K., *Dept. Frontier Biosci.,
Hosei Univ.)

EF 4 & 3 KIRE O BEREE 1 OB R

Statistical analysis of rotational motion properties of tethered E. coli by video measurement

Hiroto Tanaka', Tadashi Matsukawa', Takashi Sagawa!, Sakura Maesato?, Yukihiro Tominari®, Yoshiyuki Sowa*, Ikuro Kawagishi*, Hiroaki
Kojima! (\Bio ICT lab., NICT, *Dept. Bioeng., Nagaoka Univ. Tech., *Nano ICT lab., NICT, *Dept. Front. Biosci., Hosei Univ.)

747 ERMBAZR : £EERICHT B insitu 71 7 QKRS NMR OREH

Microwave heating effects: Application to analyze biological system by in situ microwave irradiation NMR

Yugo Tasei!, Fumiichi Tanigawa!, Izuru Kawamura', Motoyasu Sato?, Akira Naito' (! Yokohama National University, *Chubu University)
EFEBERNAA AV 5 2BEWBOE—MHIRF /N1 4T —ADOIH &£ MR mRNA BEHE O

Single-cell nanobiopsy to investigate intracellular mRNA localization using scanning ion conductance microscopy

Yuji Nashimoto!, Yasufumi Takahashi?, Kosuke Ino!, Kumi Inoue Y', Hitoshi Shiku!, Tomokazu Matsue'? (\Enviromental studies, Tohoku Univ.,
2WPI-AIMR, Tohoku Univ.)

27. N F A4 X = 2% / 27. Bioimaging

EEAFM 2RAVES NV BRBEELDS A TAX=-D 0T

Live Imaging of Protein Structural Change by High-Speed AFM

Motonori Imamura'?, Takayuki Uchihashi®**#, Toshio Ando*#, Jonathan G. Heddle', Ali D. Malay' ('Riken, >Grad. Sch. of Biosci. & Biotech.,
Tokyo Tech., *Dept. Phys., Kanazawa Univ., *Bio-AFM Frontier Research Center, Kanazawa Univ.)

Y274 FOBEICE S HRNEGEAEEERVERES X —F ORRIR

Analysis of the projection images using the novel classification protocol based on the concept of manifold

Takashi Yoshidome!, Tomotaka Oroguchi*?, Masayoshi Nakasako??, Mitsunori Ikeguchi' (!Grad. Sch. Med. Life Sci., Yokohama City Univ., *Fac.
Sci., Keio. Univ., >Harima Inst., Riken)

Metallothionein labeling for CLEM(Correlative Light and Electron Microscopy) method

Ryutaro Yamanaka', Yuka Hirasaka!, Mingyue Jin!, Yanagisawa Haruaki?, Takuo Yasunaga' (\Kyushu Institute of Technology, >Univ. of Tokyo)
EEAFM/ 1 A FHABRREERICL 32N VEORBEHBEMEREORE A X -2

Simultaneous imaging of dynamic structural and chemical events in protein by high-speed AFM combined with single-molecule TIRFM
Shingo Fukuda', Takayuki Uchihashi'-2, Ryota Iino?, Toshio Ando!'? (\Sch. Math. & Phys., Col. Sci. & Eng., Kanazawa Univ., *Bio-AFM FRC,
Inst. Sci. & Eng., Kanazawa Univ., >Okazaki Inst. Integr. Biosci., NINS)

Real time imaging of collagenase behavior by high speed atomic force microscopy

Takahiro Nakayama, Noriyuki Kodera, Hiroki Kon’no, Toshio Ando (Bio-AFM Frontier Research Center, Kanazawa University)

$i #1358 Number and Brightness 512 & 3 020 F a4 FEREZEAOE MM S 8T

Spatio-temporal distribution analysis of dimeric glucocorticoid receptor using a new Number and Brightness method based on covariance
Hideto Ishikawa', Johtaro Yamamoto?, Shintaro Mikuni?, Masataka Kinjo? ('Grad. Life Sci., Univ.Hokkaido, *Fuc. Adv. Life Sci, Univ.Hokkaido)
MBS X -2V JIC& B ALS BIEE R{F TDP43 DIEERFIT

Analysis of structural difference in ALS-linked mutant of TDP43 by fluorescence imaging in living cells

Sachiko Yuno!, Akira Kitamura'?, Ai Shibasaki!, Masataka Kinjo'? ('Grad. Sch. Life Sci., Hokkaido Univ., *Advanced Life Sci., Hokkaido Univ.)
SERFENBEMHBICL S AAA >+ XO Y p97 DEE ATPase (D2) VY JOBEELNEERRR

Direct observation of the structural changes of the major ATPase domain D2 of the AAA chaperone p97 by high-speed atomic force
microscopy

Daisuke Yamamoto'-3, Kentaro Noi>3, Ken-ichi Arita-Morioka>3, Teru Ogura®? (\Dept. Appl. Phys., Fac. Sci., Fukuoka Univ., ?Dept. Mol. Cell
Biol., IMEG, Kumamoto Univ., *CREST, JST)
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1P313

1P314

1P315

TNFE-—SNVEEBEEREZIINIE

Multi-modal super-duper chemi-luminescent protein

Kazushi Suzuki', Yoshiyuki Arai!?, Takeharu Nagai'? (\Grad sch engin, Osaka Univ, *ISIR, Osaka Univ)

ERREAERBIRNF—EB (BRET) 2RAVAEI FaY FUTHESZ /X7 E MAVS OEEEBRFIR

A structural analysis of the MAVS-regulatory mechanism using BRET

Osamu Sasaki', Takuma Yoshizumi', Misa Kuboyama!, Takeshi Ishihara?, Emiko Suzuki’, Shun-ichiro Kawabata?, Takumi Koshiba? (! Graduate
School of Systems Life Scienses, Kyushu University, >Department of Biology, Faculty of Sciences, Kyushu University, 3Structural Biology Center,
National Institute of Genetics and Department of Genetics)

2 ML ZBEHA—5F mRNA L FBEOBREI X -2 T

Super-resolution imaging of molecular conformation of single mRNA in stress granules

Yuki Suzuki', Kou Sugawara', Kohki Okabe'-2, Takashi Funatsu' (! Graduate School of Pharmaceutical Sciences, The University of Tokyo, 2JST,
PRESTO)

BEFMEREF NELF §1F I AD13F1 X =2V T EERN

Single molecule imaging and quantitative analysis of dynamics of negative elongation factor NELF

Daichi Ikeda!, Yuma Ito'-2, Makio Tokunaga!-?, Kumiko Sakata-Sogawa!”? (\Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech., 2IMS, RIKEN)
AIPLEAT AV EBETFTTOTIF 714527 MO 1 FFITNEALAX=V 0T

Real-time imaging of actin filament disassembly in the presence of cofilin and actin interacting protein 1 (AIP1)

Carina Sekiguchi!, Kimihide Hayakawa?, Shoichiro Ono®, Masahiro Sokabe?, Hitoshi Tatsumi! ('Department of Physiology, Nagoya University
Graduate School of Medicine, *Mechano-biology Laboratory, Nagoya University Graduate School of Medicine, *Department of Pathology, Emory
University School of Medicine)

1 M5 B ReFRAIE IS & 5 IL-1p JEH BEY 53 MR HE FF 0D #ZEA

Analysis of non-classical secretion of IL-1p using real-time single-cell secretion imaging

Yoshitaka Shirasaki', Ting Liu?, Yoshifumi Yamaguchi?, Mai Yamaguchi'!, Nobutake Suzuki!, Kazushi Izawa?, Jun Mizuno®, Shuichi Shoji%,
Yoshie Harada’, Ryuta Nishikomori?, Toshio Heike?, Masayuki Miura?, Osamu Ohara"-® ("IMS, Riken, >Grad. Sch. Pharm., Tokyo Univ., >Grad.
Sch. Med., Kyoto Univ., *Grad. Sch. Sci. & Eng., Waseda Univ., 3iCeMS, Kyoto Univ., °Kazusa DNA Inst.)

F/ZAVy FERERWETIF O OEEO—FFRE

Single molecule observation of actin polymerization in linear zero-mode waveguid

Masamichi Yamamoto', Makoto Tsunoda', Shun Higano?, Kotaro Okubo?, Takashi Tanii?, Takashi Funatsu' ('Grad. Sch. Pharm. Sci., Univ.
Tokyo, *Sch. Sci. Eng., Waseda Univ.)

BiEE OERERICE R ZHEN—HMRHEEIC & 5

Effects of medium temperature on diatom motility studied by single cell observation

Kazuo Umemura', Toru Miyabayashi', Yoshikazu Kumashiro?, Teruo Okano?, Shigeki Mayama? (' Tokyo Univ. Sci., 2Tokyo Women's Med. Univ.,
3Tokyo Gakugei Univ.)

EYPFH IV A F -2 — AcaD ORBRIISNIRF + 2V TolC BIEFORKICLVREE QS

Expression of the xenobiotic efflux transporter AcrD is induced by the deletion of outer membrane channel gene t0/C

Kentaro Yamamoto', Rei Tamai', Takehiko Inaba?, Yoshiyuki Sowa'->3, Ikuro Kawagishi'->* (\Dept. Frontier Biosci., Grad. Sch. Sci and Eng.,
Hosei Univ., *Res. Cen. Micro-Nanotech., Hosei Univ., *Dept. Frontier Biosci., Fac. Biosci. and Appl. Chem., Hosei Univ.)

KIEERYHEE b J 2V 2K — % — MdtB, MdtC O ERE) BRI

Dynamics of the xenobiotic efflux transporter components MdtB and MdtC in the cytoplasmic membrane of Escherichia coli

Megumi Yamazaki!, Kentaro Yamamoto', Rei Tamai', Yoshiyuki Sowa!??3, Ikuro Kawagishi!?3 (! Dept. Frontier Biosci., Grad. Sch. Sci and Eng.,

Hosei Univ., 2Res. Cen. Micro-Nanotech., Hosei Univ., 3Depz‘. Frontier Biosci., Fac. Biosci. and Appl. Chem., Hosei Univ.)

28. NM AT > =T >4 / 28. Bioengineering

BFEELVNVEILL I BTRHEAFOHNER

Readout Conversion of Transcriptional Regulator by Electron Transfer Proteins

Hiroshi Nakajima', Souji Miyazaki?, Yoshihito Watanabe? (! Dept. Chem., Sch. Sci., Nagoya Univ., 2RCMS, Nagoya Univ.)
BEAEMRREAVEARENTF FOERRER

Direct expression of antimicrobial peptides in an intact form by using a reconstitued cell-free system

Satoshi Tomisawa, Masakatsu Kamiya, Takashi Kikukawa, Makoto Demura, Tomoyasu Aizawa (Grad. Sch. Life Sci., Univ. Hokkaido)
AIVILAFEBMLTASOEEEZRM v F I T3 TatBiR7 747 -6 L VYRY 1 LORR

Development of Tat-binding aptamer and ribozyme which switch their activities in response to K+

Yudai Yamaoki'?3, Tsukasa Mashima', Takashi Nagata'?, Masato Katahira'? (Inst. Adv. Energy, Kyoto Univ., >Grad. Sch. Energy Sci., Kyoto
Univ., 3JSPS Research Fellow)

#pa> JFIvElEE Big L - HREE B O 5RE

Design of functional nucleic acid that controls receptor signaling

Ryosuke Ueki', Shinsuke Sando? ('Inamori Frontier Research Center, Kyushu University, >Grad. Sch of Eng, The University of Tokyo)
Fabrication of photosensiting and electron-transfer RNA-modules

Tran Thoa Thi Thanh!-2, Noriko Minagawa!, Sivakumar Ponnurengam Malliappan', Toshiro Aigaki?, Yoshihiro Ito'-2, Takanori Uzawa' ('RIKEN,
2Tokyo Metro. Univ.)
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1P316

1P317

1P318

1P319

1P320

1P321

1P322

1P323

2P001

2P002

2P003

2P004

2P005

2P006

Rational design of orthogonal gene transcription nano device on DNA origami

Takeya Masubuchi', Hisashi Tadakuma!, Masayuki Endo?, Hiroshi Sugiyama?, Yoshie Harada?, Takuya Ueda! (\Grad. Sch. Frontier Sci., Univ.
Tokyo, 2iCeMS, Univ. Kyoto)

WAEY  TIREEHONEEHIHT 5HE

How to control the size of ring-shaped microtubule assemblies

Shoki Wada', Masaki Ito!, Daisuke Inoue', Kazuki Sada'?, Akira Kakugo'? (! Graduate School of Chemical Science and Engineering, Hokkaido
University, *Faculty of Science, Hokkaido University)

7135 & FIA L =B SR EIEE) O Z a1

Dynamic Control of Collective Motion of Microtubules Propelled by Kinesin in a Stress Field

Daisuke Inoue!, Kazuki Sada'2, Akira Kakugo'? (\Grad. Sch. of Chem. Sci. and Eng., Univ. Hokkaido, *Fac. of Sci., Univ. Hokkaido)

DNA OEEERICE DV 5 BaY B S &L Ol

Control of Active Self-organization of microtubule by using DNA based interaction

Kyohei Uenishi!, Shoki Wada!, Daisuke Inoue', Kazuki Sada'?, Akira Kakugo'? (\Grad. Sch. of Chem. Sci. and Eng., Hokkaido Univ., *Fac. of
Sci., Hokkaido Univ.)

Cell trapping device for observation of connexin function by a single cell device

Kosuke Inoue'?2, Koki Kamiya'#, Yuta Abe'-?, Toshihisa Osaki'-?, Norihisa Miki?, Shoji Takeuchi'?® ('Kanagawa Academy of Science and
Technology, *Keio University, *Institute of Industrial Science, the University of Tokyo, *PRESTO, Japan Science and Technology Agency)

30. Z D1tk / 30. Miscellaneous topics
BEEZTALL T HRBAFHHEE

Mass-scaling replica-exchange molecular dynamics method

Tetsuro Nagai, Takuya Takahashi (College of Life Sciences, Ritsumeikan University)

SHEBBI/OATF 4TI AOERMER

Quantitative analyses of chromatin dynamics in fission yeast

Takeshi Sugawara'2, Shota Masuda®, Jun-ichi Uewaki'?, Akinori Awazu'?, Hiraku Nishimori'-2, Masaru Ueno'* (\RcMcD, Hiroshima Univ.,
2Department of Mathematical and Life Sciences, Faculty of Science, Hiroshima University, >Department of Molecular Biotechnology, Graduate
School of Advanced Sciences of Matter, Hiroshima University)

Dynamical heterogeneity and dynamics of cage breaking and formation in colloidal fluids

Preetom Nag!?, Hiroshi Teramoto!-2, Chun-Biu Li>**, Tamiki Komatsuzaki'->* (\Graduate School of Life Science, Transdisciplinary Life Science
Course, Hokkaido University, 2Molecule and Life Nonlinear Sciences Laboratory, Research Institute for Electronic Science, Hokkaido University,
3Graduate School of Science, Department of Mathematics, Hokkaido University, *Research Center for Integrative Mathematics, Hokkaido
University)

£2HB (9BH26H (£)) “Day?2 (Sep. 26 Fri.) X&—JL / Main Hall
O1A. EHBHE : # / O1A. Protein: Structure

1 2EREY ANV ZAOF MG HREARE

Detailed cell entry mechanism of Rice dwarf virus (RDV)

Naoyuki Miyazaki'-2, Akifumi Higashiura?, Tomoko Higashiura?, Fusamichi Akita®, Hiroyuki Hibino?, Toshihiro Omura?, Atsushi Nakagawa?,
Kenji Iwasaki? (' NIPS, 2IPR, *NARC)

SUNIBICETZEL N BEREOEE & BIR/NY — 2 OB

Comprehensive analysis on the conformation and substitution patterns of buried polar residues in protein structures

Matsuyuki Shirota'?3, Kengo Kinoshita?>* ('Grad. Sch. Med. Tohoku Univ., ToMMo, Tohoku Univ., >GSIS, Tohoku Univ., *IDAC, Tohoku Univ.)
Crowding REET TO 2 /N7 EBEDBREEN

Thermal Structural Stability of Proteins Under Crowding Environment

Mitsuhiro Hirai!, Shouki Sato', Masaaki Sugiyama?, Noboru Ohota?, Lionel Porcar*, Anne Martel*, Giuseppe Zaccai* (' Grad. Sch.Sci. Tech.,
Gunma Univ., 2KURRI, *JASRI, *Institut Laue-Langevin)

BFERLERL4 LGNV EAEEH - WSS FREMBORHZNZ . BEEEF L NIH pS3DEE

Statistical thermodynamics of one-to-many molecular recognition accompanied by partner-dependent folding: in the case of p53 protein
Tomohiko Hayashi, Hiraku Oshima, Satoshi Yasuda, Masahiro Kinoshita (Institute of Advanced Energy, Kyoto University)
BRRECSTI2HNERY P79 - ETFVEZRAVEESEFHEERTFOBRR

Anisotropic atomic fluctuations reproduced by normal modes based on an elastic-network model in the crystal environment

Shigeru Endo!, Hiroshi Wako? ('Dept. Phys., Sch. Science, Kitasato Univ., >Sch. Social Sciences, Waseda Univ.)
L7YHBRAFHAZEZOHMEHY GVREOFBIIHT 3R L ERFFAOKH

Comparison of the replica-permutation molecular dynamics with and without detailed balance conditions and its application to
biomolecules

Hiroaki Nishizawa', Hisashi Okumura'-? (IMS, 2Sokendai)
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2P007 B-sheet T DX T7{HM I3 edge strand & central strand TIE 2 RES
Pairing propensity in B-sheets is quite defferent between edge and central strands
Hiromi Suzuki (School of Agriculture, Meiji Univ.)
2P008 REBILLANBOT I /BIED/INT X —2EKEFEILONT
Parameter dependency of an optimized force field for each amino acid
Yoshitake Sakae!, Yuko Okamoto'>3# (\Dept. Phys., Nagoya Univ., *Structural Biology Research Center, Nagoya Univ., *Center for
Computational Science, Nagoya Univ., *Information Technology Center, Nagoya Univ.)
2P009 EFfNMRELUVUMD Tab—2aricddb bAD b URETRHEE & BEDREIR
Fibrillation mechanism and fibril structure of human calcitonin as studied by solid-state NMR and MD simulation
Shuuhei Toyoda', Ganchimeg Lkhamsuren?, Javklantugs Namsrai'-?, Hikari Watanabe', Izuru Kawamura', Kazuyoshi Ueda', Akira Naito! (! Grad.
Sch. Eng., Yokohama Natl. Univ., *Monglia Natl. Univ.)
2P010 ABKRBYNIAY VEBLCBROFFEHNFEL I 2 L—2 ar: KGFOEEERER
Molecular dynamics simulation of heterotetrameric sarcosine oxidase: pathways of water molecules
Go Watanabe, Akinori Hiroshima, Haruo Suzuki, Shigetaka Yoneda (Sch. Sci., Kitasato Univ.)
2P011 ERESTFREFHEBERITCSIZI7-VITy THEDLHOEBHER
A practical study for the improvement on the Fourier map in neutron protein crystallography(NPC)
Ichiro Tanaka'-2, Nobuo Niimura? (\Coll. of Eng., Ibaraki Univ., *Frontier Center, Ibaraki Univ.)
2P012 FFHNFELI 2L —232I0& B GLP-1 & Exendin-4 DFEERI
Structure Analysis of GLP-1 and Exendin-4 by Molecular Dynamics Simulation
Sakiko Mori, Hironao Yamada, Yo Noguchi, Takeshi Miyakawa, Ryota Morikawa, Takuya Watanabe, Masako Takasu (Sch. of Life Sci., Tokyo
Univ. of Pharm. and Life Sci.)
2P013 BFHNFI2AL -3 VI0E 3 yS-WT & yS-GI18V DIEEXLDLLE
Structural changes of yS-WT and yS-G18V studied by molecular dynamics simulation
Ai Ozawa, Hironao Yamada, Sakiko Mori, Yo Noguchi, Takeshi Miyakawa, Ryota Morikawa, Masako Takasu (Tokyo University of Pharmacy and
Life sciences)
2P014 MEGADOCK: BilliSIFtHREIC L 3 KRES /N BRMAEER T A
MEGADOCK: a high-performance protein-protein interaction prediction tool on supercomputing environments
Masahito Ohue'2, Yuri Matsuzaki®, Nobuyuki Uchikoga®, Takashi Ishida', Yutaka Akiyama'? (\Grad. Sch. Inform. Sci. and Eng., Tokyo Tech,
2JSPS Research Fellow, 3ACLS, Tokyo Tech, *Dept. Phys., Chuo Univ.)
2P015 T4 ORBEAVE X RBRBEAEAY L TNVF Y+ —DOBAK
Development of a microfluidics-based auto-sample changer for solution X-ray scattering
Ryuji Okabe, Hironari Kamikubo, Yoichi Yamazaki, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)
2P016 SUNIEOBEIVTIAT7  ABAFENHR
Improvement of a Method for Structural Compliance Analysis of Proteins
Keisuke Arikawa (Fcl. Eng. , Kanagawa Inst. of Tech.)
2P017 Elfk NMREIC& 3 &2 N BARBERTAOEHERMEEDKRA
Application of paramagnetic relaxation enhancement to solid-state NMR protein structure analysis
Hajime Tamaki', Ayako Egawa?, Kouki Kido', Tomoshi Kameda?, Masakatsu Kamiya!, Takashi Kikukawa!, Tomoyasu Aizawa', Toshimichi
Fujiwara?, Makoto Demura! (!Grad. Sch. Life Sci., Hokkaido Univ., >IPR, Osaka Univ.,*CBRC, AIST)
2P018 EREFRNEICL 5 BHFEBINEICE TS GFP I~
GFP labeling for single particle analysis with cryoEM
Takayuki Kato', Naoya Terahara!, Tomoko Miyata!, Keiichi Namba!? ('Grad. Sch. Front. Biosci., Osaka Univ, >?QBIC, Riken)
2P019 FRE=— NVESHEOEEREFBEMEIC L 5 HiE8RT
Structural analysis of needle complex from shigella flexneri by cryo electron microscopy
Naoko Kajimura', Fumiaki Makino!2, Martin P Cheung?, Takayuki Kato!, Ariel J Blocker?, Keiichi Namba?? (!Grad. Sch. of Frontier Biosci.,
Osaka Univ., *Sch. of Cell. & Mol. Med., Univ. of Bristol, *RIKEN, QBiC)

01B. EBH : 1#&:&+EE48R9 / 01B. Protein: Structure & Function

2P020 T7NRIINVEDHEEICE S hGal-l DX ) T7—{k

Oligomerization of hGal-1 induced via the binding of farnesyl group

Kazumi Yamaguchi, Hirotsugu Hiramatsu, Takakazu Nakabayashi (Grad. Sch. Pharm. Sci., Tohoku Univ)
2P021 ERERBHIXNY-HBEILLZ NSy ITTFH1Y

Computational Drug Design by Accurate Free Energy Calculations

Hironori Kokubo, Akihiro Yokota, Nao Morishita, Atsutoshi Okabe, Etsurou Watanabe (Takeda Pharmaceutical)
2P022 Z % apo-SOD1 O Cu #EHEALICH T 3 His REDIRE

Assignments of His residues in the Cu?*-binding sites of the denatured apo-SOD1

Nobuhiro Fujimaki, Takashi Miura, Takakazu Nakabayashi (Grad. Sch. Pharm. Sci., Tohoku Univ.)
2P023 Pinl D70V RERFEE 2 2 NVBEICHT 2REMFZEE OBRF

Relationship between Pin1’s peptidyl-prolyl isomerase activity and its aggregation-inhibitory activity for tau protein

Teikichi Ikura, Nobutoshi Ito (MRI, TMDU)

- S75 -



2P024

2P025

2P026

2P027

2P028

2P029

2P030

2P031

2P032

2P033

2P034

2P035

2P036

2P037

2P038

2P039

2P040

2P041

Hsp90 DIEEFR T v bARIICE TS ADP O ICEET 3 IERNAE

Theoretical study of distribution of ADP in binding pocket of Hsp90

Kazutomo Kawaguchi, Hiroaki Saito, Hidemi Nagao (/nstitute of Science and Engineering, Kanazawa University)

RHEERRICLZHEBT N7KED Isd EEERBA LEXEEORRR

Structural insight into the heme-transfer mechanism between Isd proteins in Staphylococcus aureus

Yoshitaka Moriwaki!, Tohru Terada!, Jose M. M. Caaveiro?, Kouhei Tsumoto?, Kentaro Shimizu! ('Dept. of Biotech., Grad Sch. of Agri. Life Sci.,
Univ. of Tokyo, 2Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo)

B EME Mycoplasma mobile HEFR I PINVEL €72 —DiEEEHE

Binding activity of novel sialic acid receptor from gliding bacterium, Mycoplasma mobile

Tasuku Hamaguchi', Masaru Kawakami?, Makoto Miyata! ('Grad. Sch. of Sci., Osaka City Univ., ’Fac. of Eng., Yamagata Univ.)
FREBRRFRES /N EOHEE & EiE

Function and Structure of Antifreeze Protein from Ascomycete

Daichi Fukami', Yuichi Hanada', Jing Cheng', Sakae Tsuda'?, Hidemasa Kondo'? ('Grad. Sch. Sci., Univ. Hokkaido, *Bioproduction Research
Inst., AIST)

BREBF 32 2 Cut] DEFEEEHE

Bidirectional motility of the fission yeast kinesin-5, Cut7

Masaki Edamatsu (Department of Life Sciences, Graduate School of Arts and Sciences, The University of Tokyo)

B—FEBI7 57X MAFREEICLS TFYNIAYVIRAT S5 —EEEEABOIFRNEEIER ORI

ADb initio fragment molecular orbital calculations on specific interactions between butylcholinesterase and its inhibitors

Takeru Murakawa!, Tomoya Suzuki!, Tareq Khan?, Noriyuki Kurita! (! Toyohashi University of Technology, *University of Tromso)

Abinitio B F > I 2L =23V ILLB3PAMBLET2—ADY LY FEEEBEET 3HRANTF FEEERORE

Ab initio molecular simulation for proposing novel peptide inhibitors blocking the ligand-binding to the receptor of cancer cell

Tatsuro Mizushima', Ryushi Kadoya!, Tomoyo Kasumi', Hiroshi Kobayashi?, Noriyuki Kurita! (! Toyohashi University of Technology, *Nara
Medical University)

Mechanism of glycan receptor recognition for influenza virus Hemagglutinins: Comparative molecular dynamis studies

Katumi Omagari (Nagoya City University)

EBHEAELS I 2aL—2aERWEE NI E- Gy FERBEORIR

The factors determining protein-ligand binding processes revealed by comparative coarse-grained simulations

Tatsuki Negami, Tohru Terada, Kentaro Shimizu (Grad. Sch. of Agri. and Life Sci.)

DM B FIINTF NRIEEFD MHC EEAEDE X 2 Hli#T 3

DM defines motions of peptide/MHC complex for peptide exchange

Toshihiro Miyabe?, Kohsuke Kasadera!, Yufuku Matsushita?, Yuko Kozono!, Hiroshi Sekiguchi?®, Keigo Ikezaki?, Yuji Sasaki?, Haruo Kozono'
('Res. Inst. Biomed. Sci., Tokyo Univ. of Science, *Grad. Sch. Front. Sci., Univ. Tokyo, 3JASRI, JST)

=& AFM I & 5 MukB D& L HBEEDRER

High-speed AFM observation of structure and function of MukB

Kenta Yagi', Koichi Yano?, Noriyuki Kodera®*, Hironori NikiZ, Toshio Ando'" (\Div. of Math & Phys. Sci., Grad. Sch. of Nat. Sci. & Tech.,
Kanazawa Univ., *Natl. Inst. of Genet., 3Bio-AFM FRC, Inst. of Sci. and Eng., Kanazawa Univ., *PRESTO, JST, >*CREST, JST)

IO KR=RTF FOFY IT7—-HREEORER

Analyses of the oligomerization mechanism of amyloid p peptides

Ayumi Tanaka!, Shigeto Iwamoto!, Takashi Saito?, Hitomi Yamaguchi', Sosuke Yoshinaga', Toshiyuki Kohno?, Takaomi Saido?, Hiroaki
Terasawa! ('Fac. Life Sci., Kumamoto Univ., >RIKEN BSI, 3Kitasato Univ. Sch. Med.)
AXLFVETNERAVEBRERAICHEIATI/OELO7ORT) v VEBOHMR

A study of the allosteric transition of hemoglobin associated with oxygen binding using chameleon model

Yui Sobue, Toru Kimura, Masaki Sasai, Tomoki P. Terada (Grad. Sch. Eng., Nagoya Univ.)

cAMP #5&12 & B Catabolite Activator Protein D 7O RX T v 7BETEKDF M1 F 2 v 7 ZIZBT 3 Molecular dynamics FF %
Molecular dynamics study on dynamics of allosteric conformational change of Catabolite activator protein induced by cAMP binding
Mayuka Ojima', Yoshifumi Fukunishi?, Masami Lintuluoto! (!Grad. Sch. of Life and Environ. Sci., Kyoto Pref. Univ., 2AIST)
HhFFAU3HEHIPOVEV-BEESRICRIZFTE

Influence of Cation Distribution on the Thrombin-substrate Association

Ikuo Kurisaki', Masayoshi Takayanagi'-?, Masataka Nagaoka'? (' Grad. Sch. Info. Sci. Univ. Nagoya, >*CREST, JST)

Ectopic A-lattice seams destabilize microtubules

Miho Katsuki'2, Douglas R. Drummond?, Robert A. Cross? (' Fukuoka Univ., Japan, *Warwick Med. Sch., Univ. Warwick, UK)

¢DNA F1 A7 LA EICLZEHRENT X/ EREARTF FORK L TOF FRBEBORN

Exploring the peptide aptamer against amino group on a solid-phase by cDNA display and analysis of its molecular recognition mechanism
Yuki Mochizuki, Koichi Nishigaki, Naoto Nemoto (Grad. Sch. of Sci. and Eng., Saitama Univ.)

I PAVFUYTREHOY b/OL -2 b7 0L c BLBRESHICE T3 EFEERGOBERHEE

Conformational Gating for Electron Transfer Reaction from Cytochrome c to Cytochrome ¢ Oxidase in Mitochondrial Respiratory Chain
Mizue Imai!, Wataru Sato', Kaoru Inoue?, Koichi Sakamoto?, Kyoko Shinzawa?, Takeshi Uchida'3, Shinya Yoshikawa?, Koichiro Ishimori'?
(*Grad. School of Chem. Sci. and Eng., Hokkaido Univ., *Grad. Sch. of Life Sci., Hyogo Pred. Univ., *Dept. of Chem., Fac. of Sci., Hokkaido Univ.)
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2P042

2P043

2P044

2P045

2P046

2P047

2P048

2P049

2P050

2P051

2P052

2P053

2P054

2P055

2P056

2P057

MD>2alb—23V&AVETIX - #REBABCBlI bV AKRK—2—DEiE - 51737 AORIR

Analysis of dynamics and structure of ABCB1 transporters from mouse and C. elegans using molecule dynamics simulations

Tatsushi Nishimoto, Tadaomi Furuta, Minoru Sakurai (Center for Biol. Res. & Inform., Tokyo Tech)

ZHIPEE b T 2 ZF— 42— AcrB O Motion-Tree |- & % ###f

Motion-Tree analysis of the multidrug transporter AcrB

Tsutomu Yamane', Ryotaro Koike?, Motonori Oota?, Satoshi Murakami?, Akinori Kidera!, Mitsunori Ikeguchi! (!Grad. School of Medical Life
Science, Yokohama City Univ., >Grad. School of Information Science, Nagoya Univ., >Grad. School of Biosci. & Biotech., Tokyo Inst. Tech.)
Conformational states of HAMP domains interacting with SRII-membrane systems: A molecular dynamics approach

Bikash Sahoo, Toshimichi Fujiwara (/nst. Protein Res., Osaka Univ.)

BEXBI1STFEBRECEZI-ZOF O ET7EF NI UEREOBEEED

3D X-ray Single Molecule Tracking of nAChRs in Open, Resting, and Desensitization States

Hiroshi Sekiguchi', Maki Tokue?, Yuri Nishino?®, Kouhei Ichiyanagi, Naoto Yagi', Atsuo Miyazawa?, Tai Kubo®, Yuji C. Sasaki'? ('Research &
Utilization Div., JASRI/SPring-8, *Grad. School Frontier Sci., Univ. Tokyo, 3Grad. School Life Sci., University of Hyogo, *Inst. Material. Struct. Sci.
KEK, Mol. Profil. Res. Ctr., AIST)

KXV EHOEBENHLEIRICE NN S SERCA DRISICE 3HEEXEL

Conformational changes of SERCA in response to reactions described by hierarchical domain-motion analysis

Chigusa Kobayashi!, Ryotaro Koike?, Motonori Ota?, Yuji Sugita!3*5 (14ICS, RIKEN, *Grad. Sch. Info. Nagoya Univ., *TMS, RIKEN, *OBiC,
RIKEN, SiTHES, RIKEN)

KBEEBRRZIEF v RV MscL ORAICE T 3EERREICHESNBIBE-2 /N EEBEERA OBER
Analysis on Lipid-Protein Interactions Affected by Membrane Environment in Mechano-Gating of the E.coli Mechanosensitive Channel
MscL

Hiroki Katsuta', Yasuyuki Sawada?, Masahiro Sokabe® (\Sch. Med., Nagoya Univ., *Dept. Physiol. Grad. Sch. Med., Nagoya Univ.,
3Mechanobiology Lab. Grad. Sch. Med., Nagoya Univ.)

01C. EHBE : ¥t / 01C. Protein: Property
ERTM S NI EETRKEEEE QWSO LR

A Comparison of structural properties between an intrinsically disordered protein and denatured state of proteins

Yasutaka Seki', Takamasa Nonaka', Kunitsugu Soda? ('Sch. of Pharm., Iwate Med. Univ., *High Perform. Molec. Simula. Team, ASI, RIKEN)
TEEETICEVW TR EN 3 DOXAXHEAEMSEREN 7 + —IL 7 1 » J hEKE

Folding intermediates formed by the fusion protein of two intrisically disordered proteins under equilibrium condition

Hamada Daizo (Dept Life Sci, Grad Schl Bioresource, Mie Univ.)

KREVINVEBORF Y1 XICET 3 HEatagin

Statistical analysis on the molecular size of native proteins

Hidenobu Kawai!, Daisuke Takahashi?, Munehito Arai'->? (\Dept. Integ Sci. Univ. Tokyo, *Dept. Life Sci., Univ. Tokyo, 3PRESTO,JST)
TIF745Xx2 FDOEIR, ALY, dFEHOERFTM : R FHNEEIC L 3185

Quantifying how actin filament is stretched, twisted and bent: A coarse grained molecular dynamics simulation study

Shinji Matsushita, Shoji Takada (Grad. Sch. Sci., Kyoto Univ.)

Calculation methods for configurational entropy from molecular dynamics simulations

Simon Hikiri, Takashi Yoshidome, Mitsunori Ikeguchi (Grad. Sc. of Med. Life Sci., Yokohama City Univ.)

ErANY FZVOT I OF NERIRER RS & 2 OEEDROEN

Analysis of amyloid fibrillation mechanism and its inhibition effects of hCT

Hikari Watanabe(Itoh)', Ken Takeuchi!, Javkhlantugs Namsrai!, Kengo Daidoji!, Izuru Kawamura!, Kazuyoshi Ueda', Hiroshi Hirota?, Tsutomu
Nakayama?, Akira Naito' ('Grad. Sch. Eng, Yokohama Natl. Univ., >Wako Inst., Riken, >Faculty of Applied Life Sci., Nippon Veterinary and Life Sci.
Univ.)

MSES ikIC &3 U A MESBEO LR FHEET

Ligand binding process at atomistic resolution revealed by multiscale enhanced sampling

Kei Moritsugu!, Tohru Terada?, Akinori Kidera! (!Grad. Sch. of Med. Life Sci., Yokohama City University, *Grad. Sch. of Agri. and Life Sci.,
University of Tokyo)

hRkZAVEREEQEOES E 0K

Detection of conformational dynamics of protein antigen by antibody

Shohey Shimizu', Yoshito Abe?, Yuji O. Kamatari®, Tadashi Ueda?, Takachika Azuma*, Masayuki Oda' ('Grad. Sch. Life and Environ. Sci., Kyoto
Pref. Univ., *Grad. Sch. Pharm. Sci., Kyushu Univ., 3Life Sci. Res. Ctr, Gifu Univ., *Res. Inst. Biol. Sci., Tokyo Univ. Sci.)

KAEMSZ /N BEHIV-1 Tat EEFIAT 7 FAN—2 CBP D KIX KX 1 EDHEEER

Interaction of the intrinsically disordered HIV-1 Tat protein with the KIX domain of the transcriptional coactivator CBP

Tomoko Kunihara', Yuuki Hayashi!, Munehito Arai'? (\Department of Life Sciences, The University of Tokyo, 2PRESTO, JST)
ZOMIFRLIS FICE T IERPEIREBOBEEBNZE

Structure and thermodynamics of the unfolding intermediate of hen egg ovomucoid

Akihiro Maeno'2, Hiroshi Matsuo®, Sumiko Odani*, Kazuyuki Akasaka' (High Pressure Protein Res. Center, Kinki Univ., 2Sch. Med., Wakayama
Med. Univ., 3NICO, *Grad. Human Life Sci., Jumonji Univ.)
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2P058 Variable temperature and pressure NMR studies on flexible conformation of c-Myb DNA-binding domain
Satomi Inaba!, Akihiro Maeno?3, Kazumasa Sakurai’, Kazuyuki Akasaka®, Masayuki Oda' (!Grad. Sch. Life Environ. Sci., Kyoto Pref. Univ., 2Sch.
Med., Wakayama Med. Univ., >High-Pressure Protein Res. Center, Kinki Univ.)

2P059 Effects of chemical structure of hydrophilic tertaammonium-type ionic liquids for stability of higher-order structure of proteins
Shigeaki Abe!, Atsushi Hyono!, Nobuhiro Kaneko?, Kotaro Kaneko?, Koji Kawai?, Yasuhiro Yoshida! (' Hokkaido University, >Miyoshi Oil & Fat
Co., Ltd.)

2P060 DANT 4 FEEDI vy 7V TEBMELERB LSV NIEL ) I7 —LOMBEIFE
Disulfide shuffling in Cu,Zn-superoxide dismutase is a key to develop potential drugs for neurodegeneration
Itsuki Anzai', Keisuke Toichi!, Atsushi Mukaiyama?3, Shuji Akiyama>?, Yoshiaki Furukawa' ('Dept. of Chem., Keio Univ., *Research Center of
Integrative Molecular System (CIMoS), Institute for Molecular Science, >The Graduate University for Advanced Studies (SOKENDAI))

2P061 RAEUEABO) VEAICEELTRS N33 FRSFEHRELEROHFH
Common intra-molecular electrostatic property of intrinsically disordered proteins for phosphorylation
Koji Umezawa!, Jun Ohnuki!, Yukinobu Mizuhara!, Junichi Higo?, Mitsunori Takano' (!Dept. of Pure & Appl. Phys., Waseda Univ., *IPR, Osaka
Univ.)

2P062 EF/HFORMCHEITZ7 IO FRETBEEICET MR
Study on the mechanisms of amyloid fibrillation at the interface of gold nanoparticles
Hiroya Muta', Young-Ho Lee!, Masatomo So!, Akira Saito?, Kazumitsu Naoe?, Yuji Goto! ('Inst. for Pro. Research, Osaka Univ., *Nara National
Collage of Technology)

2P063 Contact number diffusion model for the normal mode analysis of protein structure
Bhaskar Dasgupta, Kota Kasahara, Narutoshi Kamiya, Haruki Nakamura, Akira Kinjo (/PR, Osaka University)

2P064 NMR Z AW BMBERITICL VAL A E Lok PEEHBESEEARONTF FRE. RUBEHISRE
The Dynamic stabilization and peptide recognition mechanism of Human Leukocyte Antigen revealed by NMR relaxation dispersion
analysis
Saeko Yanaka'?, Kenji Sugase!, Takamasa Ueno®, Kouhei Tsumoto®? (!Sunbor, 2Grad. School of Frontier Sciences, Univ. of Tokyo, *Grad. School
of Engeneering, Univ. of Tokyo, *Center for AIDS Research)

2P065 Helix-turn-helix EF—7 %287 3EEBE D pH X{LH LU DNA EEICHE S HEEX L DERA
Effects of pH and DNA-binding on conformational dynamics of protein with helix-turn-helix motif
Satomi Inaba!, Hiroshi Sekiguchi?, Yuji C. Sasaki®, Masayuki Oda' (\Grad. Sch. Life and Environ. Sci., Kyoto Pref. Univ., 2JASRI/SPring-8,
3Grad. Sch. Fron. and Sci., Univ. Tokyo)

2P066 —FTFEHESRECSLIZERFRED v THOIEXF U ORVEHFL1F I AOHE
Folding dynamics of ubiquitin after rapid mixing detected by single molecule fluorescence spectroscopy
Masataka Saito!, Eric Chen?, Po-Ting Chen?, Rita P.-Y. Chen?, Kiyoto Kamagata!, Hiroyuki Oikawa!, Satoshi Takahashi! (!Institute of
Multidisciplinary Research for Advanced Materials Tohoku University, *Academia Sinica)

2P067 SNIAEFA IV ANBEOAEREHROREN
Stability of the Tobacco Mosaic Virus Coat Protein Assemblage
Hiroaki Fukao', Kazumasa Sakurai’, Yasushige Yonezawa?, Masao Fujisawa', Kazuhiro Ishibashi’, Masayuki Ishikawa?, Tetsuo Meshi?, Hideki
Tachibana'? (\Fac Biol-Ortd Sci Tech, Kinki Univ, 2High-Pres Prot Res Center, Kinki Univ, *Div Plant Sci, NIAS)

01D. EHE : #4E / 01D. Protein: Function

2P068 HEAEMNFRCEZITTIMBF - EORGEBOME
Computational Study on the reaction mechanism of adenylate kinase
Kenshu Kamiya (Dept. Phys., Sch. Sci., Kitasato Univ.)
2P069 BNy ¥ T188—-2I10& 3 GroEL EEERE OEEMHH O
Discrimination of GroEL substrate proteins using a small set of packing-patterns
Shintaro Minami', Tatsuya Niwa2, Hideki Taguchi?, Motonori Ota! (\Grad. Sch. of Inf. Sci., Nagoya Univ., >Grad. Sch. of Biosci. and Biotech.,
Tokyo Inst. of Tech.)
2P070 KAEMSINVBELTNDIIN—T 3 LEA ETFNWARTF FORE -ZRICHES VRV —LOBMEERIET 332
A role of group-3 LEA model peptides as IDPs. Protective effects on desiccation-induced liposome fusion
Takao Furuki, Minoru Sakurai (Tokyo Institute of Technology)
2P071 An activation mechanism of human Cu,Zn-superoxide dismutase by its copper chaperone, CCS
Carolyn T. Lim, Yoshiaki Furukawa (Dept. of Chem., Keio Univ.)
2P072 ERFERAVESFHNES I 2L -2 a VLB BUERFUEDYILF v RO A F 2 EBEEDORENR
Analysis of the ion permeation mechanism of Kv1.2 using the molecular dynamics simulations of a single point mutant
Hiroko X. Kondo!, Matsuyuki Shirota'?3, Kota Kasahara*, Toshiyuki Saito!, Kengo Kinoshita'-> (\GSIS, Tohoku Univ, >Grad Sch Med, Tohoku
Univ, 3ToMMo, Tohoku Univ, *IPR, Osaka Univ, >IDAC, Tohoku Univ)
2P073 ASTF—EIL L35 -7V RS FREREDDE AFM RE
High speed AFM observation for degradation process of collagen fibril by collagenase
Hayato Yamashita', Naoko Teramura?, Keisuke Tanaka?, Shunji Hattori?, Katsumasa Iijima?, Osamu Hayashida?, Teru Okitsu?, Yoshiro Sohma!
("Pharmacol., Keio Univ. Med. Sch., *Res. inst. Biomatrix, Nippi Inc., 3Inst. Indus. Sci., Univ. Tokyo)
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2P083
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2P085

2P086

2P087

2P088

AVINVEVANT 4 FOREVPHBERRBOREICRATHRE : KB Z AV RBFERIF

Investigating the Role of SOD1 Cysteine Residues in Neurodegeneration using C. elegans

Mariko Ogawa!, Hisashi Shidara?, Kotaro Oka?, Yoshiaki Furukawa! ('Lab. for Mechanistic Chem. of Biomolecules, Dept. of Chem., Keio Univ.,
2Lab. for Biophysics and Neuroinformatics, Dept. of Biosciences and Informatics, Keio Univ.)

FBREY—2NIET7+ FrOEY1 LOV2 FXAVORRIBICHTE 757771 THR

Crowding effect on the reaction dynamics of blue light sensor protein phototropinl LOV2 domain

Tomoyuki Yoshitake!, Yusuke Nakasone', Tsuguyoshi Toyooka!, Kazunori Zikihara?, Satoru Tokutomi?, Masahide Terazima' ('Kyoto Univ.,
2Osaka Prefecture Univ.)

FTIRBIETHEL Y RN ViEE

Exapnsin activity observed by FTIR

Tomoya Imai', Masato Naruse!, Yoshiki Horikawa!, Katsuro Yaoi?, Kentaro Miyazaki?, Junji Sugiyama! (\RISH, Kyoto Univeristy, 2AIST)
T-,L-77 ZF~ EF-hand ® Ca2+BEZHEDEL

Different Ca2+-sensitivities between the EF-hands of T- and L-plastins

Takuya Miyakawa!, Hiroto Shinomiya?, Fumiaki Yumoto', Yusuke Kato', Masaru Tanokura! (' Department of Applied Biological Chemistry, The
University of Tokyo,, >Ehime Prefectural Institute of Public Health and Environmental Science, *Institute for Health Sciences, Tokushima Bunri
University)

FRESRARMUEARTF FORERV 2 VNV BEEIADKA

Screening of a novel gold affinity peptide and its application on protein immobilization

Yojiro Shigemori!, Kaori Yoshida?, Koreyoshi Imamura', Yuichiro Takahashi?, Hiroyuki Imanaka' ('Div. of Chem. and Biotech., Grad. Sch. of
Nat. Sci. & Tech., Okayama Univ., *Div. of Biological Sci., Grad. Sch. of Nat. Sci. & Tech., Okayama Univ.)

O1E. &QHE : 5l - BBHFDH %5 / 01E. Protein: Measurement & Analysis

MMV-4SR: > » F IV IVEY#(SCB)E & 1% H 7 OB %

MMV-4SR : Development of basic detection system in Single Cell Biology (SCB)

Naoki Takeuchi!, Tommy Nagano?, Koichi Nishigaki! ('Grad. Sch. of Sci. and Eng., Saitama Univ.,*DRC Co., Ltd.)
REEEFADRECLZETIVEEREICE T3 2NV E7 4+ -7 1 T OEBBEHORER

Surface Enhanced IR study of Protein folding dynamics at a solid support lipid layer

Kenichi Ataka, Joachim Heberle (Freie Universitaet Berlin, Fachbereich Physik, Experimental Molecular Biophysics)

Microtubule-kinesin binding assay to differentiate wild and mutant 4R tau proteins

Subhathirai Subramaniyan Parimalam', Tarhan Mehmet Cagatay?, Stan Karsten’, Hiroyuki Fujita?, Hirofumi Shintaku!, Hidetoshi Kotera!, Ryuji
Yokokawa! ('Kyoto University, 2LIMMS, Institute of Industrial Science, The University of Tokyo, Japan, *NeuroInDx Inc., Signal Hill, CA, USA)
=& AFM IZ & B Ascaris $FHXED MSP #DHRE

Direct observation of MSP filaments in cell-free extract from Ascaris sperm by Atomic Force Microscopy

Yutaro Yamada!, Takamitsu Haruyama?, Ryoko Chijimatsu!, Hiroki Konno?, Katsuya Shimabukuro' (Ube Nat. Col. Tech., *Bio-AFM, Kanazawa
Univ)

Elfk NMR Z R =8 —#li35 /= V) ORE & /N B0 FHEHA

Counting of the target recombinant protein molecule in an intact Escherichia coli cell by solid-state NMR

Kazuya Yamada, Ayako Egawa, Toshimichi Fujiwara (IPR, Osaka Univ.)

VFEJ)—LATOBEBRY K — LOBREE

Translation activity of a reconstructed ribosome in liposomes

Hiroki Nakanishi (Grad. Sch. Imf., Univ. Osaka)

O1F. ZAHE : EHETIZ #E{tI % / 01F. Protein: Engineering
CSHEHMREETNE LEBBENRTF F—2 v N RIMEFERARERO T F 1 >

Design of highly sensitive peptide-protein interaction detection system adopting CS complex formation as the model

Runa Matsushita, Naoyuki Ishida, Koreyoshi Imamura, Hiroyuki Imanaka (Graduate School of Natural Science and Technology, Okayama
University)

ERERRAZENELES VI ARABD SEBT IV — MENS A £ Y — R ORE

Smart interface antibody design for biosensor

Takuma Sujino', Hikaru Nakazawa', Keiko Tawa?, Ryutaro Asano', Izumi Kumagai'!, Mitsuo Umetsu! (\Dept. Biomol. Eng., Grad. Sch. Eng.,
Tohoku Univ., 2HRI, AIST.)

SUVNTBTFHA L OMELFEORFE: HABEORBVENRALT77-22&5T 3

Development of a new strategy of protein design: the single phage sorting based on fluorescence intensity

Rie Kiriguchi'2, Toshihiko Kubota!?, Norihisa Takahashi'-, Seiji Sakamoto!-3, Hiroyuki Oikawa', Kiyoto Kamagata'->3, Takehiko Wada'?,
Satoshi Takahashi'?3 (\IMRAM., Univ Tohoku., *Grad. Sch. Life Sci., Univ Tohoku., *Grad, Sch. of Sci., Univ Tohoku.)
WBp7*—NWKREHOHBANLEOEDORIE G

Design and syntheses of de novo heme proteins with an a/p fold

Yasuhiro Isogai', Kiyotaka Yamamoto!, Hiroshi Imamura? (' Dept. Biotech., Toyama Pref. Univ., >Biomedical Res. Inst., AIST)
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BEASKCEOERRIZFE, VE/—LT1XATULLEICED a-NTEY 2 VD in vitro B Fi#E{L

Directed evolution of membrane protein, alpha hemolysin, by development of liposome display method

Satoshi Fujii', Tomoaki Matsuura'-?, Takeshi Sunami'-?, Yasuaki Kazuta!, Tetsuya Yomo'** (\JST, 2Grad. Eng. Univ. Osaka, *Grad. Bioinfo.
Univ. Osaka, *Grad. Fron. BioSci. Univ. Osaka)

VR =LTF1 ZATLLEHICLB XV F o OAIHESL

In vitro evolution of Melittin using a liposome display

Taiga Izumi', Takeshi Sunami'?, Tetsuya Yomo'?? (\Grad. Sch. Info., Osaka Univ., 2ERATO,JST, *Grad. Sch. Bio., Osaka Univ.)

02. NLERHE / 02. Heme proteins

F b7 O— LELEREORISDIABIEIC & T 3 HRHBOREA

Elucidation of the coupling mechanism in the initial stage of the reaction of cytochrome c oxidase

Satoru Nakashima, Minoru Kubo, Izumi Ishigami, Kyoko Itoh-Shinzawa, Shinya Yoshikawa, Takashi Ogura (Grad. Sch. Sci., Univ. Hyogo)
BERIRDEEIC L 3 —BRAEBHREXLHEOEFN NO ESHOREN

Characterization of transient NO-bound form of Nitric Oxide Reductase by Transient Absorption Spectroscopy

Tetsunari Kimura', Shoko Ishii'-2, Takehiko Tosha!, Yoshitsugu Shiro', Minoru Kubo'? ('\RIKEN, SPring-8, *Grad. Sch. Life Sci., Univ. Hyogo,
3JST, PRESTO)

FhoOL cBRLBZFOBFETRICOBBIEFARIVAEZ B E LBER 70— 27 LOR%E

Development of sample flow system with an oxygen lung for time-resolved infrared measurements of cytochrome c oxidase

Tatsuhito Nishiguchi', Masahide Hikita', Kyoko Shinzawa-Itoh', Shinya Yoshikawa?, Satoru Nakashima?, Takashi Ogura'? ('Grad. Sch. Sci.,
Univ. Hyogo, *Picobiology Ins., Univ. Hyogo)

SUNVBEEEBE LBRRE FRET £ ¥ —

Protein-based FRET sensor for oxygen concentration

Haruto Ishikawa', Shigetoshi Aono?, Yasuhisa Mizutani! (\Grad. Sch. Sci., Osaka Univ., >Okazaki Inst.)

AR OBEBEN LORRICEIT RS2 NV BEORRE

Development of the FRET-based sensor protein for visualization of free heme in vivo

Kazuyuki Matsumoto', Haruto Ishikawa', Shigetoshi Aono?, Yasuhisa Mizutani'? (! Grad.Sch.Sci., Univ. Osaka, >Okazaki Inst.)
ARSI T UARBELLEBI V=N T IV 23-DFF 5 F—EO=ZBREARPEAETTINVORR

Ultraviolet resonance Raman study on a ternary complex intermediate model of indoleamine 2,3-dioxygenase

Kure’e Kayama', Sachiko Yanagisawa', Hiroshi Sugimoto?, Yoshitsugu Shiro?, Takashi Ogura' (' Univ. of Hyogo, 2RIKEN SPring-8 center)
BHEBI T URRRICIIBRICHEAL EBOBERT

Structural Analysis of the Substrate Bound to Enzyme by UV Resonance Raman Spectroscopy

Sachiko Yanagisawa!, Masayuki Hara!, Hiroshi Sugimoto?, Yoshitsugu Shiro? (' Univ. of Hyogo, 2RIKEN SPring-8 center)

03. [EEBE / 03. Membrane proteins
T4 YORBETNA X% AV EREERRERITS X 7 L OB

Development of a novel system for the real-time analysis of biological membranes by using a microfluidic device

Yuji Kimura, Sayaka Kazami, Yu Hashimoto, Hiroyasu Itoh (Tsukuba Research Laboratory, Hamamatsu Photonics KK)

F2ORAERI b3V N 7RAREOREN] &EEAE

Establishment of a new process for preparation of porcine heart mitochondria, and their activity measurements

Sayaka Kazami, Yuji Kimura, Hiroyasu Itoh (Tsukuba Research Laboratory, Hamamatsu Photonics K.K.)

PiericidinA (& 37 2 DE NADH-IE ¥/ V BEBROEEFLOER

Quantification of the active center of bovine heart NADH-ubiquinone reductase with Piericidin A

Shigefumi Uene', Satoru Shimada', Kyoko Shinzawa-Itoh!, Tomitake Tsukihara'?, Shinya Yoshikawa' ('Grad. Sch. Life Sci., Univ. Hyogo, *Inst.
Protein Res., Osaka Univ.)

BAFEGEVINVEKRas D7+ b7OI v 73 FaRAVEER@E

Photo-regulation of small G protein K-Ras using photochromic molecules

Seigo Iwata', Kaori Masuhara?, Nobuhisa Umeki®, Kazunori Kondo?, Shinsaku Maruta' (' Div. Bioinfo., Grad. Sch. Eng., SOKA Univ., *Dept.
Biolnfo., Fac. Eng., SOKA Univ., *Wako Inst., Riken)

b MEIMGLEEFER 101F6 \C & 5 H 25— EIRERFHEMRE DO BIE ST

Analyses of caspase-independent apoptosis caused by the expression of a candidate human tumor suppression gene, 101F6

Takako Yamaoze', Hiroaki Okano', Akikazu Asada', Kazuo Kobayashi?, Takahiro Kozawa?, Motonari Tsubaki! ('Dept. of Chemistry, Grad. Sch.
Sci., Kobe Univ., 2ISIR, Osaka Univ.)

HIFI POV FU7TERFBESAEOER

Purification of the respiratory super complex from mammalian mitochondria

Kyoko Shinzawa-Itoh!, Satoru Shimada'?, Ryoko Takahashi', Shigefumi Uene!, Harunobu Shimomura!, Shinya Yoshikawa!, Tomitake
Tsukihara'-? (\Grad. Sch. Life Sci., Univ. Hyogo, >CREST, JST)

EEKETOGPCR Y JFIVIEGPCR AT —ILL>THE RSN S

Dimers are the key trigger for the GPCR’s basic signaling without ligation

Rinshi Kasai, Akihiro Kusumi (/nst. Front. Med. Sci., WPI-iCeMS, Kyoto Univ.)
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13FAX=J 2 TICEB3REBEIN G I VEBESBAEOTRSERNEK £ MIELOEIR

Single-molecule imaging analysis of higher-order oligomerization and internalization of metabotropic glutamate receptor

Masataka Yanagawa!, Michio Hiroshima'?, Takahiro Yamashita®, Yoshinori Shichida®, Yasushi Sako' ('Cell. Info. Lab., Riken, >*QBiC, Riken,
3Grad. Sch. Sci., Kyoto Univ.)

AFM Probing Opioid Signalosome on Neuroblastoma

Lara Gay Villaruz', Catherine Tardin?, Daisuke Mizuno' ('Kyushu University, 2IPBS/CNRS University of Toulouse)

70NV EBEBHAHEHEBRANCRTIMEDHES N8

Proton discarded to cell exterior via outer-membrane bound enzyme

AKkihiro Okamoto, Shafeer Kalathil, Yoshihide Tokunou, Kazuhito Hashimoto (Grad. Sch. Eng., Univ. of Tokyo)

N T 5 XL pH BHIC K ZHRAEFRHERZEO 7O b BE RS

In-vivo periplasmic pH assay for studying proton export by outer membrane cytochromes in extracellular electron transport

Yoshihide Tokunou', Akihiro Okamoto?, Kazuhito Hashimoto? (\Department of applied chemistry, Univ. Tokyo, *Department of applied chemistry,
Univ. Tokyo)

YA XNDREZF /KT DEREZFFRAOBIER

Reconstitution of various-sized nanopores in lipid bilayer

Hirokazu Watanabe, Ryuji Kawano (TUAT)

ZH|&X4EK EmrE O pH KFEEEESEHNICH T 5HEREOERD

Role of acidic residues of multidrug resistance transporter, EmrE for the pH dependent driving force of substrate binding

Kazumi Shimono'2, Toshifumi Nara?, Tomomi Someya?, Mikako Shirouzu?, Shigeyuki Yokoyama®, Seiji Miyauchi! (\Fac. Pharm. Sci., Toho
Univ., 2)CLST, RIKEN, *Coll. Pharm. Sci., Matsuyama Univ., *Struct. Biol. Lab., RIKEN)

Fast measurements of membrane transporter activity with attoliter-sized arrayed lipid bilayer chamber system

Naoki Soga!, Rikiya Watanabe'-2, Hiroyuki Noji' ('Grad. Sch. Eng., Univ. Tokyo, >PRESTO, JST)

MR YILOFRZEAR TAS2RI LV TAS2R4 D) Y FREZHOEME Ll

Interspecific variation of ligand sensitivity and evolution of bitter taste receptors TAS2R1 and TAS2R4 in New World monkeys

Kei Tsutsui!, Masahiro Otoh?, Kodama Sakurai?, Nami Suzuki-Hashido', Takashi Hayakawa', Barbara J. Welker?, Filippo Aureli*>, Colleen M.
Schaffner®, Linda M. Fedigan®, Shoji Kawamura?, Hiroo Imai' (\Primate Res. Inst., Kyoto Uni., *Dept. Integ. Biosci., Univ. Tokyo, *Dept.
Anthropol., State Univ. New York Geneseo, *Res. Cent. Evol. Anthropol. Palaeoecol., Liverpool John Moores Univ., *Inst. Neuroetol., Univ.
Veracruzana, ®Dept. Anthropol., Univ. Calgary)

i8R Halorubrum BEDE DN TIVAQART I VLV INVBEOMRA

Study on the microbial rhodopsins from the cell membrane of Halorubrum sp.ejinoor

Chao Luomeng', Gang Dai?, Takashi Kikukawa?®, Kunio Thara?, Tatsuo Iwasa! (\Div. Eng.Composite Funct., Muroran Ins. Technol., Japan, >Coll.
Chem. Environ. Sci., Inner Mongolia Normal Univ., China, >Grad. Sch. Life. Sci., Hokkaido Univ., Japan, *CGR, Nagoya Univ., Japan)

NpHR D=EBH#ZRELICFETI7 I /BEEOHE

Specification of amino acid residues which stabilize trimer formation of halorhodopsin

Kentaro Saito!, Noritaka Kato', Takashi Kikukawa?, Makoto Demura?, Takanori Sasaki' ('Sch. Sci. and Tech., Meiji Univ., *Fac. Adv. Life Sci.,
Hokkaido Univ.)

04. #EESEHBE / 04. Nucleic acid binding proteins
HRMEMEAREEAVAIALIANFIS KL T4 — & DNA BHEEROERL

Determination of the quantitative interaction between glucocorticoid receptor and DNA by fluorescence cross-correlation spectroscopy
Mari Saito!, Shintaro Mikuni?, Masataka Kinjo? (' Grad. Sch. Life Sci., Univ. Hokkaido, *Grad. Sch. Advanced Life Sci., Univ. Hokkaido)

— R FHREBRAUEICL 3EMHELE ps3 O DNA REHBOME

Investigation of DNA search mechanism of tumor suppressor p53

Agato Murata'?2, Yuji Itoh'-2, Dwiky Rendra Graha Subekti’, Chihiro Igarashi'-?, Satoshi Takahashi!, Kiyoto Kamagata' ('IMRAM, Tohoku Univ.,
2Grad., Sch., Sci., Tohoku Univ., 3AMC, Fac., Sci., Tohoku Univ.)
ZEOWREBRRXILAFIFF—EEXRARICE T IRRBEZTILE XV LT F FEEOEXS K ERERR

Fluorescence spectroscopic studies on conformational changes and Nucleotide binding of thermophilic nucleotide kinases and their variants
Yuto Oe!, Momoko Abe!, Shota Inoue!, Shota Takahashi', Misaki Nakayama', Yurie Ohiwa?, Takanori Satoh® ('Biochem. Lab., Fac. of IAS,
Tokushima Univ., *Biochem. Lab., Grad. Sch. of SAS, Tokushima Univ., Biochem. Lab., Inst. of SAS, Tokushima Univ.)

HIBMX 7 LT F FREBEXV/NVBEXPCODNATKEE—FD 1B FAX=Y 0T

Single-molecule direct visualization of DNA binding modes of the mammalian nucleotide excision repair protein XPC

Hiroaki Yokota', Daisuke Tone?, Yong-Woon Han?, Yoshie Harada®, Kaoru Sugasawa®* (' BioPhotonics Lab, GPI, *Dept. Biol., Grad. Sch. Sci.,
Kobe Univ., 3iCeMS, Kyoto Univ., *Biosig. Res. Center, Kobe Univ.)
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O5A. #%B : 8% - 1% / O5A. Nucleic acid: Structure & Property

15N NMR $3ti& & AL 2 C-Ag()-C BE X O 1BERIF

Nitrogen-15 NMR spectroscopic studies of Ag (I)-mediated C-C base-pairs

Takenori Dairaku', Kyoko Furuita?, Itaru Okamoto?, Shuji Oda', Daichi Yamanaka', Yoshinori Kondo!, Akira Ono?, Chojiro Kojima?, Vladimir
Sychrovsky*, Yoshiyuki Tanaka! (! Graduate School of Pharmaceutical Sciences, Tohoku University, *Institute for Protein Research, Osaka
University, *Faculty of Engineering, Kanagawa University, *Institute of Organic Chemistry and Biochemistry, Academy of Sciences of the Czech
Republic)

RILAI—LIEBHROBES 1T I 7 ANBREIFHNZEE XBMNABILICLIHE

Structural dynamics of tri-nucleosome studied by combination of coarse grained molecular simulation and SAXS

Yusuke Takagi', Yuichi Kokabu?, Takashi Oda?, Hiroaki Tachiwana®, Hiroo Kenzaki*, Hitoshi Kurumizaka?, Mamoru Sato?, Mitsunori Ikeguchi?,
Shoji Takada' (!Dept. Biophys., Grad. Sch. Sci., Kyoto Univ, >Grad. Sch. Med. Life Sci., Yokohama City Univ, *Faculty of Science and Engineering,
Waseda Univ, *ACCC, RIKEN)

BEABBUEIC & 3 DNA BEN & 5 T AL O RIGHE O

DFT calculations on attacking mechanism of radicals to DNA base pair

Naoko Okutsu, Hideaki Tamai, Eisuke Shimizu, Noriyuki Kurita (Toyohashi University of Technology)

0O5B. #f : HHE{EA - 41 / 05B. Nucleic acid: Interaction & Complex formation
FIA=NIZ & > T S h 5 DNA DOHEHE - BRE_—REER

Condensed DNA is unfolded into elongated conformation at ethanol concentration around 80%

Yuki Oda', Yuko Yoshikawa?, Tadayuki Imanaka?, Kenichi Yoshikawa' (' Graduate School of Life and Medical Sciences, Doshisha University,
2Department of Biotechnology, College of Life Sciences, Ritsumeikan University)

Effect of branched polyamine from hyperthermophile on the structure of genomic DNA

Akira Muramatsu', Yuko Yoshikawa?, Naoki Umezawa?, Shinsuke Fujiwara*, Toshio Kanbe®, Wakao Fukuda?, Tadayuki Imanaka?, Kenichi
Yoshikawa! (\Doshisha Univ., *Ritsumeikan Univ., >Nagoya City Univ., *Kwansei Gakuin Univ., >Nagoya univ.)

BRI 2L—23vItd38X LT/ —LROBEY L TIUV T

Structural sampling of polynucleosome by coarse-grained simulations

Hiroo Kenzaki', Shoji Takada? (!Advanced Center for Computer and Communications, RIKEN, *Grad. Sch. of Sci., Kyoto Univ.)
IZRTNVEEETET M5J 5 MEBASID-HKIEAIZL 5 DNA OFREEZE(L

Action of tetrazolato-bridged dinuclear platinum(II) complexes with ester moiety on the higher order structure of DNA

Yuta Shimizu!, Akira Muramatsu', Yuko Yoshikawa?, Takahiro Tsuchiya?, Hiroki Yoneyama*, Shinya Harusawa*, Seiji Komeda®, Tadayuki
Imanaka?, Kenichi Yoshikawa' (' Doshisha University, *Ritsumeikan University, 3Suzuka University of Medical Science, *Osaka University of
Pharmaceutical Sciences)

BFBHHFHEEAVAEOE -RNA BEFILFEETA

Three dimensional structure prediction of RNA-protein complexes by MD simulation

Kei Yura!, Junichi Iwakiri?, Michiaki Hamada®, Kiyoshi Asai>*, Tomoshi Kameda* (! Grad. School of Humanities and Sciences, Univ. of
Ochanomizu, >Grad. School of Frontier Sciences, Univ. of Tokyo, Faculty of Science and Engineering, Waseda Univ., *CBRC, AIST)

St #li#2Y bZip € ¥ 1 —JV Photodimerizer O Z R KL 5 FH1E

Molecular mechanism for dimerization of the light-regulated bZip module, Photodimeizer

Yoichi Nakatani, Osamu Hisatomi (Grad. Sch. Sci., Osaka Univ.)

06. EEFIREE / 06. Electronic state

FMO/3D-RISM ;& DB & 5
Development of FMO/3D-RISM method and its applications
Norio Yoshida (Kyushu University)

07. 7K - 7k#0EEE / 07. Water & Hydration & Electrolyte

Generalized Born 7)WL & 2 BERE-EREMHEEERAHENEE/NFI X —4

Critical parameters of the generalized Born model to simulate protein-protein interactions

Yukinobu Mizuhara, Koji Umezawa, Jun Ohnuki, Dan Parkin, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda Univ.)

Yho0L -2 b70OL cBRLBERREICE T 3 EFEERSHFHBEEORETLZ AL /-8RIF

Analysis of interactions in the electron transfer complex between Cytochrome ¢ and Cytochrome ¢ Oxidase using osmotic pressure
Wataru Sato', Mizue Imai', Takeshi Uchida?, Kyoko Ito?, Shinya Yoshikawa?, Koichiro Ishimori? ('Grad. Sch. of Chem. Sci. and Eng., Hokkaido
Univ., *Fac. of Sci., Hokkaido Univ.,>Grad. Sch. of Life Sci., Hyogo Pref. Univ.)

The solvent-accessible surface area of proteins is a key factor for hydration structure and dynamics in crowded environment

Po-hung Wang', Isseki Yu', Michael Feig?, Yuji Sugita'>* (\RIKEN Theo. Mol. Sci. Lab.,*Dept. Biochem. & Mol. Biol. and Dept. Chem. MSU,
USA, 3RIKEN Adv. Int. Comput. Sci., *RIKEN Quant. Biol. Center)

-S82 -



2P132

2P133

2P134

2P135

2P136

2P137

2P138

2P139

2P140

2P141

2P142

2P143

2P144

2P145

2P146

BEASWMETNICLUSBE N ESZ NV BKMKDIRZED : V3alb—2ary - FT—4914 0 JIl&3770-F
Hydration water behavior classified by mixture model : Simulation data-mining approach
Taku Mizukami', Hieu Chi Dam?, Tu Bao Ho?, Viet Cuong Nguen?® (ILJAIST, Materials Science, 2JAIST, Knowledge Science, *HPC Systems, Inc)

08. DF&E(x - BI=IHEEHREIHE / 08. Molecular genetics & Gene expression

¥4 /0FOYy 7PLAERAVE—3FDNA DS OEMBSL VNI BER

Cell free protein synthesis from single DNA in microdrop array

Hiroto Kizoe, Yi Zhang, Kazuhito Tabata, Hiroyuki Noji (Grad. Sch. apply chem, Univ. Tokyo)

EBEH#EMAF 70 invitro 15 FiHA

In vitro single molecule assay for the dynamics of transcriptional regulation

Keisuke Fujita', Mitsuhiro Iwaki'?, Lorenzo Marcucci', Rika Kawaguchi!, Toshio Yanagida'? ('QBiC, Riken, >Grad. Sch. of Front. Biosci., Osaka
Univ.)

09. 4 - 21k / 09. Development & Differentiation
FRM=2RIES EHEEEHEBAOBEHNOETS

Maintenance of tissue integrity by intrinsic and extrinsic forces during apoptosis in Drosophila epithelial tissue morphogenesis

Yusuke Toyama'?3 (\Mechanobiology Institute, National Univ. of Singapore, *Dep. Biological Sciences, National Univ. of Singapore, *Temasek
Life Sciences Lab.)

HRECZ KW EBROBOBRKRIZEDLIICERLTEEDDL?

Gradual and contingent evolutionary emergence of leaf wing patterns

Takao K. Suzuki, Shuichiro Tomita, Hideki Sezutsu (NIAS, Transgenic Silkmoth Unit)
SHROHELRICETINERBEEZASHLICTIEHDOEZRTN-TYIZXETIV

3D vertex model for revealing mechanics in multicellular morphogenesis

Satoru Okuda, Mototsugu Eiraku, Yoshiki Sasai (RIKEN Center for Developmental Biology)

10. A / 10. Muscle

HREHBERERIA VN OSHIANY Yy 7 XA LOERVEHERICE R 8

Mutations in SH1 helix affect the motile activity of Dictyostelium myosin II

Kotomi Shibata', Tsubasa Koyama', Sosuke Iwai?, Shigeru Chaen! (' College of Humanities and Sciences, Nihon University, *Faculty of Education,
Hirosaki University)

F-7I79FOKMKBOIAL YT 755 x0 b1 BEKEFE

Bound-Myosin Density Dependence of Hydration State of Actin-Filament

Takahiro Watanabe, Noriyoshi Ishida, Tetsuichi Wazawa, George Mogami, Makoto Suzuki (Grad.Sch.Eng., Tohoku Univ.)
ATP#&T7FOJTERAVWEIFS YT 753522 M1 OKIRE

Hydration study of myosin subflagment1 with bound ATP analogs

Hideyuki Ohsugi, Takahiro Watanabe, Tetsuichi Wazawa, George Mogami, Makoto Suzuki (Grad. Sch. Eng., Tohoku Univ.)
2,370V 2F/FVLILEBIF LV MATP MKFBROTIANLAF 21—

Chemical rescue of myosin II ATP hydrolysis by 2, 3-butandione 2-monoxime

Hideyuki Komatsu, Yuji Koseki, Shunsuke Aoki (Dept. of Bioscience & Bioinformatics, Kyushu Inst. Tech.)

F-7 7 F 2 OKMKEICKIFT Mg2+& Ca2+DEHR

Effect of Mg2+ and Ca2+ ions on the hydration state of F-actin

Ryotaro Chishima, Asato Imao, Takahiro Watanabe, Tetsuichi Wazawa, George Mogami, Makoto Suzuki (Grad. Sch. Eng., Tohoku Univ.)
Investigating conditions for structure analysis of binding states of formin/mDial to the actin filament by electron microscopy
Mizuki Matsuzaki, Akihiro Narita (Grad. Sch. Sci., Nagoya Univ.)

SROLHHARATA S h35&EYILI X TiRE

High-frequency sarcomeric auto-oscillations in living cardiomyocytes under hyperthermal conditions

Seine Shintani!, Kotaro Oyama!, Norio Fukuda?, Shin’ichi Ishiwata'> (! Pure and Applied Physics, Waseda Univ., *Dept of Cell Phy, Jikei Univ of

Medicine, *Waseda Bioscience Research Institute in Singapore)

11. 9FE—%— / 11. Molecular motor

®F7/0y FERAWVWEEHRF ROV 1DE—F— NX M VEIEREORE

Observation of the Rotational Motion of the Motor Domain during Processive Motility of Kinesin-1 using Gold Nanorod

Yamato Niitani!, Sawako Enoki?, Hiroyuki Noji%, Ryota Iino’, Michio Tomishige' ('Dept. Appl. Phys., Grad. Sch. Eng., Univ. Tokyo, *Dept. Appl.
Chem., Grad. Sch. Eng., Univ. Tokyo, 3Okazaki Institute for Integrative Bioscience, National Institutes of Natural Sciences)
X#B1IGFHALZFFE— 2 —DOBEEES AE

X-ray Single Molecule Observations of Structural Fluctuations in Molecular Motors

Keigo Ikezaki', Naruki Hara!, Hiroshi Sekiguchi?, Naoto Yagi’, Yuji Sasaki! ('Grad. Sch. Sci., Univ. Tokyo, 2SPring-8/JASRI)
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TIFL7147X7FDBVWICEZIF DV IXb DEHH

The motility of Myosin IXb depend on difference of actin filaments

Masafumi D. Yamada!, Nobuhisa Umeki', Mitsuo Ikebe?, Taro Q.P. Uyeda! (\4IST, Biomedical Research Institute, *The Univ. of Texas Health
Science center at Tyler, Dept. of Cellular and Mol. Biol.)

EFEFMDEHRICLZF,OY T2y FREIKA & HEFHEE O ERE

Water distribution and relative motion between subunits of F, observed by all-atom MD simulation

Ryoichi Kiyama, Asahi Konno, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda Univ.)

SN BEOETHEER : BilihF 4 &ML 515/5y FERHEEER

Protein-Protein Effective Interaction: Interaction between Attractive Patches Mediated by Multivalent Cations

Takuto Sawayama, Ryo Akiyama (Kyushu Univ. sci.)

TUFDOPEGLIZEBHRES Y EBHUSICREEE5LS

Pegylation of actin affects motile fraction rather than the velocity of actin filaments on myosin molecules

Kuniyuki Hatori, Hiroki Souma (Dept. Bio-Systems, Grad. Sch. Sci. Eng., Yamagata Univ.)

BEAFM ICE VAR E N, AT 1V VICEBTIF 747 X2 FOBRMEEEELLO—FEE L IEHE

Cofilin-induced unidirectional cooperative conformational changes of actin filaments visualized by high speed atomic force microscopy
Kien Ngo!, Noriyuki Kodera??3, Eisaku Katayama®, Akira Nagasaki!, Toshio Ando?>, Tare Uyeda! ('Biomedical Res Inst, AIST, *Bio-AFM FRC,
Inst. of Sci. and Eng., Kanazawa U., *PRESTO, JST, *Grad. Sch. Sci., Osaka City U., >Div. of Math & Phys. Sci., Grad. Sch. of Nat. Sci. & Tech.,
Kanazawa U., *CREST, JST)

A -HTIFTAV M 2y VRUOERY BHOAFEHNESIaL—-2ay

Molecular dynamics simulation for the neck domain swinging motion of a myosin subfragmnet-1

Tadashi Masuda (Fukushima Univ.)

ATPBFETILEWIBIFIVVOTIF 745X FETOHITES

ATP-less walking of myosin V on actin filaments

Noriyuki Kodera'?, Takayuki Uchihashi!**, Toshio Ando'** (\Bio-AFM FRC, Inst. of Sci. & Eng., Kanazawa Univ., *PRESTO, JST, *Div. of
Math & Phys. Sci., Grad. Sch. of Nat. Sci. & Tech., Kanazawa Univ., *CREST, JST)

EREREMMLUASEHERETOT7 I FIFI VDES)

Movement of actomyosin on a conductive base under DC current

Reito Wada', Takao Nakamura!, Kuniyuki Hatori? (\Grad. Sch. Med. Sci., Yamagata Univ., >Grad. Sch. Sci. Eng., Yamagata Univ.)
IFVVT4F XA MELETBZBRBEIF L 3 FROHREME

Intermolecular cooperativity of skeletal myosins in myofilaments

Motoshi Kaya!, Yoshiaki Tani!, Takuya Kobayashi?, Hideo Higuchi' (' Graduate School of Science, University of Tokyo, *Graduate School of Arts
and Sciences, University of Tokyo)

BEAFM E HABRRRBICLZ F-7I7F U AO HMM. 17 1Y) 0 ORERIFEES ORZR

An analysis of cooperative binding of myosin to F-actin using high-speed atomic force microscope and fluorescence microscopy

Hiroaki Ueno', Yuusuke Nishikawa', Akira Ainai', Rika Hirakawa', Atuki Yoshino!, Noriyuki Kodera’, Taro Ueda?, Kiyotaka Tokuraku' ('Grad.
Sch. Sustain. Environ. Eng., Muroran Inst., *Biomedical Res. Inst., AIST, *Bio-AFM FRC, Inst. Sci. & Eng., Kanazawa Univ.)
BEMICEFINITITPRAEZEE—L2—DOEKR T v THIF

Sub-14 ° steps of the bacterial flagellar motors at high load

Yuichi Inoue, Hajime Fukuoka, Hiroto Takahashi, Akihiko Ishijima (/MRAM, Tohoku University)

A novel role of dynactin for dynein motility revealed by gliding assay

Takuya Kobayashi, Hatsuha Kajita, Kei Saito, Yoko Y Toyoshima (Grad. Sch. of Arts and Sci., Univ. of Tokyo)

A novel role of dynactin for dynein motility revealed by single-molecule assay

Takuya Miyashita, Takuya Kobayashi, Hatsuha Kajita, Yoko Y. Toyoshima (Grad. Sch. of Arts & Sci., Univ. of Tokyo)

4 = WNEEERD DNA 1) IS &L 55048

Cross-linking the dynein-microtubule complex by DNA origami

Keiko Hirose', Kangmin Yan!, Hisashi Tadakuma? ('Biomed. Res. Inst., AIST, >Grad. Sch. Frontier Sci., Univ. Tokyo)

Athermal Fluctuations of Probe Particles in Active Gel

Heev Ayade', Irwin Zaid?, Julia Yeomans?, Daisuke Mizuno' ('Kyushu University, *University of Oxford)

RS R T 3MINENLEIET B in vitro TOEEBHEK

In vitro dynamic vortex formation of microtubules driven by axonemal dyneins

Naoki Kanatani', Hiroaki Kojima?, Kazuhiro Oiwa'>? (\Grad. Sch. Sci., Univ. Hyogo, *Adv. ICT Res. Inst, NICT, 3JST,CREST)
DNAFVHINZFEZRAWEIA DV VIOT V H—HEEOS FEREEHA

Anchoring mechanism of myosin VI revealed with a programmed DNA origami spring

Mitsuhiro Iwaki'?3, Shelley Wickham?, Keigo Ikezaki*, Toshio Yanagida'-?, William Shih? (\QBiC, RIKEN, *Harvard Med. Sch., *Grad. Sch.
Frontier Biosci., Osaka Univ., *Dep. of Adv. Mat. Sci., Tokyo Univ.)

WEYOEHBRFVIF)—QEMURTy TOEERR : BENI TV 7 EHEATHASICONT

Direct observation of unitary steps of supermolecular motility machineries of microorganisms: gliding bacterium and swimming archaeon
Yoshiaki Kinosita!, Daisuke Nakane!, Makoto Miyata?, Takayuki Nishizaka' (' Faculty of Science, Gakushuin Univ., >*Graduate School of Science,
Osaka City Univ.)
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2P165 BREF OHvTIVIRXF—L4
Coupling scheme of thermophilic F,
Kengo Adachi', Kazuhiro Oiwa?, Masasuke Yoshida®, Kazuhiko Kinosita, Jr.! (\Sci. & Engin., Waseda Univ., *Adv. ICT Res. Inst., NICT, *Dep.
Mol. Biosci., Kyoto Sangyo Univ.)

2P166 BEAFM L& B I F L VOBBEOEERE
Direct observation of functioning myosin VI by high-speed AFM
Shiori Sano', Noriyuki Kodera>?, Daniel Safer*, H. Lee Sweeney*, Toshio Ando'?> (!Div. of Math & Phys. Sci., Grad. Sch. of Nat. Sci.& Tech.,
Kanazawa Univ., >Bio-AFM FRC, Inst. of Sci. and Eng., Kanazawa Univ., > PRESTO, JST, *Dept. of Physiol., Univ. of Pennsylvania Sch. of Med.,
SCREST, JST)

2P167 Investigating the Coordination of RecB and RecD Subunits within RecBCD Helicase Complex Using Cy3-labeled ATP
Chia-Chuan Cho, Hung-Wen Li (Dept. Chemistry, Natl. Taiwan Univ.)

12. AR 4RVEREE / 12. Cell biology

2P168 SEBIEMEME Vibrio alginolyticus DN AEBE K T-ring DIEEE FIEM S 2 AV L 1BERIT
Structural analysis of T-ring in the flagellar basal body of Vibrio alginolyticus by electron cryomicroscopy
Hidemaro Hotta', Akihiro Kawamoto?, Satoshi Inaba!, Yusuke V. Morimoto®3, Noriko Nishioka', Seiji Kojima!, Keiichi Namba??, Michio
Homma! (!Grad. Sch. Sci., Nagoya Univ., *Grad. Sch. Frontier Biosci., Osaka Univ., 3QBiC, RIKEN)
2P169 PIOFZUTREINEZRRTIF 2V M7= DIF Y ERFNHEREZIL
Myosin-dependent morphological changes of two-dimensional actin networks crosslinked by a-actinin
Hiroki Eguchi', Makito Miyazaki', Takashi Ohki!, Shin’ichi Ishiwata'? (' Dept. of Physics, Waseda Univ., >WABIOS, Waseda Univ.)
2P170 WNERY P72 =7 OMHFEOHAICL - THIZREZ Ch I MRERERE
Cytoplasmic rotational flow induced by symmetry breaking of active microtubule networks
Kazuya Suzuki', Makito Miyazaki!, Jun Takagi?, Takeshi Itabashi!, Shin’ichi Ishiwatal (! Dept. Phys., Univ. Waseda, *Quantitative
Mechanobiology Laboratory, NIG, *WABIOS)
2P171 —HEEOBEFEROVI-FEF RV TFOEEHREIR
Motility analysis of Pseudomonas syringae possessing two different stator systems
Takuto Tensaka, Shuichi Nakamura, Seishi Kudo (Grad. Sch. Eng., Tohoku. Univ.)
2P172 MotA ICREREFOMBENAET — ¥ — O HNFHERIF
Rotation analysis of the bacterial flagellar motor with a point mutation in MotA
Kodai Oono!, Shuichi Nakamura', Fumio Hayashi?, Kenji Oosawa?, Seishi Kudo! ('Grad. Sch. Eng., Univ. Tohoku., >Div. Mol. Sci., Fac. Sci. and
Tech, Univ. Gunma.)
2P173 IFVUEEEVNVEOHERBBRNIETAICEEEZEZZDOD
The examination of whether deletion of myosin binding subunit 85 would lead to alteration of cellular mechanical features
Rui Li', Takeomi Mizutani?, Hisashi Haga?, Kazushige Kawabata? (! Graduate School of Life Science Hokkaido University, *Faculty of Advanced
Life Science Hokkaido University)
2P174 P7UAYXATINOPMBEBRPOFEAREEFH > EFTFIF ORI OBRR
Observation of directional F-actin flow in Xenopus egg extracts
Masatoshi Tanabe!, Makito Miyazaki!, Kazuya Suzuki!, Shin’ichi Ishiwatal? (\Dept. of Physics, Waseda Univ., >WABIOS, Waseda Univ.)
2P175 BEEHICE S THEEINS 75 I FEF AEEHUZTRKFEEDOEHET
High pressure induces flagellar bending movements in Chlamydomonas paralyzed mutants
Toshiki Yagi'?, Masayoshi Nishiyama® (' Dept. Biol. Sci., Pref. Univ. Hiroshima, *Grad. Sch. Med., Univ. Tokyo, *The Hakubi Center, Kyoto Univ.)
2P176 NITFITOEEERICL ZEXB/NZ — U
Large-scale vortex pattern emerging from bacteria collective motion
Showko Odaka, Daisuke Nakane, Takayuki Nishizaka (Dept. Phys., Gakushuin Univ.)
2P177 PUFNEBROT HT2—3F LAT FMREETO/MNIEETH< 1 5 FEHEIC S 380
Transmembrane signaling adaptor LAT works on the vesicles associated with the plasma membrane: a single-molecule tracking study
Koichiro M. Hirosawa', Kenta J. Yoshida?, Taka A. Tsunoyama', Kenichi G.N. Suzuki'3, Takahiro K. Fujiwara!, Akihiro Kusumi'-? (!/nst.
Integrated Cell-Material Sciences (WPI-iCeMS), Kyoto Univ., *Inst. Frontier Medical Sciences, Kyoto Univ., SNCBS/inStem, India)
2P178 The bidirectional role of conserved charged residues in rotor-stator interaction in a rotary motor of bacterial flagella
Yasuhiro Onoue, Norihiro Takekawa, Tatsuro Nishikino, Seiji Kojima, Michio Homma (Grad. Sch. Sci., Nagoya Univ.)
2P179 HRR-GUV ERBAILE 3 um 1 ZAIYOEA
Introducing micro-meter size objects into live cells mediated by cell-GUV electrofusion
Akira C. Saito!, Toshihiko Ogura?, Kei Fujiwara®, Satoshi Murata!, Shin-ichiro M. Nomura' (' Department of Bioengi. and Robo. Tohoku Univ.,
2Depart. of Develo. of Neurobiolo. (IDAC). Tohoku. Univ., *Department of Biosciences and Informatics Keio University)
2P180 EFFY FERVWERYABRHRRAORE 2 /87 B OESH RN
Membrane Protein Dynamics on Brain Tumor Stem Cell Evaluated by Using Quantum Dot
Morito Sakuma, Sayaka Kita, Hideo Higuchi (Department of Physics, Graduate School of Science, The University of Tokyo)
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2P192

2P193

2P194

2P195
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2P197
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2P199

Xenopus BiHBEHA L LREBRNMNIRTOTIF U OE14FIVR

Actin dynamics in Xenopus egg extract encapsulated in a lipid membrane

Naoki Noda, Issei Mabuchi (Dep. Life Sci., Gakushuin Univ.)

MR CREBEL BB o MIRRFENEHE ORI

Analysis of granule movement in pancreatic islet a cells attached with nerves

Tadahide Furuno!, Atsuhiro Shinohara', Satoru Yokawa', Yoshikazu Inoh!, Naohide Hirashima?, Mamoru Nakanishi' ('Sch. Pharm., Aichi Gakuin
Univ., *Grad. Sch. Pharm. Sci., Nagoya City Univ.)

HREEERICETIRIT1T 74— NNy VBBO 1 3F1 X -V T8I

PTEN Membrane Binding is Destabilized by PI(3,4,5)P;: Positive Feedback Loop in Establishing Cellular Polarity

Satomi Matsuoka'?, Masahiro Ueda'? (' Quantitative Biology Center (QBiC), RIKEN, >Graduate School of Science, Osaka University)
SEBARGAVNVBEHERRTIHRI /N E Gipl REMEILSIILZREGAEL 38273

A novel heterotrimeric G protein interacting protein (Gip1) extend chemotactic range

Yukihiro Miyanaga'-2, Yoichiro Kamimura?, Masahiro Ueda'? (\Grad. Sch. Sci., Osaka Univ., >?QBiC, Riken)

BFORAEVWHIRES TFVEEBRILSZAIVENRFHNEERILZIZR

Analysis of Molecular Crowding effect on signal transduction process by Molecular dynamics simulation

Rei Takamoto, Hiraku Nishimori, Akinori Awazu (Dept. Math. Life Sci, Hiroshima Univ.)

7OERGTHARICEVTHIIA VELZAAY VEBREHERI A F+ RVOEELLEFRT S

Activation of an M;-muscarinic receptor operated non-selective cation channel by depletion of intracellular Ca*

Motoi Miyazu, Akira Takai (Dept. Physiol., Asahikawa Med. Univ.)

REMBOEOABICIIHERICLIANIF v RID S5O ATP B & TRPC6 & L 7= Ca* AN <

Wound healing in keratinocyte is accelerated by mechanosensitive ATP release via hemichannels and Ca?" influx through TRPC6 channels
Kishio Furuya'2, Hiroya Takada?, Masahiro Sokabe!? (' Mechanobiology Labo, Grad Sch Med, Nagoya Univ, *Dept Physiol, Grad Sch Med,
Nagoya Univ)

Trial for detecting the activation and inactivation of chemoreceptor array in a single E. coli cell

Hajime Fukuoka', Tomoko Horigome?, Yuichi Inoue!, Hiroto Takahashi'!, Akihiko Ishijima' (\IMRAM, Tohoku Univ., *Grad. Sch. Life Sci.,
Tohoku Univ.)

EEE FoaEHROMERESE

Neurite dynamics of isolated hydra nerve cells

Rui Tanaka', Miharu Nagaishi?, Mio Ogawa?, Hiroyuki Nakagawa'? ('Div. Bio., Fac. Sci., Fukuoka Univ., >Grad. Sch. Sci., Fukuoka Univ.)
HILE X TRAOEXKITEH & E W3R

Chemotactic behavior of Salmonella and bioconvection

Takahiro Abe, Shuichi Nakamura, Seishi Kudo (Grad. Sch. Eng., Tohoku Univ.)

Rotation analysis of the spirochete cell body by 3D dark-field microscopy

Kyosuke Takabe, Md. Shafiqul Islam, Seishi Kudo, Shuichi Nakamura (Grad. Sch. Engineering., Univ. Tohoku)

HBEOELEICEET 3 Y TK/NE - OHBBIE DRI

Formation process of a ring-like pattern induced by bacterial chemotaxis

Tadahiko Sato, Shuichi Nakamura, Seishi Kudo (Grad. Sch. Eng., Univ. Tohoku)

Theoretical and simulation study for deformation of caveolae under hypo-osmotic condition

Masashi Tachikawa', Shiro Suetsugu® ('RIKEN, 2NAIST)

HEMERE D F-7 7 F VIEOBEEREFE

Substrate dependence of F-actin waves in Dictyostelium

Yuko Chida!, Satoshi Sawai'->? (\Graduate School of Arts and Science, University of Tokyo, *Research Center for Complex Systems Biology,
3PRESTO, Japan Science and Technology Agency)

DEMIRRICE VT B REKTFMIRS A RO

Characterization of temperature-dependent beating rate of cardiomyocytes

Tomoyuki Kaneko (LaRC, Dept. Frontier Biosci., Hosei Univ.)

SEBEMEAAICE 3 0HBERICHTIIN/ —IVORE

Effect of ethanol on cardiomyocytes measured by multi-electrode array system

Chiho Nihei, Tomoyuki Kaneko (LaRC, Dept. Frontier Biosci., Hosei Univ.)

SEEEMHA AT LERVWEFOEFEREDIRH

Detection of arrhythmogenicity of drugs by using multi electrode array system

Shin Yoshida, Tomoyuki Kaneko (LaRC, Grad. Sci. Eng., Hosei Univ.)

SEBEMEAS AT LEAVEERRBRET S LHOBHFFORE

Exploration of the optimum medium for a toxicity testing by multi electrode array system

Yuichiro Kamei, Tomoyuki Kaneko (LaRC, Grad. Sci. Eng., Hosei Univ)

Raman Micro-spectroscopy of the Dynamics of Cellular Chemical State upon Stimulation with Growth Factors

Sota Takanezawa'?, Shin-ichi Morita®, Yukihiro Ozaki?, Yasushi Sako! ('\RIKEN. Cellular Informatics Lab., >School. Sci. Tech., Kwansei-Gakuin
Univ., 3Grad. Sch. Sci., Tohoku Univ)
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2P200

2P201

BELRHERY - FOBRHEEROZESF | RFENBERRAE

Spatial distribution of complex shear modulus in confluent epithelial cell sheet : Atomic Force Microscopy measurements

Yuki Fujii, Yuki Ochi, Takaharu Okajima (Grad. Schl. Inform. Sci. and Technol., Hokkaido Univ.)

OBy b—7—71L8 T 3RE[NY 5 X5t & AV OB 72 5 O Quasi-in vive HiEREK T TV

Quasi-in vivo pre-clinical model for cardiac toxicity using spatiotemporal fluctuation measurement on human cardiomyocyte cell-network
Fumimasa Nomura', Tomoyuki Kaneko?, Hideyuki Terazono!, Kenji Yasuda' (\/BB, Tokyo Medical & Dental Univ., *Dept. of Frontier

Bioscience, Hosei Univ.)

13A. 4A0&E - AR : 185 - #1% / 13A. Biological & Artificial membrane: Structure & Property

2P202

2P203

2P204

2P205

2P206

2P207

2P208

2P209

2P210

2P211

2P212

2P213

2P214

Probing the sphingomyelin clusters in pure and mix lipid bilayer by the Raman spectroscopy: A theoretical study

Pai-Chi Li, Kiyoshi Yagi, Koichiro Shirota, Toshihide Kobayashi, Yuji Sugita (RIKEN)
ZAZHINDOEERBYHRDOANTF N Bombinin H2 HLV H4 ICLWFEREShIHERMERE IS SUOMBEOES ¥
Synergistic antimicrobial activity and membrane disturbance induced by Bombinin H2 and H4 peptides from Bombina variegata skin
secretion

Yuki Kitahashi, Izuru Kawamura, Akira Naito (Grad. Sch. Eng, Yokohama Natl Univ.)

HE—FFERICESVAXIBBEEANICS TS89 7 v R VEBEORNZHMEYE OFME

Evaluation of thermodynamic property of partially fluorinated phospholipid in supported lipid bilayer based on single molecule tracking
Yoshiaki Okamoto', Toshinori Motegi!, Kohei Morita?, Toshiyuki Takagi®, Toshiyuki Kanamori®, Masashi Sonoyama?, Ryugo Tero' (' Toyohashi
Univ. Tech., >Gunma Univ., 3AIST)

BEZATFEEEFIFHREBELANI Ty FRATEORR

Hybrid model membrane composed of phospholipid bilayer and polymeric materials

Koji Ando!, Kenichi Morigaki'? (\Grad. Sch. Agri., Univ. Kobe, *Res. Cen. Env Gen., Kobe)

NI NVEBFFORY FOEHOZFL Y — DR

Development of a molecular sensor for vesicle-based molecular robots

Koh-ichiroh Shohda, Akira Suyama (The University of Tokyo)

VEV—LEBELAEQCM Y —THREEBH#S7O-7OHEFAL2H3

Liposome fixed sensor of quartz crystal microbalance quantifies the interaction between the lipid binding probe and target membrane
Takehiko Inaba, Toshihide Kobayashi (RIKEN (Wako))

FYUAREILLBETNELEFTER74IITI SEHROWR

Study on sphingomyelin aggregates in model membranes by Raman spectroscopy

Koichiro Shirota', Takehiko Inaba', Pai-Chi Li%, Kiyoshi Yagi?, Yuji Sugita?, Toshihide Kobayashi' ('LBL, RIKEN, >TMSL, RIKEN)
EERTFRNABHFEICLZNITIVAONT Y VEBBEFROF FRENEERR

Direct observation of molecular arrangement in a bacteriorhodopsin vesicle by high-speed atomic force microscopy

Yuto Noda, Daisuke Yamamoto (Dept. Appl. Phys., Grad. Sch. Sci., Fukuoka Univ.)
BRFEICHRLAILZATO-NVEILRATO-NIZATIH 5L 3BCHBLESFEORR

Self-Assembled Monolayers of Cholesterol and Cholesteryl Esters at the Liquid/Solid Interface

Masahiro Hibino!, Hiroshi Tsuchiya?, Junpei Abe® (\Dept. Appl. Sci., Muroran Inst. Tech., *Display Device Dev. Div., Sharp, *Dept. Appl. Chem.,
Muroran Inst. Tech.)

HAIREBR T IEEIFEN_EBMS LUBRTFEICEH T 3 IEMMHAHOFREEML 7V HEFXIC L 3847

Transbilayer and lateral lipid distribution in plasma membranes in nano scale

Motohide Murate', Mitsuhiro Abe', Kohji Kasahara?, Kazuhisa Iwabuchi®, Masato Umeda®*, Toshihide Kobayashi'** ('Lipid Biol. Lab., RIKEN,
2Lab. Biomembrane, Tokyo Met. Inst. Med. Sci., *Lab. Biochem., Juntendo Univ., *Dept. Syn. Chem. Biol. Chem., Kyoto Univ., SINSERM Unite
1060)

13B. &1 jE - A& : 414+ 3 27 X / 13B. Biological & Artificial membrane: Dynamics
XU FUHEOSF LENAE

Multiple membrane interactions and versatile vesicle deformations elicited by melittin

Tomoyoshi Takahashi!, Fumimasa Nomura?, Yasunori Yokoyama®, Yohko Tanaka-Takiguchi!, Kingo Takiguchi' ('Dev. Bio. Sci., Grad. Sch. Sci.,
Nagoya Univ., *Institut Biomater. Bioengineer., Tokyo Med. Dent. Univ., *Dept. App. Phys., Grad. Sch. Eng., Nagoya Univ.)

EREZ VN EOBEEERFIOY VIRE7 Y v 770y 7HEMEOFE

Promotion of phospholipid flip-flop by membrane-spanning sequences in the ER proteins

Hiroyuki Nakao!, Keisuke Ikeda?, Yasushi Ishihama', Minoru Nakano? (!Grad. Sch. of Pharm. Sci., Kyoto Univ., *Grad. Sch. of Med. and Pharm.
Sci., Univ. Toyama)

MY 1 X VEREEMBRY K/ —LICEB3BES1F I XA0BE

Cell-sized asymmetric lipid vesicles for membrane dynamics observation

Koki Kamiya'?, Toshihisa Osaki'-3, Kousuke Shibasaki', Shoji Takeuchi'® (\KA4ST, 2JST PRESTO, *1IS Univ. Tokyo)
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2P215

2P216

2P217

2P218

{EV pH & T 3 DOPS/MO BRO—#R) K/ —LbdF1—E v 7HAOBEGEBONIBEE

Initial Step of Low pH-Induced Structural Transition from Unilamellar Vesicles of DOPS/MO to Inverse Bicontinuous Cubic Phase
Takahiro Saiki', Toshihiko Oka'-2, Taka-aki Tsuboi!, Masahito Yamazaki'? ('Grad. Sch. Sci, Shizuoka Univ., *Res. Inst. of Electronics, Shizuoka
Univ.)

B—GUViXICLBIBHEEIC EGCg A FEE L FLEE D31t

Visualization of the EGCg-induced bursting of single giant unilamellar vesicles at higher time resolution

Yukihiro Tamba!, Masahito Yamazaki? ('Suzuka Natl Coll Tech, 2Shizuoka Univ)

HEDRICEB DA APV NIERI—LOBEF1—-THE

Formation of endocytosis-like membrane tubes in giant liposomes induced by electrostatic effect

Tamiki Umeda', Yohko Tanaka-Takiguchi?, Kingo Takiguchi® ('Grad. Sch. Maritime Sci. Kobe Univ., >Struct. Biol. Res. Center, Nagoya Univ.,
3Grad. Sch. Sci., Nagoya Univ.)

Self-Emergent Cell-Sized Sphere Entrapping DNA through Micro Phase-Segregation

Naoki Nacatani!, Kanta Tsumoto?, Zyunya Nakamura?, Kenichi Yoshikawa! (1School of Life and Biomedical Sciences, Doshisha Univ., *Graduate

school of Engineering, Mie Univ.)

13C. &fKfE - AR : B%E - 7 v X JL / 13C. Biological & Artificial membrane: Excitation & Channels

2P219

2P220

2P221

2P222

2P223

2P224

2P225

2P226

2P227

2P228

Conformational Transitions in Voltage Sensor Domains

Morten Bertz, Kazuhiko Kinosita (Waseda University, Dpt. of Science & Engineering)

BEMRECEETIHRO (2) 7O RAZRE

A novel (?) proton influx pathway in the plasma membrane of osteoclasts

Miyuki Kuno, Guanshuai Li, Yoshiko Hino, Yoshie Moriura, Junko Kawawaki, Hiromu Sakai (Dept Physiol, Osaka City Univ Grad Sch Med)
Kvl.2 TOA F VEBIZE T 5B B/INS — 2 OREHR

Analysis on Ion Permeation Pattern through the Kv1.2 Channel

Takashi Sumikama', Shinji Saito?, Shigetoshi Oiki! (' Univ. of Fukui, 2IMS)

two-pore LA Y7 LF + IV TWIK-1 DEFHBE A TV BREZEZHT X HZXLICDOVTORRE KRN S ILRIF
ATR-FTIR spectroscopic analyses of interaction modes underlying unique ion selectivity of a two-pore domain potassium channel TWIK-1
Hisao Tsukamoto!, Koichi Nakajo?, Yoshihiro Kubo?, Yuji Furutani' (‘Institute for Molecular Science, 2National Institute for Physiological

Sciences)

13E. 41fE - ATFE : 1§3R{=2 / 13E. Biological & Artificial membrane: Signal transduction

Akt E ZBAOEMEN 1 5 FBIFICL S D T FIVIEERE DA

Signal transduction mechanism of Akt reveald by single molecule imaging of Akt and receptor molecules

Hideaki Yoshimura, Takeaki Ozawa (Department of Chemistry, School of Science, The University of Tokyo)

HRERBEOELES TFNVEEILETZ T ZIVED 75 —ECORBOEEMRE

Excitability of Guanylate Cyclase (sGC) signaling pathway mediating chemotaxis in Dictyostelium cells

Yuki Tanabe', Masahiro Ueda'? ('Grad. Sch. Sci., Univ. Osaka, >QBiC, Riken)
EFNVERBRERVAORNT Y URRBHOKRE S 7 MR

Evaluating the raftophilicity of rhodopsin in a patterned model membrane

Yasushi Tanimoto', Kenichi Morigaki'2, Humio Hayashi® (\Grad. Sch. Agri, Univ Kobe, *Res. Cen. Env Gen, Univ Kobe, Grad. Sch. Scie, Univ
Kobe)

15. f##% - Bi% / 15. Neuroscience & Sensory systems

IIXFEEFBIZE T B NO-cGMP ¥ JFIVEEROERE

Role of NO-cGMP signaling in non-associative learning of the earthworm

Yoshiichiro Kitamura!, Hitoshi Aonuma?, Hiroto Ogawa>, Kotaro Oka* (\Dept Math Sci Phys, Kanto Gakuin Univ, *Res Inst Elect Sci, Hokkaido
Univ, 3Dept Biol Sci, Hokkaido Univ, *Dept Biosci Info, Keio Univ)

FraAYFF 2 VREREPRICE TS QOEEORIERT

Tone-Entropy analysis on odor-evoked neuronal activities in the procerebral lobe of a slug

Yoshimasa Komatsuzaki', Tamon Eto!, Minoru Saito? (\CST, Nihon Univ., *Grad. Sch. of Int. Basic Sci., Nihon Univ.)
REFENEEREONE BEAFRNEVEHE S F T RAEHORIN

Sex difference in hippocampus: Fluctuation of hippocampal sex hormones and synapses

Yasushi Hojo'-2, Asami Kato', Bon-chu Chung?, Tetsuya Kimoto'2, Suguru Kawato'? (\Grad. Sch. of Arts and Sci., The Univ. of Tokyo, 2JST,

Japanese-Taiwanese Cooperative Programme)
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16. #HRZREE - BOIBEEHAIE / 16. Neuronal circuit & Information processing

2pP229 YIRBERATARICRS W ZHERMBR /N2 - ICHT 20 S LRI
Fluctuation analysis for spatiotemporal activity patterns in mouse hippocampal slices
Yuuta Hamasaki', Yoshiki Uno?, Shodai Izumi?, Hiromi Osanai?, Yoshimasa Komatsuzaki®, Minoru Saito!? (! The Institute of Natural Sciences,
College of Humanities and Sciences, Nihon University, >Graduate School of Integrated Basic Sciences, Nihon University, *College of Science and
Technology, Nihon University)

2P230 BEMA X -V TE2AVWEF ¥ O 5F X7 JREHZOEERORIF
Characterization of the olfactory neural network of the land slug using fluorescent voltage imaging
Kobhei Ishida', Tomoya Shimokawa!, Yuuta Hamasaki', Yoshimasa Komatsuzaki?, Satoshi Watanabe®, Minoru Saito! (' Graduate School of
Integrated Basic Sciences, Nihon University, *College of Science and Technology, Nihon University, >Graduate School of Engineeing, Tohoku
University)

17. 118 / 17. Behavior

2p231 JIOULDILE T RMEREADERETTIVICEL 38

The analyses based on a membrane excitation model for Long-term Backward Swimming in a protozoa Paramecium

Kaito Ohki', Itsuki Kunita?, Shigeru Kuroda?, Toshiyuki Nakagaki’ ('Grad. Sch. Life. Sci., Univ. Hokkaido, *RIES., Univ. Hokkaido)
2p232 T #EA O B 3 E &) D #ZHR

Analysis of spontaneous migration of T cell

Hiroaki Takagi', Tomoya Katakai?, Tatsuo Kinashi? (\Nara Medical University, *Kansai Medical University)

18A. Yt&E# : f8E - =B / 18A. Photobiology: Vision & Photoreception

2P233 SENREARY—-E74 Vv 70FR T2 OREKEFEN LTI EBERE
Temperature-Dependent Irreversible Structural Transition of Thermophilic Rhodopsin
Takashi Tsukamoto', Makoto Demura?, Yuki Sudo' ('Div. Pharm. Sci., Okayama Univ., *Fac. Adv. Life Sci., Hokkaido Univ.)
2P234 FRIILRTARTIICEWBF P ILLA L DEEDES
Role of Sodium Ion Binding in Sodium Pumping Rhodopsin
Keiichi Inoue'?, Rei Abe-Yoshizumi', Hideki Kandori' (\Grad. Sch. Eng., Nagoya Inst. Tech., > PRESTO, JST)
2P235 707F#0K72 070y K- Glul08 DEERHI AL FHEICRITTREICOVT
Effects on the photochemical properties in proteorhodopsin by the mutation of the Glu108 residue
Jun Tamogami', Takashi Kikukawa?, Kimi Okubo!, Makoto Demura?, Toshifumi Nara', Naoki Kamo? (' College Pharm. Sci., Matsuyama Univ.,
2Fac. Adv. Life Sci., Hokkaido Univ.)
2P236 Acetabularia rhodopsin IT (ARI)® Asp81 ERIKIZ & 3 —BHEXRFEER
Transient photo-induced current by Asp81 mutants of Acetabularia rhodopsin II (ARII) heterologously expressed in Xenopus laevis oocytes
Seiji Miyauchi!, Kazumi Shimono!, Takashi Kikukawa?, Makoto Demura?, Jung Kwang-Hwan?, Naoki Kamo? (' Toho Univ., Grad. Sch. Pharm.
Sci., 2Hokkaido Univ., Grad. Sch. Life Sci., 3Sogang Univ., Inst. Biol. Interfaces)
2P237 Low-temperature FTIR spectroscopy of the Light-driven sodium ion pump: Krokinobacter eikastus rhodopsin 2
Faisal Hammad Mekky Koua', Rei Abe-Yoshizumi?, Hikaru Ono?, Shota Ito?, Yoshitaka Kato?, Keiichi Inoue!?, Hideki Kandori'
('OptoBioTech. Res. Cent., Nagoya Inst. Tech., ?Dept. Front. Mat., Nagoya Inst. Tech.)
2P238 ORTSVOBEVREELLEEORF XN L
Molecular mechanism of the low thermal activation rate of rhodopsin
Keiichi Kojima', Masataka Yanagawa?, Takahiro Yamashita!, Yasushi Imamoto', Takesi Matsuyama Hoyos', Koji Nakanishi®, Yumiko Yamano®,
Akimori Wada*, Yasushi Sako?, Yoshinori Shichida' ('Grad. Sch. Sci., Kyoto Univ., *Cell. Info. Lab., Riken, *Columbia Univ., *Kobe Pharm. Univ.)
2p239 OR7 Y VRBEEEEZERE M257Y ILH T 2 BEFHO—5FERA
Single-molecule observation of the conformational equilibrium in constitutively active mutant of rhodopsin, M257Y
Ryo Maeda!, Michio Hiroshima'-, Yasushi Imamoto?, Takahiro Yamashita?, Yasushi Sako', Yoshinori Shichida? (! Cellular Informatics Lab.,
RIKEN, *Grad. Sch. Biophys., Kyoto Univ., 30BiC, RIKEN)
2P240 In situ XBHEE NMR ICE3RXZREZ N 7EEH) —0O K72V 1 OXRREBIEORER
Photocycle of sensory rhodopsin I as revealed by in situ photo irradiation solid-state NMR
Yoshiteru Makino', Hiroki Yomoda', Yuya Tomonaga', Tetsurou Hidaka', Izuru Kawamura!, Takashi Okitsu?, Akimori Wada?, Yuki Sudo?,
Naoki Kamo*, Akira Naito! ('Grad. Sch. Eng, Yokohama Natl Univ., >’Kobe Pharm. Univ., >Grad. Sch. Pharm, Okayama Univ., *Grad. Sch. Life
Sci , Hokkaido Univ.)
2P241 TFARFTE B -OFRTLVOMRERTEL 2AFRTO b BERGOERT
Light-induced proton transfer reactions at the cytoplasmic half channel of Anabaena sensory rhodopsin
Takatoshi Hasemi!, Takashi Kikukawa!, Masakatsu Kamiya'!, Tomoyasu Aizawa'!, Kwang-Hwan Jung?, Naoki Kamo', Makoto Demura' (' Grad.
Sch. Life Sci., Hokkaido Univ., *Dept. Life Sci. & Inst. Biol. Interfaces, Sogang Univ.)
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2P242

2P243

2P244

2P245

2P246

2P247

2P248

2P249

2P250

2P251

2P252

2P253

2P254

2P255

2P256

BEMMARAICEETAIABH /O FRECTOFARR

Spectroscopic study of light-driven chloride pump from marine bacteria

Arisa Mori'?, Keiichi Inoue??, Faisal Hammand Mekky Koua?, Yoshitaka Kato?, Rei Abe-Yoshizumi?, Michio Homma', Hideki Kandori? (' Grad.
Sch. Sci., Nagoya Univ., 2Nagoya Inst. Tech, *JST, PRESTO)

FrzNORTS Y ORIVERICREAT 2 BEFLEHRE

Quantum chemical study of the absorption maximum of channelrhodopsin

Nami Yoshino', Tomohiko Hayashi!, Azuma Matsuura?, Tadaomi Furuta', Minoru Sakurai' (' Tokyo Tech, *Fujitsu Lab)

EfA 5CNMRIC& 37754227+ RORTI U OBEEICEEL Tyr REOIBERT

Conformation of functionally important Tyr residues in pharaonis phoborhodopsin as studied by Solid-State *C NMR

Ryota Nishikawa!, Izuru Kawamura!, Takashi Okitsu?, Akimori Wada?, Yuki Sudo?, Naoki Kamo*, Akira Naito' (\Grad. Sch. Eng., Yokohama
Natl. Univ., ?’Kobe Pharm. Univ., 3Okayama Univ., *Grad. Sch. Life Sci, Hokkaido Univ.)

P ERZURVEOFN D KER

FTIR study of monkey blue-sensitive visual pigment

Yuki Nonaka!, Kota Katayama!, Kei Tsutsui?, Hiroo Imai?, Hideki Kandori' ('Nagoya Institute of Technology, *Primate Research Institute, Kyoto
University)

In-situ XBSHEANMR (CL BN 7V A0 RTS 0 ORBRBIEICE T2 BRAEEELORIT

Structural changes in the photoexcited process in retinal of Bacteriorhodopsin studied by in-situ photoirradiation solid-state NMR

Arisu Shigeta!, Ryota Miyasa!, Miyako Horigome!, Izuru Kawamura!, Takashi Okitsu?, Akimori Wada?, Satoru Tuzi?, Akira Naito' (\Grad. Sch.
Eng., Yokohama Natl. Univ., >Kobe Pharm. Univ., 3Univ. Hyogo)

In-situ XREEAR NMR (2L B3/87 70U A0 K72 YISSF ERKICHIR & h /= O-F A O F

Characterization of O-like intermediate trapped in Y185F mutant in Bacteriorhodopsin by in-situ photo-irradiation solid-state NMR
Kyosuke Oshima!, Arisu Shigeta!, Yoshiteru Makino!, Izuru Kawamura!, Takashi Okitsu?, Akimori Wada?, Satoru Tuzi®, Akira Naito' (!Grad.
Sch. Eng., Yokohama Natl. Univ., *Kobe Pharm. Univ., *Univ. Hyogo)

REEFEEFEFA—-LF/70L 1 ORBEI1FITIX

Reaction Dynamics of Light Dependent Transcription Factor Aureochrome-1

Yuki Akiyama', Yusuke Nakasone!, Osamu Hisatomi?, Yoichi Nakatani?, Masahide Terazima' (! Graduate School of Science, Kyoto University,
2Graduate School of Science, Osaka University)

G-HEEIERERICL 3 2 X F DNA BIEEOFFXA=X L

Molecular mechanism of the two photon DNA repair by the (6-4) photolyase

Junpei Yamamoto', Kohei Shimizu!, Tomoko Fujiwara?, Takeshi Todo?, Pascal Plaza’, Klaus Brettel*, Shigenori Iwai' (' Grad. Sch. Eng. Sci.,
Osaka Univ., *Grad. Sch. Med., Osaka Univ., >ENS Paris, France, *“CEA Saclay, France)

Theoretical study of the electron transfer reaction by DNA photolyase

Ryuma Sato', Hirotaka Kitoh-Nishioka', Tsutomu Kawatsu??, Kei Yura*, Koji Ando’, Takahisa Yamato' ('Grad. Sch. Sci., Univ. Nagoya, >Grad.
Sch. Arts and Sci., Univ. Tokyo, 3Grad. Sch. Nanobiosci., Univ. Yokohama City, 4Grad. Sch. Human & Sci., Univ. Ochanomizu, Grad. Sch. Sci.,
Univ. Kyoto)

18B. Jt&#) : Y& / 18B. Photobiology: Photosynthesis

KR N BEARERBIRBKEADIOLEINIA-BENITY Y FEHE

Bio-inorganic hybrid water oxidation electrodes of Photosystem II and layered double hydroxide

Masaru Kato', Hisako Sato?, Miwa Sugiura®* (\Grad. Sch. Env. Sci., Hokkaido Univ., *Grad. Sch. Sci., Ehime Univ., *Proteo-Sci. Cen., Ehime
Univ., *PRESTO, JST)

HAEFER I ICH TS TyrZ - D1/His190 DEERE & PCET DBAR

Proton-coupled electron transfer and hydrogen-bond distance of TyrZ - D1-His190 in Photosystem II

Miwa Sugiura', Shogo Ogami?, Fabrice Rappaport?, Alain Boussac® (\PROS, Ehime Univ./JST-PRESTO, *Dep. Chem., Ehime Univ., *IBPC)
REFRESRICLIEEERETOLEGEESFOEFHEERR : /007 1 L aAEDHA

Observation of the electronic structure of bio-related molecule in non-vacuum environment by using photoemission: Trial to Chlorophyll a
Yuki Takeda', Hiroshi Ezawa?, Takuya Miyauchi!, Hiroumi Kinjo!, Yasuo Nakayama!, Hisao Ishii'-* (L41S, Chiba Univ., *Faculty of engineering,
Chiba Univ., 3CFS, Chiba Univ.)

RBET T FICEIIBEOHEIXNS—DES FICHT 3 IRROME

Theoretical Studies on Excitation Energy Fluctuations of Pigments in a Light-Harvesting Complex

Masahiro Higashi', Shinji Saito? ('Fac. Sci. Univ. Ryukyus, 2IMS)

OEC O Kok-S2 IKEED RIS:E ML O FHBEICEIT 5 BILYP &% : Mnd OEHIKSFO 70O b {LiKE

A B3LYP study on molecular structures of active site at the Kok-S2 state of OEC: protonation states of Mn4-ligated water molecules
Tomoya Ichino, Masaki Mitani, Yasunori Yoshioka (Grad. Sch. Eng., Univ. Mie)

K53 Mn,Ca 7 5 25— S, IKEBICRT 3 ERAVFE

Theoretical Study of the S; state of the Mn,Ca-cluster in Photosystem II: A compact chair form consisting of the short Mn-Mn pairs
Makoto Hatakeyama', Kouji Ogata', Satoshi Yokojima?, Shinichiro Nakamura' (' Wako Inst., Riken, 2Sch. Pharm., Tokyo Univ. Pharm. Life Sci.)
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2P257

2P258

2P259

2P260

2P261

2P262

2P263

2P264

2P265

2P266

2P267

2P268

2P269

KA REFREROPSI-OEC) DI FHEIE & BERRBEIC OV T OERIOMARE

Theoretical investigation on the conformation-charge relationship of the photosystem II oxygen evolving complex (PSII-OEC)

Mitsuo Shoji!, Hiroshi Isobe?, Shusuke Yamanaka®, Jian-Ren Shen?, Kizashi Yamaguchi® (\Grad. Sch.of Pure & App. Sci., Univ. Tsukuba, *Grad.
Sch. Nat. Sci. & Tec., Okayama Univ., *Grad. Sch. Sci, Osaka Univ)

CafRE& SriBiR% L/ Mn 75 X% —0ENDOREICE BHR

ENDOR studies on Ca depleted and Sr substituted Mn cluster in photosystem II

Hiroki Nagashima', Nakajima Yoshiki?, Jian-Ren Shen?, Hiroyuki Mino' ('Grad. Sch. Sci., Nagoya Univ., >Grad. Sch. Nat. & Tech., Okayama
Univ.)

Target analysis of the photosystem II-enriched membrane: The effect of oxidizing agent on fluorescence quenching in PSII

Ahmed Mohamed', Ryo Nagao?, Takumi Noguchi?, Hiroshi Fukumura', Yutaka Shibata! ('Grad. Sch. Sci., Univ. Tohoku, >Grad. Sch. Sci., Univ.
nagoya)

19. WEHREY EM4EEEZR / 19. Radiobiology & Active oxygen
BRICFERENBT - FLADOFERLL

Ultrasound-induced activation of caged compounds
Haruko Koura', Risa Fuji', Asuka Kato!, Masato Mutoh?, Wakako Hiraoka! ('Dept. Phys., Grad. Sch. Sci. & Tech., Meiji Univ., 2Dept. Mater. &
Human Env. Sci., Shonan Inst. of Tech.)

20. &4 DIEEE - 1L / 20. Origin of life & Evolution

/074X RNA EREBERZ AV HBREMN RNA BAERD, S5, HFL dsRNA BREBEI RR S AL

A novel dsRNA replication mode was suggested from the in vitro RNA selection using Norovirus RNA replicase

Hidenao Arai', Koichi Nishigaki?, Naoto Nemoto', Miho Suzuki!, Yuzuru Husimi? (\Grad. Sch. Sci. Eng., Saitama Univ., >Professor Emeritus,
Saitama Univ.)

phi29DNA HRERE2E > -BCERROMEIL

Establishment of a self-replication system using phi29 DNA polymerase

Yoshihiro Sakatani', Norikazu Ichihashi!?, Tetsuya Yomo'>? (!Grad. Sch. Inf., Univ. Osaka, *2JST, ERATO, 3Grad. Sch. Bio., Univ. Osaka)

21A. 7/ LEWZF - 4/ LEE / 21A. Genome biology: Genome analysis

BFHNFEHEZRAVER 7 NLF Y REBIKE G 2 /N7 EEO HEERARR

Structural analysis of interaction between 2 adrenergic receptor and G-protein using molecular dynamics simulation

Hidenori Sakaki', Masami Ikeda?, Makiko Suwa'? ('Biol. Sci., Grad. Sci. Eng., Aoyama Gakuin Univ., >?Chem. Biol. Sci., Sci. Eng., Aoyama
Gakuin Univ.)

Global clustering of whole organisms enabled by the GP method

Harshita Sharma', Fumihito Ohtani', Parmila Kumari', Deepti Diwan', Miho Suzuki', Naoto Nemoto!, Takuyo Aita?, Koichi Nishigaki! (‘Dept. of
Functional Materials Science, Graduate School of Science and Engineering, Saitama University, >Graduate School of Information Science and

Technology, Symbiotic Network Design Laboratory, Osaka University)

21B. 7/ LEWZF &/ L& / 21B. Genome biology: Genome structure

Super-resolution imaging of chromatin domains in living mammalian cells

Tadasu Nozaki'-2, Tomomi Tani?, Sachiko Tamura!, Takeharu Nagai*, Kazuhiro Maeshima! ('Natl. Inst. Genet., *Inst. Adv. Biosci., Keio Univ.,
3Marine Biological Laboratory, *ISIR, Osaka Univ.)

HEBBOROMAIC “BEEIPFERLER PEFEETS?

Are there transcriptionally inactive regions localized in a budding yeast nucleus?

Naoko Tokuda, Shin Fujishiro, Masaki Sasai (Grad. Sch. Engr., Univ. Nagoya)

Computational chromosome conformation sampling of human diploid genome

Shin Fujishiro, Naoko Tokuda, Masaki Sasai (Grad. Sch. Eng., Univ. Nagoya)

22A. £&H1EHRENE  #8iE4 / X 7 X / 22A. Bioinformatics: Structural genomics

HBHEICEKS BV S NIE— S NIB Ny X TR—-XFiRliE

A protein-protein docking prediction method not relying on the shape complementarity

Atsushi Hijikata, Masafumi Shionyu, Tsuyoshi Shirai (Nagahama Inst. Bio-Sci. Tech.)

7 — % ~N— 2 IDEAL DO#iteE & MR AL ERE OS] - HELR

The update of the IDEAL database, and sequence and structure comparisons of intrinsically disordered regions

Satoshi Fukuchi!, Takayuki Mamemiya?, Shigetaka Sakamoto?, Yukiko Nobe?, Yumiko Kado?, Kazuo Hosoda', Ryoutaro Koike?, Hidekazu
Hiroaki*, Motonori Ota? (' Maebashi IT, *Nagoya Univ. SIS, *Holonics, *Nagoya Uni. BMS)
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2P270 GGIP : GPCR-GPCR Interaction Pair Predictor
Wataru Nemoto' 2, Yoshihiro Yamanishi®, Vachiranee Limviphuvadh®, Hiroyuki Toh? (\Grad. Sch. Sci and Eng., TDU, >CBRC., AIST, *MiB.,
Univ. Kyushu, *BII., A*STAR)

2P271 Re-docking |- & > TEREFHRBEN ZEBON I F NV EFFREADFH OB
Analysis of properties of protein-protein interaction surface areas involved in more near-native complexes by Re-docking scheme
Nobuyuki Uchikoga', Yuri Matsuzaki?, Masahito Ohue®#, Yutaka Akiyama>*, Takatsugu Hirokawa® (' Dept. Phys., Chuo Univ., >ACLS, Tokyo
Tech, 3JSPS Res. Fellow, *Grad. Sch. Inform. Sci. and Eng., Tokyo Tech., >MolProf, AIST)

2P272 A Ligand Based Virtual Screening method that takes into account of protein-ligand interactions
Koya Kato, George Chikenji (Sasai group, Department of Computational Science and Engineering, Graduate School of Engineering, Nagoya
University)

24. FIBEMF / 24. Mathematical biology

2P273 @S AT LICE T ZEROBERETEE
Fitness Value of Information in Biological Systems
Tetsuya J. Kobayashi!, Yuki Sughiyama? (\/IS, Univ. Tokyo, >College of Arts and Sciences, Univ. Tokyo)
2P274 Detecting the selection acting on heterogeneous cell phenotypes without environmental perturbation
Takashi Nozoe, Yuichi Wakamoto (Univ of Tokyo)
2P275 ELEERROBERRAT S 12—
Optimal growth schedule of holometabolous insects
Ken-ichi Hironaka'?, Yoshihiro Morishita! ('RIKEN CDB, %2JSPS Research Fellow)
2P276 BFE&ET S HERABREICHNT IR T7TO—F
Algebraic approach to time-inhomogeneous birth-death processes
Jun Ohkubo (Grad. Sch. Informatics, Kyoto Univ.)
2P277 SHEMRBICE T I3BENEHERMBEFENETIVE
Modeling of spatial distribution and orientational order of cilia mediated by multi-ciliated cells
Hironobu NOGUCHI!, Shuji ISHIHARA? (! Graduate School of Arts and Sciences, the University of Tokyo, ?Department of Physics, School of
Science and Technology, Meiji University)
2p278 TA47/A7 LA TF—SILESHEYMOBIRFRRES & L HEORF
Analysis of between gene fluctuation and function of plants based on microarray data
Kodai Hirao', Atsushi Nagano? ('Dept. of Mathematical and Life Sciences, Hiroshima Univ., *Center for Ecological Research, Kyoto Univ.)
2P279 LZERIGICE T 3D BEROERER
Mathematical Analysis of Small Number Effect in Biochemical Reactions
Nen Saito, Yuki Sughiyama, Kunihiko Kaneko (Grad. Sch. Art. Sci., Univ. Tokyo)
2P280 ATEEFERBICETZITRLF -2 —BEFOR
Effects of downstream reporter genes on synthetic genetic circuits
Takefumi Moriya', Masayuki Yamamura', Daisuke Kiga'? (! Tokyo Institute of Technology, Department of Coputational Intelligence and Systems
Science, *Tokyo Institute of Technology, Earth-Life Science Institute)
2p281 By FRAEBOMIETT IV
Mathematical modeling of molecular discrimination system
Masashi Kajita!, Kazuyuki Aihara'?, Tetsuya J. Kobayashi'-? (\Department of Mathematical Informatics, Graduate School of Information Science
and Technology, The University of Tokyo, *Institute of Industrial Science, The University of Tokyo)

25. FEFf - £k XL/ 25. Nonequilibrium state & Biological rhythm

2P282 HPKFHICEBIETFHEAIHRY X7 4
Nonequilibrium artificial cell system based on water-in-oil microdroplet
Masahiro Takinoue'?, Haruka Sugiura', Hiroyuki Kitahata3, Yoshihito Mori* (\Interdisciplinary Grad. Sch. Sci. & Eng., Tokyo Tech., *PRESTO,
JST, 3Dept. Phys., Chiba Univ., *Dept. Chem., Ochanomizu Univ.)
2p283 HIBEH#MO OO /OFRETERE Y b
Microfluidic chemostat for cell density control
Manami Ito', Haruka Sugiura!, Masahiro Takinoue!-? (\Interdisciplinary Grad. Sch. Sci. and Eng., Tokyo Institute of Technology, >PRESTO, JST)
2P284 HMANEEE AV EERBAZERISEOHEEER
Interaction among nonlinear chemical reactions based on microdroplets
Tomoya Okuaki', Haruka Sugiura!, Masahiro Takinoue'-? (\Interdisciplinary Graduate School of Science and Engineering, Tokyo Institute of
Technology, >PRESTO, JST)
2p285 BEMICRE T 3 EERIKNFOLE,. EiE. AED
Translational, rational, circular motions of self-driven complex-shaped microparticles
Masayuki Hayakawa', Hiroaki Onoe?, Ken H. Nagai®, Masahiro Takinoue'* (' Interdisciplinary Grad. Sch. Sci. and Eng., Tokyo Tech., *Dept. of
Mech. Eng., Keio University, 3School of Materials Science, JAIST, *PRESTO, JST)
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2P286

2P287

2P288

2P289

2P290

2P291

2P292

2P293

2P294

2P295

2P296

2P297

2P298

2P299

2P300

The analysis of energy transfer in Chaotic Dynamical Systems 2
Mami Kushida', Kana Fuji', Mikito Toda?, Hiroshi Fujisaki® (!Grad., Univ. Nara-wu., >Univ. Nara-wu., >NMS)

26. £t / 26. Measurements

AAX=IVINAAT—h—52AVEENHRIRBOEHOFVF I TINFARX=S0 T8N —2 AT LORETINT) XL
23k

Development of the cell imaging biomarker identification algorism for on-chip multi imaging cell sorter system

Masao Odaka', Hyonchol Kim!, Mathias Girault', Akihiro Hattori', Hideyuki Terazono!-?, Kenji Matsuura!, Kenji Yasuda'? (\Kanagawa Academy
of Science and Technology, *Tokyo Medical and Dental University)

BRHRBEDLHDA X - INAF7—h—  MPRERIFAMIEBY 5 X 5 —REOH

Imaging biomarkers for identification of target cells: Identification of clustered circulating tumor cells as an example

Hyonchol Kim!, Hideyuki Terazono'?, Akihiro Hattori!, Masao Odaka', Mathias Girault'!, Kenji Yasuda!? (\KAST, %Inst. Biomat. Bioeng., Tokyo
Med. Dent. Univ)

Optimization of the cell encapsulation in the water in oil droplet using 3D printed object

Mathias Girault', Akihiro Hattori!, Hyonchol Kim', Kenji Matsuura', Masao Odaka!, Yumi Mikami', Hideyuki Terazono'?, Kenji Yasuda'>?
('Kanagawa Academy of Science and Technology, >Tokyo Medical and Dental University)

Single particle detection of influenza virus by micro droplet array

Shuho Kidokoro!, Kazuhito V. Tabata!, Hiroyuki Noji! (\Department of Applied Chemistry, Graduate School of Engineering, The University of
Tokyo, *PRESTO, JST)

KPILRESHLEL—Y-—RRFTET— a3 UNTIVOEFERBEBI X -2 0T

Fast temperature measurement following single laser-induced cavitation inside a microfluidic gap

Madoka Suzuki'2, Pedro A. Quinto-Su’, Claus-Dieter Ohl* (! WABIOS, Singapore, *Org. Univ. Res. Initiatives, Waseda Univ., 3ICN, UNAM,
Mexico, *SPMS, NTU, Singapore)

IRENFIRERAS H RSV BRREMREIC L 222 B OS FHEIERR

Molecular structural analysis of human hair samples by VSFG detected IR super-resolution microscopy

Makoto Sakai', Yukihisa Watase?, Kohei Ushio!, Haruki Ishikawa?, Masaaki Fujii', Shinobu Nagase?, Takashi Itou® (' Tokyo Institute of
Technology, *Kitasato University, *Kao Corporation)

BEFMRO A /NN A EEHEE O T A I R FEHE

Measurements of impuls responce and strein energy for a single myoblast

Takayuki Hoshino, Yuki Miyazako, Akira Wagatsuma, Kuihiko Mabuchi (/PC, UTokyo)

A4 7O0BE7 LA EICE T IERHUE—MRDS L E— T2 IN=- L ZEREELNERT

Non-firing impedance-based electrophysiological analysis of single cells on micro-electrode arrays

Kenji Matsuura', Akihiro Hattori!, Fumimasa Nomura?, Hideyuki Terazono?, Kenji Yasuda'? (\Kanagawa Academy of Science and Technology,
2Tokyo Medical and Dental Univ.)

a-Si:H e EEHEHTR L ER S FEAREREICLZINIF Y

Biosensor using electrochemical biomolecular element photo-controlled on hydrogenated amorphous silicon film

Yutaka Tsujiuchi!, Hiroshi Masumoto?, Takashi Goto® (\Dept of Mat Sci & Eng, Akita Univ, 2FRIS, Tohoku Univ, *Inst for Mat Res, Tohoku Univ)

27. N FA A4 A= 2% / 27. Bioimaging

B X —JHBASRKEICELBZ ST I v VEHBRAA IS & 5 8BIF

Live cell analysis of organelle dynamics using temporal image correlation spectroscopy

Yasuo Takahashi, Isao Sakane (Olympus Corporation)

I RAENANAMBE L UPABRBOIREI X—-D T

Noninvasive in vivo imaging of tumor cells and tissue in mouse auricles

Sayaka Kita (Dept. of Physics, University of Tokyo)

RAERISMH 2 > 787 & PDLIM2 OiEtE(L 5 F1418 D AZEA

The elucidation of the molecular mechanism of PDLIM2 activation

Satoshi Toriyama'2, Yuma Ito'?, Takashi Tanaka?, Makio Tokunaga'?, Kumiko Sakata-Sogawa!? (\Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech.,
2IMS, RIKEN)

BRELZENSEOHE, SRWME LT IF L/ OFM1FIIR

Dynamics of actin and actin assoicate proteins estimated from superresolution image data

Kaoru Katoh'2, Saori Mimatsu'?, Minami Tanaka'? ('Biomed RI, AIST, >Grad. Sch. Life & Enviromental Sci.)

DMV FAABFRINET 57 4 — EXAFBEHRBARATRE 2 AVABISHRO 3D-1 X -2 TAOHRE

The challenge to intact cell 3D-imaging by dual-axis Cryo-electron tomography and correlative light imaging

Ruriko Ogawa!, Takako M. Ichinose!, Rina Nagai!, Kazuhiro Aoyama®?, Atsuko H. Iwane'? ('Cell Field Struc., OBiC, Riken, *Spec. Res. Promot.
Group, Grad. Sch. Fronti. Biosci., Osaka Univ., 3Application Lab., FEI JAPAN)
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FIB (Focused Ion Beam: £5R1 Z 2 E—LMTI) -SEM IC& 3 &ML NN, F/ XT—IV3EEEETOMBRAROTRIL
Visualization of cell cycle by three-dimensional FIB-SEM with nanoscale resolution at whole cell level

Rina Nagai!, Keisuke Ohota!-2, Takako M. Ichinose!, Akinobu Togo?, Atsuko H. Iwane'-? (!Cell Field Struc., QBiC, Riken, *Anatomy, Med.,
Kurume Univ., 3Spec. Res. Promot. Group, Grad. Sch. Fronti. Biosci., Osaka Univ.)

1RY7 /O UVZBHANKEEICS T3 BEESHEICEAD 3 BENER

Functional mutations in N-terminal region of type 1 ryanodine receptor in malignant hyperthermia

Toshiko Yamazawa', Takashi Murayama?, Hideto Oyamada?, Junji Suzuki®, Nagomi Kurebayashi?, Kazunori Kanemaru*, Maki Yamaguchi',
Shigeru Takemori!, Masamitsu lino* (' Dept Mol. Physiol., Jikei Univ. Sch. Med., ?Dept. Pharmacol., Juntendo Univ. Sch. Med., >Dept. Pharmacol.,
Sch. Med., Showa Univ., 4Dept. Pharmacol., Grad. Sch. Med., The Univ.Tokyo)

Development of Nano Electrochemical Mircoscope for living cell imaging

Yasufumi Takahashi', Sen Mustafa?, Yoshiharu Matsumae?, Kosuke Ino?, Hitoshi Shiku?, Tomokazu Matsue'-? (! Tohoku University, WPI-AIMR,
2Tohoku University, Graduate School of Environmental Studies)

Real-time fluorescence imaging of quantum dot-loaded single synaptic vesicles

Masashi Ohmachi, Tomoyuki Takahashi (OIST)

RFENBEHMEPRANAERBEILL > THEENAT - XD -T2 xRICBENBELZHET 3 HE

A method for calculating the solvation structure from force curves measured by atomic force microscopy and surface force apparatus
Ken-ichi Amano (Grad. Sch. Eng., Kyoto Univ.)

HEICETIREREZVNVEDH/—FLVIxvEV R

Cathodeluminescence of Green Fluorescent Protein in Cell

Kazuyoshi Murata', Ryusuke Ueno?, Naoki Yamamoto?®, Hideji Murakoshi!, Kuniaki Nagayama®, Hiroki Minoda? (' National Institute for
Physiological Sciences, *Tokyo University of Agriculture and Technology, 3Tokyo Institute of Technology, *The Graduate University for Advanced
Studies (SOKENDAI))

MRS FEEBRSERATOEORR

Glycine-inserted mutant Forster resonance energy transfer (FRET) fluorescent protein to evaluate intracellular crowding

Takamitsu Morikawa', Hiroaki Machiyama?, Kazuko Okamoto?, Keiko Yoshizawa?, Hideaki Fujita?3, Taro Ichimura’, Katsumi Imada®*, Takeharu
Nagai®, Toshio Yanagida'>3, Tomonobu Watanabe!?3 (! Graduate School of Frontier Bioscience, Osaka University, >WPI, Immunology Frontier
Research Center, Osaka University, *RIKEN Quantitative Biology Center (QBiC), *Department of Macromolecular Science, Graduate School of
Science, Osaka University, >Institute of Sciencific and Industrial Research Center, Osaka University)

FHNBRIFAX—F VTILEBEE - T FF VDR FRATAE

Orientation-sensitive IR super-resolution imaging of human hair a-keratins

Kohei Ushio', Yukihisa Watase?, Haruki Ishikawa?, Masaaki Fujii!, Makoto Sakai' (' Tokyo Institute of Technology, *Kitasato University)
FNAZIOERIAE—LY FXBRERSA X - T

Cryogenic coherent X-ray diffraction imaging of cellular organelle particles

Yuki Sekiguchi!?, Amane Kobayashi', Saki Hashimoto!~, Tomotaka Oroguchi'-?, Masayoshi Nakasako'?, Yuki Takayama?, Koji Yonekura?,
Masaki Yamamoto?, Yayoi Inui®, Sachihiro Matsunaga?, Yuichi Ichikawa®*, Hitoshi Kurumizaka®, Mitsuhiro Shimizu® ('Sci. Tech., Keio Univ.,
2RIKEN SPring-8 Center, 3Sci. Tech., Tokyo Univ. Sci., *Sci. Tech., Waseda Univ., *Sci. Tech., Meisei Univ.)

Real-Time Observation of Single Macromolecular Rotation Using Gold Nanorods

Wen-Hsuan Chang, Hung-Wen Li (Department of Chemistry, National Taiwan University)

EHBICETZ 1B TFREEMRNA A X =SV TDODT7 U F L 270-T O

Development of potent antisense probes for imaging individual endogenous mRNA in live cells

Shunsuke Takeda', Kohki Okabe'?, Takashi Funatsu' ('Grad. Sch. Pharma. Sci., Univ of Tokyo, 2JST, PRESTO)
LEEEMARBADND 7 LREICHET 5 GECO XR{FRT

A series of GECO mutants suitable for calcium imaging in a wide range of calcium concentration

Morio Ohki'?, Yuma Ito!?, Kumiko Sakata-Sogawa'-2, Makio Tokunaga'? ('Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech., 2IMS, RIKEN)

7 22 —EFRERS K EOEFRNEFRGREL EEHMBOEEERAOKR

Optimization in raster image correlation spectroscopy and application of quantitative live cell measurements

Takashi Horio', Johtaro Yamamoto?, Akira Sasaki®, Masataka Kinjo? ('Lab. Mol. Cell Dynamics, Grad. Life Sci., Hokkaido Univ., ?Lab. Mol. Cell
Dynamics, Fac. Adv. Life Sci., Hokkaido Univ., >Biomedical Research Inst., AIST.)

28. NMAIT > =T > /28. Bioengineering

YR —LEEEERAWVWENAT VY RI V) ) - LOBE

Development of hybrid exosomes by liposome fusion

Yuko Sato'?, Kaori Umezaki'?, Shin-ichi Sawada'?, Sada-atsu Mukai'?, Kazunari Akiyoshi'? ('Grad. Sch. of Engineering, Kyoto Univ., 2JST-
ERATO)

BEBBHAI7 X —N\OHEEICETT

Toward creating an autonomous mobile artificial amoeba

Yoshiaki Tanaka', Yuichi Hiratsuka?, Kei Fujiwara’, Satoshi Murata', Shin-ichiro M. Nomura! (\Grad. Sch. Eng., Tohoku Univ., Sch. Matl. Sci.,
JAIST, 3Grad. Sch. Sci. Tech., Keio Univ.)
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96 7C ANSI/SBS 75 v b7 # — LD 3 S EBEE PCR & BUAZRR ST (C 8 VT 7= REE 3D B & IEHE 4 0R BE H 1B O B 58

A temperature-control technique with great accuracy and uniformity for a ANSI/SBS plate for 3-min PCR and a melting curve analysis
Hideyuki Terazono', Hyonchol Kim?, Kenji Matsuura?, Akihiro Hattori?, Fumimasa Nomura!, Kenji Yasuda'? (! Tokyo Med. Dent. Univ.,
2Kanagawa Acad. Sci. Tech.)

Peptide-based ligand screening system for G protein-coupled receptors (GPCRs) using water-in-oil microdroplets

Takashi Sakurai', Ryo lizuka', Yasuyuki Nakamura?, Jun Ishii®, Rui Sekine*, Yoon Dong H.4, Tetsushi Sekiguchi®, Akihiko Kondo?, Shuichi
Shoji*, Takashi Funatsu! (!Grad. Sch. of Pharm. Sci., Univ. of Tokyo, >Grad. Sch. of Sci. and Tech., Kobe Univ., *Org. of Advanced Sci. and Tech.,
Kobe Univ., *Major in Nanosci. and Nanoeng., Waseda Univ., *Nanotech. Research Center, Waseda Univ.)

96 7 LIV SBS 7 # —7 v b TN OREISEIRRRITO /2D DX F R OBARE

Investigation of wide range optical set-up for simultaneous real-time analysis of 96-well SBS formatted samples

Akihiro Hattori!, Hideyuki Terazono?, Kenji Matsuura!, Hyonchol Kim'!, Masao Odaka!, Mathias Girault', Kenji Yasuda'? (\Kanagawa Academy
of Science and Technology, *Tokyo Medical and Dental University)

FI/XRTPEF IRy MCEIT 3 DNABBEYSIF IV R

DNA dynamics and translocations though solid-state nanopore and nanoslit

Yuta Kato, Shohei Kawaguchi, Kensaku Shibasaki, Kentaro Ishida, Toshiyuki Mitsui (Coll. of Sci. & Eng., Aoyama Gakuin Univ.)

BT / K7 O DNA &8 & £ DEEHEZR

DNA motions near a nanopore with a voltage controlled gate embedded in dielectrics

Shohei Kawaguchi, Yuta Kato, Kensaku Shibasaki, Kentaro Ishida, Toshiyuki Mitsui (Coll. of Sci. & Eng., Aoyama Gakuin Univ.)

T4 70KTT Y A MENIBAEMKSBEEER ORE SRR

Kinetic analysis of microwave assisted enzymatic protein digestion

Arata Shiraishi', Hiroya Osoegawa!, Takeo Yoshimura'-2, Shokichi Ohuchi! ('Dept. Biosci. & Bioinform., Kyushu Inst. Tech., *Dept. Appl. Biol.
Sci. Tokyo Univ. Sci)

BRLREHNBNTCOY A/ ORBHERRK

Microwave irradiated enzyme reaction under controlled temperature

Kengo Kawachi, Fujiko Aoki, Arata Shiraishi, Shokichi Ohuchi (Dept. Biosci. & Bioinform., Kyushu Inst. Tech.)

WREOV M 7 QIEMBIEE

Microwave heating cultivation of Thermus thermophilus

Wataru Nagayoshi!, Ryota Nakama', Takeo Yoshimura?, Makoto Kodama?, Shokichi Ohuchi' ('Dept. Biosci. & Bioinform., Kyushu Inst. Tech.,
2Dept. Appl. Biol. Sci., Tokyo Univ. Sci., 3Vessel Inc.)

£3H8B (9HF27H (+)) “Day 3 (Sep. 27 Sat.) X7&—JL / Main Hall
O1A. EAHE : # / 01A. Protein: Structure

BRI VNVEPBKHMRETICSVWTIRTEEBEORWVCETIBEXNT77O0—F

Different sensitivity of various fluorescent proteins to hydrophobic environments

Suguru Asai, Hide A. Konishi, Kunio Takeyasu, Shige H. Yoshimura (Grad. Schl. Biostudies., Univ. Kyoto)

BRPTCEME LT T O X REMEEHR

X-ray diffraction study of aligned collagen fiber

Yasunobu Sugimoto!?, Sakurako Hayashi’, Sayaka Hayashi?, Nobuhisa Watanabe'-2, Shinji Kamimura*, Takanori Kihara® (\Nagoya Univ.
Synchrotron Radiation Research Center,>Grad. Sch. Eng., Nagoya Univ., Fac. Eng., Nagoya Univ., *Fac. Sci. & Eng., Chuo Univ., >Fac.
Environmental Eng., Univ. Kitakyushu)

AT =2a V& 74 vT4 VT - BREEBRET Y TAOEROVTIZy bOHTIIOEEE -

Segmentation & fitting algorithm for multiple subunit fitting into a low resolution density map

Takeshi Kawabata, Hirofumi Suzuki, Haruki Nakamura (/nst. Prot. Res., Osaka Univ.)

BETF—AN-Z2PD I RABFEMRT -2 OBREBRE 71 v T4 T

Shape comparison of 3D electron microscopy data using both feature-vectors and GMM-based superimpositions

Hirofumi Suzuki'?, Takeshi Kawabata', Haruki Nakamura'? (\/PR, Osaka-u, >PDBj)

ZEVIRNNE VNI OERBRICETZF1F I v I EEFRAE  HBRV ORI

An analysis of Dynamic Electron Paramagnetic Resonance Lineshape for a Denaturation Process of Spin-labeled Protein

Yasunori Ohba!, Tetsuya Itabashi!, Munehito Arai?, Jun Abe?, Toshikazu Nakamura®, Satoshi Takahashi', Seigo Yamauchi' ('IMRAM, Tohoku
Univ., *Grad. Sch. Art and Sci, Univ. Tokyo, *IMS)

TEM BRI FHETE AREBFHEME (ASEM) KL 32NN BHEARBRORE

TEM single particle reconstruction and atmospheric SEM of protein complex formations

Chikara Sato, Kazuhiro Mio, Nassirhadjy Memtily, Mari Sato, Tatsuhiko Ebihara, Toshihiko Ogura (Biomed-Ri., AIST)

Systematic structural study of single amino acid insertion mutants of YFP

Rumika Tanaka', Keiko Yoshizawa?, Tomonobu Watanabe?, Tatsuya Kawaguchi!, Katsumi Imada' ('Grad. Sch. Sci. Osaka Univ., *QBiC, Riken.)
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BFEHNFESI1L—Y a3 &RV Hras-GTP EEAEDBHEK E EAARDKFRIES OREN

Analysis of hydrogen bonds between solvent water and atoms in the Hras-GTP complex by molecular dynamics simulations

Miyakawa Takeshi!, Ryota Morikawa!, Masako Takasu', Kimikazu Sugimori?, Kazutomo Kawaguchi?, Hiroaki Saito?, Hidemi Nagao? (! Tokyo
Univ. of Pharmacy and Life Sci., *Kanazawa Univ.)

Eff NNR AW EX 7L F ) —LICEITZER b H2A. H4 OEEREIT

Structural analysis of histone H2A, H4 in nucleosome using by solid-state NMR

Yasuto Todokoro', Yoshihito Moriwaki?, Aritaka Nagadoi?, Hiroaki Tachiwana?, Hitoshi Kurumizaka?, Yoshifumi Nishimura? (!Grad. Sch. Sci.,
Osaka Univ., *Grad. Sch. Med. Life Sci., Yokohama City Univ., 3Sch. Adv. Sci. & Eng., Waseda Univ.)

HIEBERTFRE RPL AT IV RAL EDEEYIaL—-2ay

Docking simulation of cell adhesion peptide and a2p1 integrin I domain

Hironao Yamada!, Takeshi Miyakawa!, Ryota Morikawa!, Fumihiko Katagiri?, Kentaro Hozumi?, Yamato Kikkawa?, Motoyoshi Nomizu?,
Masako Takasu! (Sch of Life Sci, Tokyo Univ of Pharm and Life Sci, 2Sch of Pharm, Tokyo Univ of Pharm and Life Sci)

DFTB+/ 7 b7 T 7A® REUS ZNEA

Implementation of Replica-Exchange Umbrella Sampling to the DFTB+ Simulation Package

Shingo Ito!, Yuko Okamoto!, Stephan Irle?3 ('Dept. Phys., Grad. Sch. Sci., Univ. Nagoya, *Dept. Chem., Grad. Sch. Sci., Univ. Nagoya, 3WPI-
Institute of Transformative Bio-Molecules)

Preliminary study of voltage-gated proton channel in activated state for X-ray crystallography

Wataru Kumano!, Kohei Takeshita'?, Kohta Emura!, Eiki Yamashita!, Yasushi Okamura®, Atsushi Nakagawa! (\IPR., Osaka Univ., *IAL, Osaka
Univ., 3Grad. Sch. Med., Osaka Univ.)

7304 FpOBERE I

Conformational Search of Amyloid p Peptide II

Satoshi Yokojima'-? (! Tokyo Univ. of Pharmacy and Life Sci., School of Pharmacy, *RIKEN)

ERBEOZREEKHRICEAD 3 HEERICET 3 ERNMAR

Theoreical analysis of molecular interactions in secondary strucutures of proteins

Yu Takano, Ayumi Kusaka, Haruki Nakamura (/PR, Osaka University)

AL SHEELESEE MIp24,MIp37 DY 2 NREHEE

Ligand recognition mechanism of Mlp24 and Mlp37, chemoreceptor proteins of Vibrio cholerae

Yohei Takhashi', Kazumasa Sumita!, Yumiko Uchida!, So-ichiro Nishiyama?, Ikuro Kawagishi?, Katsumi Imada' ('Grad. Sch. Sci. Osaka Univ.,
2Dept. Front. Biosci. Sci., Hosei Univ.)

DFG-out A7 # X—% 3 %&#D MEK1 #&

Structure of MEK1 in DFG-Out conformation

Setsu Nakae!, Daishuke Fujiwara?, Katsuya Doko?, Tsuyoshi Shirai', Toshiji Tada? ('Dept. BioSci., Nagahama Inst. Bio-Sci. Tech.,, *Grad.
Sch.Sci., Osaka Pref. Univ.)

2D hybrid analysis: A new approach to build 3D atomic model from 2D EM image

Atsushi Matsumoto', Junichi Takagi?, Kenji Iwasaki? ('JAEA, 2Osaka University)

Structural analysis of the intron-encoded domain of herstatin

Daisuke Tashiro', Yuuki Hayashi', Munehito Arai'? (\Dept. of Life Sci., Univ. Tokyo, >PRESTO, JST)
BFHNEEEAVESETICE TS c-MybR2 FX I DF v ET A EREBETILS LTRSS E & OMERF

A relationships among compression of the cavity of c-MybR2, conformational changes and fluctuation under high-pressure using MD
simulation

Takuya Sogabe!', Hisashi Yoshida!, Kazuyuki Akasaka? (\Graduate school of Biology-Oriented Science and Technology, Kinki University,
2Department of Computational Systems Biology, Faculty of Biology-Oriented Science and Technology, Kinki University)

01B. EAHE : #8:E#EE48R / 01B. Protein: Structure & Function
EX23IVH SBAOHFRRREENECHT 3 ER0ME

Computational study on the intramolecular signaling mechanism of histamine receptor

Yuko Ishii, Takakazu Ishikura, Takahisa Yamato (Grad. Sch. Sci., Nagoya Univ.)

KesA BV I LF + RIVOFBEANDBEELHICHS T2 FIBS ENHX

The Enhancement of Structural Fluctuations Prior to The Opening Conformational Changes of The KcsA Potassium Channel

Hirofumi Shimizu, Masayuki Iwamoto, Yumiko Oota, Shigetoshi Oiki (Univ.Fukui.Fac.Med.Sci)

Coarse-grained Generalized Born and surface area models and its application to protein docking

Le Chang', Wenfei Li%, Naoto Hori!, Shoji Takada! (\Grad. Sch. Sci., Kyoto Univ., 2Dept. Phys., Nanjing Univ.)

Factor Xa (CX ¥ 2 ZAEH A FOHESEHAL V¥ —:3D-RISM 518

Predicting binding free energy of drug candidates to Factor Xa : 3D-RISM study

Sayaka Kohara'!, Masatake Sugita?, Masanari Matsuoka!, Takeshi Kikuchi', Fumio Hirata' (' Dept. Bioinf., Col. Life Sci., Ritsumeikan Univ., *Res.
Org. Sci. Tech., Ritsumeikan Univ.)

ZHBH b F 2 2K — 52— AcrB DIEEEIGEHEE O3 T 3 MIEHIE

Physical Picture for Mechanism of Conformational Rotation of Multidrug Transporter AcrB

Hirokazu Mishima', Hiraku Oshima?, Satoshi Yasuda?, Masahiro Kinoshita? ('Grad. Sch. Energ. Sci., Kyoto Univ., *Inst. Adv. Energ., Kyoto Univ.)
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Conformational motions in protein machines: elastic-network computational studies

Holger Flechsig (Department of Mathematical and Life Sciences, Graduate School of Science, Hiroshima University)

HERSIUVERE CYP2B6 DESH S HEYRBMICE A IHEDOHTE

Computational studies for the influences of protein flexibilities on enzymatic activities of the wild type and mutants of CYP2B6
Akifumi Oda'2, Kana Kobayashi’, Yurie Watanabe!, Shuichi Fukuyoshi!, Masahiro Hiratsuka*, Noriyuki Yamaotsu®, Shuichi Hirono®, Ohgi
Takahashi® (' Faculty of Pharmacy, Inst. Med. Pharm. Health Sci., Kanazawa Univ., 2Inst. Protein Res., Osaka Univ., *Faculty of Pharm. Sci.,
Tohoku Pharm. Univ., *Grad. Sch. Pharm. Sci., Tohoku Univ., >Sch. Pharmacy, Kitasato Univ.)

F NI FFAONENBEREEOHHMA T —HRLETNVICLBHA

Classification of Mechanical Communication in Proteins: A Coarse-Grained Study

Yuichi Togashi (RCMCD, Grad. Sch. Sci., Hiroshima Univ.)

HREFFL I2L—2a»IicE 3 MEKI-ERK2 HEERAORE

Interactions of MEK1 with ERK2 in mammalian MAPK pathway studied by coarse-grained molecular simulations

Ryo Kanada, Shoji Takada (Grad. Sch. Sci., Univ. Kyoto)

FrETF—DEOEREEFRNTS

Cavity controls protein function

Kazuyuki Akasaka (Kinki University Institute of Advanced Technology High Pressure Protein Research Center)

V=2 v TNEVH Y FESBUOEEN X A WIBLENFHICHT 3HMR

A Study for the Structural and Physicochemical Properties of Sociable Ligand-Binding Sites in Proteins

Yoichi Murakami, Kengo Kinoshita (Graduate School of Information Sciences, Tohoku University)
B—SPVBA)IRELETOTA(IATSATOBELEE

Gliding and binding of mycoplasma on uniform sialylated oligosaccharide

Taishi Kasai, Tasuku Hamaguchi, Makoto Miyata (Osaka City University, Graduate School of Science)

#i HIV AF APOBEC3G ODEBERHER VR T 1 7 1 » T HHEOEIFRE NMR #24f7

Substrate Recognition and Sliding Properties of an Anti-HIV Factor APOBEC3G analyzed by Real-time NMR Monitoring Strategy
Keisuke Kamba'?2, Takashi Nagata'-2, Masato Katahira'? ('Inst. of Advanced Energy, Kyoto Univ., >Grad. Sch. of Energy Science, Kyoto Univ.)
BT — € TrCel’TA DEERAHZBBICHTE38F  IaL—2Ya v HR

Molecular simulation study on the mechanism of substrate uptake in cellulase TrCel7A

Takashi Kanazawa, Minoru Sakurai, Tadaomi Furuta (Center for Biol. Res. Info., Tokyo Tech)

L7UVARBMD RU7 77XV PMOHEILEZ7ZIONNBEIT—DKPFTORERENDRER

Replica exchange MD and ab initio fragment MO calculations for searching stable conformations of amyloid-b dimer in water
Hiromi Ishimura, Akisumi Okamoto, Atsushi Yano, Noriyuki Kurita (Toyohashi University of Technology)

Elastic Network Model %Z L7z ABC b 5 >~ XK — % — D global motion O &1

Global motion of ABC transporters using nonlinear relaxation dynamics in elastic network model

Naoki Arai, Tadaomi Furuta, Minoru Sakurai (Center for Boil. Res. & inform., Tokyo Tech)

—BIRFEANEI/OE L ORBEPREED X BEREE

X-ray crystal structures of carbonmonoxy hemoglobin photolysis intermediates

Ayana Tomita!, Tokushi Sato!, Hiroki Noguchi?, Shunsuke Nozawa!, Shin-ya Koshihara®, Sam-Yong Park? Naoya Shibayama®, Shin-ichi
Adachi'?® (\Photon Factory, KEK, *Gra. Sch. Nanobiosci., Yokohama City Univ., *Dep. Mat. Sci., Tokyo Tech/JST-CREST, *Div. Biophys., Jichi
Med. Univ., >JST-PREST)

METFY A O FEORRICEG ZREREEEOREN

Elucidation of antigen recognition by antibodies toward the development of a method for antibody design

Yuko Tsuchiya, Kenji Mizuguchi (NIBIO)

MD>3alb=23VTHBINI—RAPMFTVAR=—E—ATP 7—+t (MalK) ODF1F3I 7R EWEE(L

Dynamics and Structural Changes of Maltose Transporter ATPase (MalK) as studied by MD simulations

WeiLin Hsu, Tadaomi Furuta, Minoru Sakurai (Center for Biol. Res. & Inform., Tokyo Tech)

Structural analysis of the 26S proteasome by cryo-electron microscopy and Single-Particle Analysis

Zhuo Wang', Yasuo Okuma', Daiske Kasuya?, Kaoru Mitsuoka?®, Yasushi Saeki*, Takuo Yasunaga' (\Department of Bioscience and
Bioinformatics, Faculty of Computer Science and Systems Engineering, Kyushu Institute of Technology, >Biomedicinal Information Research
Center, Japan Biological Information Consortium (JBIC), *Biomedicinal Information Research Center, National Institute of Advanced Industrial
Science and Technology, *Laboratory of Protein Metabolism, Tokyo Metropolitan Institute of Medical Science)

SRFEFENBAMFICL S Kai 2 /X7 ERHEEERAORE

Interactions between Kai Proteins observed by high-speed AFM

Shogo Sugiyama!, Mori Tetsya?, Takayuki Ucihashi!-3, Carl H. Johnson?, Toshio Ando'? (!Dept. of phys., Univ. Kanazawa, *Dept. of Biol. Sci.,
Univ. Vanderbilt, *Bio-AFM FRC., Univ. Kanazawa)

EEAFM ICL 3HIRE S 1 2 OEBRE

Observation of structural dynamics of cytoplasmic dynein by High Speed AFM

Yusuke Kumagai', Takayuki Uchihashi'?, Yoko Toyoshima?, Muneyoshi Ichikawa3, Toshio Ando'? (' College of Science and Engineering,

Kanazawa University, >Bio-AFM Frontier Research Center, College of Science and Engineering, Kanazawa University, The University of Tokyo)
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3P042 NIWPZT LTI HBBRAFHNEEIDAB 75T X bADKH
Applications of the Hamiltonian replica-permutation molecular dynamics simulations to Ap fragments
Satoru G. Itoh!'2, Hisashi Okumural? ({IMS, 2Sokendai)
3P043 Mutagenesis study of an antifreeze protein isoform from a snow-mold fungus, Typhula ishikariensis
Jing Cheng'?, Yuichi Hanada'-2, Hidemasa Kondo!?, Sakae Tsuda'? ('Grad. Sch. Life. Sci., Hokkaido Univ, *Biopro. Res. Inst., AIST)
3P044 Thgl-like % » /X7 &G O a8 & BT
The functional and structural analysis of Thgl-like protein
Shoko Kimura!, Tateki Suzuki', Jian Yu?, Keisuke Komoda?, Isao Tanaka?, Min Yao'? ('Grad. Sch. Life Sci., Univ. Hokkaido, *Fac. Adv. Life Sci.,
Univ. Hokkaido, 3Grad. Sch. Agri Life Sci., Univ. Tokyo)
3P045 Staphylococcal nuclease & Ad4-49 ERADBERR S E ORI : HREUANDFE
Analysis of the structural fluctuation in Staphylococcal nuclease and its A44-49 mutant: Insight into the enzymatic activity
Kana Fuji!, Hiroshi Fujisaki?, Tadaomi Furuta’, Rumi Shiba*, Mikito Toda! (\Nara Women's Univ., 2Nippon Med. Sch., >Tokyo Tech, *JAIST)
3P046 YUVERXFTENAEBROZBETIRICET S Glulld & Glu12l OERE
The roles of Glu114 and Glul21 of flagellin in the polymorphic transformation of Salmonella flagellar helical filament
Atsushi Ujiie, Fumio Hayashi, Kenji Oosawa (Div. Mol. Sci, and Tech, Gunma Univ)
3P047 Building an Artificial Protein Capsid
Jonathan Heddle (RIKEN)

01C. EBQE : M / 01C. Protein: Property

3P048 BRI S T (SCP 27) L& B2/ BHBRIEDRR
Analysis of protein crystallization using short Solubility Controlling Peptide tags
Yutaka Kuroda, Mohammad Islam (TUAT, Dept of Biotech and Life Sci)
3P049 Multimodal chromatography of proteins in arginine solutions
Atsushi Hirano!, Tsutomu Arakawa”, Tomoshi Kameda® ('NRI, AIST, ?Alliance Protein Lab.,*CBRC, AIST)
3P050 ZIVFr  AFOF)I7—-DOEH
Construction of ferritin hetero-oligomer
Atsushi Kurobe, Satsuki Takebe, Daisuke Sato, Kazuo Fujiwara, Masamichi Ikeguchi (Dept. Bioinfo., Soka Univ.)
3P051 EOEROBTHAIRNF—ICET3HRY 1 XHR
Finite-size effect on the charging free energy for protein system
Toru Ekimoto', Nobuyuki Matubayasi?, Mitsunori Ikeguchi! (' Yokohama City Univ., ?Osaka Univ.)
3P052 Analysis for the structural stability of chignolin
Yutaka Maruyama, Ayori Mitsutake (Dep. Phys., Keio Univ.)
3P053 EABRERWEDY b7 OL c DIALFEENBIBREICE T 5 BKINEE O
Dehydration in cytochrome c folding revealed by high pressure spectroscopy
Shohei Konno', Kentaro Doi!, Takeshi Uchida!?, Koichiro Ishimori'? ('Grad. Sch. of Chem. Sci. and Eng., Hokkaido Univ., *Fac. of Sci.,
Hokkaido Univ.)
3P054 HADRIEICL BB 2 /N7 B KaiC DEET L ORI
Conformational transition of a cyanobacterial clock protein KaiC monitored with fluorescence spectroscopy
Atsushi Mukaiyama'2, Shuji Akiyama'>? (\CIMoS, IMS, >Grad. Univ. for Adv. Studies, >RIKEN, SPring-8)
3P055 Improved Multi-Replica Metadynamics for Free Energy Calculations
Raimondas Galvelis', Yuji Sugita'-? ('RIKEN TMSL, >RIKEN AICS)
3P056 SUNTEOBERNERIAFIVAO—FFEHEZEBLAT A Y HESBHBEORAR
Development of the line confocal system for the single molecule tracking of fast folding dynamics of proteins
Hiroyuki Oikawa', Kiyoto Kamagata!, Munehito Arai?, Atsuhito Fukasawa’*, Hiroaki Yokota*, Toru Ide’, Satoshi Takahashi' (\IMRAM, Tohoku
Univ., >Grad. Sch. Arts. Sci., Univ. Tokyo, *Hamamatsu Photonics, *GPI, >Grad. Sch. Nat. Sci. and Tech., Okayama Univ)
3P057 PI/BEBRICLZIBEAENHTEET(LOERITFA
Theoretical Prediction of Thermal-Stability Changes upon Mutations of a Protein
Shota Murakami', Hiraku Oshima?, Tomohiko Hayashi?, Masahiro Kinoshita® (\Grad. Sch. Energ. Sci., Kyoto Univ., *Inst. Adv. Energ., Kyoto
Univ.)
3P058 NITIVTFHREPFOEGRERFEA4FTIVRAEHEER  REFAFHNRILLIMR
Dynamics and Interactions of Macromolecules in the Bacterial Cytoplasm: All-atom Molecular Dynamics Study
Isseki Yu!, Tadashi Ando?, Takaharu Mori', Jaewoon Jung?, Ryuhei Harada?, Yuji Sugita'>3, Michael Feig* (\RIKEN, 2RIKEN QBIC, 3RIKEN
AICS, *“Michigan State Univ.)
3P059 BliEs L UMEEE D S5 /N7 ERHEEER
Protein-protein interaction revealed by the rotational and translational motion
Akane Kato!, Etsuko Nishimoto? (!/nstitute of Biophysics, Faculty of Agriculture, Graduate School of Kyushu University, *Molecular Bioscience,
Bioscience and Biotechnology, Kyushu University)
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3P060 EBEO N XM VEBHEERICRIET R 7ITA X2 —R
Hofmeister effect on the domain-domain interaction of protein
Tomohiro Aoyama!, Etsuko Nishimoto? (‘Institute of Biophysics, Faculty of Agriculture, Graduate School of Kyushu University, *Molecular
Bioscience, Bioscience and Biotechnology, Kyushu university)
3P061 The circumventing mechanism of the folding of B-lactoglobulin
Kazumasa Sakurai!, Masanori Yagi?, Chiaki Nishimura?, Kazuyuki Akasaka', Yuji Goto* ("HPPRC, Inst. Adv. Technol., Kinki Univ., 2RIMD,
Osaka Univ., *Fac. Pharm. Sci., Teikyo Heisei Univ., *Inst. Protein Res., Osaka Univ.)
3P062 PRIATOEVDRX AV RADIEL TET =TV TDORERFIIab—2a VBN
Monomer folding versus dimer domain-swapping in apo-myoglobin studied by molecular simulations
Koji Ono!, Mashiho Ito', Shun Hirota?, Shoji Takada' ('Dept. Biophys., Grad. Sch. Sci., Kyoto Univ., >Nara Inst. Sci. Tech.)
3P063 BERICLZ7I04 PR & B8R
Ultrasonication dependent induction and degradation of amyloid fibrils
Sayaka Noda, Masatomo So, Masayuki Adachi, Yuji Goto (/nst. Protein Res., Osaka Univ.)
3P064 FHEFHIICLBIE - X7 LI VDE1F I ZAELDOHRE
Changes in the dynamics of human a-synuclein detected by neutron scattering
Satoru Fujiwara', Katsuya Araki?, Tatsuhito Matsuo!, Hisashi Yagi®, Takeshi Yamada®, Kaoru Shibata’, Hideki Mochizuki? (' QuBS, JAEA,
20saka Univ. Grad. Sch. Med., *Dept. Chem. Biotech., Grad. Sch. Eng., & GSC Cntr., Tottori Univ., *CROSS-Tokai, >J-PARC Center)
3P065 ERABFEAVEREERBEOBORENMEBICSTIERF OV REOREICEAT A
The role of histidine residues with abnormal pK, values on the stability of green fluorescent protein studied by mutagenesis approach
Taichi Andou, Kosuke Maki (Grad. Sch. Sci., Nagoya Univ)
3P066 D7 RIFTOEL O pH 4 PREGKEIEIC & 5 RREGOREREIEE
Kinetic properties of pH-induced and salt-induced intermediates of horse apomyoglobin
Yukiko Abe, Takuya Mizukami, Kosuke Maki (Grad. Sch. Sci., Nagoya Univ.)

01D. EHE : #8E / 01D. Protein: Function

3P067 KEDTFNVHVEERTEIIT /NI TITERKOBE
Toward the construction of the cyanobacterial mutants that produce high amounts of alkanes
Hisashi Kudo', Mai Watabnabe', Masahiko Ikeuchi!, Munehito Arai'-? (' Department of life sciences, the university of Tokyo, >PRESTO, JST)
3P068 TVHVERBT 37V ERARTLTE FBEALVEZVLBROT 520 X% v Y EREN
Alanine scanning mutagenesis of cyanobacterial aldehyde decarbonylase that synthesizes alkanes
Fumitaka Yasugi', Yuuki Hayashi!, Munehito Arai'? (!Dept. Life Sci., Univ. Tokyo, 2PRESTO, JST)
3P069 Pre-steady state Kinetic studies of redox reactions between FNR from Bacillus subtilis and its substrates
Daisuke Seo!, Hidehiro Sakurai?, Pierre Setif®, Takeshi Sakurai! (\Div Mat Sci, Grad Sch of Nat Sci and Tec, Kanazawa Univ., *Res Inst Photo Hyd
Prod, Kanagawa Univ., 3IBiTec-S, CEA Saclay, France)
3P070 —FFHABERBEICLS p 53 OEMEINRFESI1FT IV IAORE
Observation of the Search Dynamics of p53 for the Target DNA Sequence by Single-molecule Fluorescence Microscopy
Yuji Itoh'2, Agato Murata'?, Seiji Sakamoto!, Takehiko Wada'2, Satoshi Takahashi'?, Kiyoto Kamagata!? ('IMRAM, Univ. Tohoku, *Grad. Sch.
Sci., Univ. Tohoku)
3P071 FEAEREETBFROEHBET X W= XLILH T ZHELLEHE
Computational study on nitirite reduction mechanism in Copper-containing nitrite reductase
Masami Lintuluoto!, Yohta Fukuda®*, Tsuyoshi Inoue?, Yoshifumi Fukunishi® (!Grad. Sch. of Life and Env. Sci., Kyoto Pref. Univ., *Gad. Sch. of
Eng. Osaka Univ., *AIST, *Dep. Biochem. and Mol. Biophys. , Columbia Univ.)
3P072 FIVTPIV R o-FEPITO U DFEEFE L THET S
Polyamines Act as an Enzyme Activator for a-Chymotrypsin
Takaaki Kurinomaru, Kentaro Shiraki (Grad. Sch. Pure and Appl. Sci., Univ. Tsukuba)
3P073  BERME® GMI1 H#EHMICHT B hGal-1 & [HEK]
“Increased” affinity of hGal-1 to GM1 on membrane surface
Ryota Hori, Hirotsugu Hiramatsu, Takakazu Nakabayashi (Grad. Sch. Pharm. Sci., Tohoku Univ.)
3P074 RER7F FERAVERREMEDREROLHDOMBRI I Y-V JEORE
Novel screening method for detection system of pathogens using antimicrobial peptides
Tatsuyuki Koshiyama!, Satoshi Tomisawa', Takashi Kikukawa', Yasuhiro Kumaki', Masakatsu Kamiya', Keiichi Kawano?, Makoto Demura'
("Grad. Sch. Life Sci., Hokkaido. Univ., *Chitose Inst. Sci. Tech.)
3P075 E X 7F K human defensin 5 ® NMR | & % & 214518 O 77T
NMR analysis of the oligomerization mechanism of antimicrobial peptide human defensin 5
Arata Hashimoto, Satoshi Tomisawa, Masakatsu Kamiya, Takashi Kikukawa, Yasuhiro Kumaki, Kiminori Nakamura, Tokiyoshi Ayabe,
Tomoyasu Aizawa, Makoto Demura (Grad. Sch. Life Sci., Hokkaido Univ.)
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3P076

3P077

3P078

3P079

3P080

3P081

3P082

3P083

3P084

3P085

3P086

3P087

3P088

3P089

3P090

PLAZVERBRORGHEEEBAO-HOFFHAEHE | REEPEFEBEHI 2V ¥—Fib
Molecular dynamics study on the reaction control mechanism of threonine synthase: evaluating the free energies of the intermediate states
Yuzuru Ujiie', Wataru Tanaka!, Mitsuo Shoji', Megumi Kayanuma?, Yasuteru Shigeta!, Yasuhiro Machida’, Takeshi Murakawa*, Hideyuki
Hayashi® ('Grad. Sch. of Pure & Appl. Sci., Univ. of Tsukuba, *Grad. Sch. of Sys. & Inf. Eng., Univ. of Tsukuba, *Dept. Chem., Osaka Medical
College, *Dept. Biochem., Osaka Medical College)

DIV FOURF—EOEEHSHEERICOVTOERROMR
A theoretical study on the substrate bindings in uridine-cytidine kinase
Wataru Tanaka', Yuzuru Ujiie!, Fumiaki Tomoike?, Mitsuo Shoji!, Megumi Kayanuma?, Ryoji Masui*, Seiki Kuramitsu®, Yasuteru Shigeta'
(YGrad. Sch. Pure & Appl. Sci., Univ. Tsukuba, *Inst. Indus. Sci., Univ. Tokyo, *Grad. Sch. Sys. & Inf. Eng., Univ. Tsukuba, *Grad. Sch. Sci., Osaka
Univ.)
Role of FAD NS5 proximal Asn residue in CPD-Photolyase
I M. Mahaputra Wijaya!, Tatsuya Iwata!, Elizabeth D. Getzoff?, Hideki Kandori! (\Nagoya Institute of Technology, Japan, *Scripps Research
Institute, USA)

MEXTF K cecropin Pl DXBERARICES T IRADRICHEL5 2 3 ERANDHFA
Elucidation of influential factor for productivity of the antimicrobial peptide using Escherichia coli
Chiharu Abe!, Taichi Nakazumi', Masakatsu Kamiya!, Takashi Kikukawa', Keiichi Kawano'?, Makoto Demura', Tomoyasu Aizawa' (Grad. Sch.
Life Sci., Hokkaido Univ., *Chitose Inst. Sch. Tech.)

O1E. EAHE : 5l - B#tF DA %5 / 01E. Protein: Measurement & Analysis

NA XHEEMAV NMR ZABESTHEORR

A refinement method for NMR protein structure determination based on Bayesian inference

Teppei Ikeya', Yutaka Ito!, Guentert Peter'-? (' Tokyo Metropolitan University, *Goethe University Frankfurt)

BFRAFROBEERER Y 7 —7(1C1BHAE h -B5EREE IS O HiH

An extraction of hierarchical organization of embedded timescales buried in complex reaction network

Yutaka Nagahata!, Satoshi Maeda?, Hiroshi Teramoto'-3, Chun-Biu Li?, Takashi Horiyama®, Tetsuya Taketsugu?, Tamiki Komatsuzaki'-?
(Graduate School of Life Science, Hokkaido Univ., *Graduate School of Science, Hokkaido Univ., *Research Institute for Electronic Science,
Hokkaido Univ., *Information technology center, Saitama Univ.)

RI IC&F L EVWERE MGMT #EAIEZOREEHE Y1 707 L 1 MMV NOERK{L

Development of MGMT activity assay methods of high sensitivity and being adaptabe to the novel-concept microarray

Aya Hongo, Takuto Saiki, Ran Gu, Miho Suzuki, Naoto Nemoto, Koichi Nishigaki (Grad. Sch. of Sci. and Eng., Univ. Saitama)

13F A X =22 JI2& B PI3K OEHEFIEE ORI

Analysis of the Regulation Mechanism of PI3K Activity by Live-cell Single-molecule Imaging

Seiya Fukushima!, Satomi Matsuoka?, Masahiro Ueda'? (' Graduate School of Science, Osaka University, *Riken Quantitative Biology Center)
X#HREABFL-—Y—Z2RAVWENI VT v FUIRICLIE—REBETTY » J O

Examination of ab initio structural modeling for the pattern matching method using X-ray free electron laser

Atsushi Tokuhisa, Osamu Miyashita, Florence Tama (Advanced Institute for Computational Science, RIKEN)
X#R15FEHEERAVE2 /X EBRAMBRPICE T 3REEARET 7 X 42 - OBHERR

Dynamical Observations of Prenucleation Clusters in Supersaturated Protein Solution from Diffracted X-ray Tracking

Yufuku Matsushita', Hiroshi Sekiguchi?, Keigo Ikezaki', Noboru Ohta?, Yuji Goto®, Yuji Sasaki! (! The University of Tokyo, 2JASRI/SPring-8,
30saka University)

O1F. ERE : EREI® ¥1tI% / O1F. Protein: Engineering

HMEBRRT7Z VT IVBEA XA VOBBREOBRBICLZ 7NV T I VHEAGE MLV NIBOTH LY

Design of an Albumin-Binding Humanized Protein by Mimicking the Contact Surface of a Bacterial Albumin-Binding Domain
Satoshi Oshiro!, Shinya Honda'-? (' Dept. of Medical Genome Sci., Grad. Sch. of Frontier Sci., The Univ. of Tokyo, >BioMed. Research Inst., AIST)
77=IF 4 ATUVLETRAEL EB&BEET I / BEFIORBN

Analysis of a platinum-binding amino acid sequence identified by phage display

Asumi Kaji, Hiroya Niiro, Satoshi Akanuma, Tatsuya Uchida, Akihiko Yamagishi (Tokyo University of Pharmacy and Life Sciences)
IVJULAIWRRXFRXA 2RV EHECETRFORE

Designing a new artificial transcription factor based on engrailed homeodomain

Tomoko Sunami, Hidetoshi Kono (JAEA)

Design of a peptide nanotube having the capability of rare metal binding

Keisuke Ogihara, Atsuo Tamura (Univ. Kobe)

BERAEE 7 2 JV-ACP =T BE R O dL & i 1 BTl i 0D B 3

Development of a high-throughput method to evaluate catalytic activity of fatty acyl-ACP reductase

Yuuki Hayashi', Munehito Arail? (\Department of Life Science, The University of Tokyo, 2PRESTO)
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3P091

3P092

3P093

3P094

3P095

3P096

3P097

3P098

3P099

3P100

3P101

3P102

3P103

3P104

3P105

3P106

02. NLERE / 02. Heme proteins

#8258 cytochrome b561 & €O ¥ Cecytb-1 D4 IR HE AR

Analyses on the physiological function of Cecytb-1, a cytochrome b561 homolog in Caenorhabditis elegans

Akie Tejima, Yurie Hirano, Masahiro Miura, Motonari Tsubaki (Dept. of Chem., Grad. Sch. Sci., Kobe Univ.)
—BEERETEHRICHTSEE NO BADODFHE

Molecular mechanism for substrate NO binding to bacterial Nitric Oxide Reductase

Shoko Ishii'?, Tetsunari Kimura?, Takehiko Tosha?, Yoshitsugu Shiro'-?, Minoru Kubo?? ('Grad Sch. Life Sci., Univ. of Hyogo, 2RIKEN, SPring-8
Center, 3JST, PRESTO)

Fh704Lc EF M OLBCBERESED X RS REERNT

X-ray structural analysis of the cytochrome c and cytochrome c oxidase

Satoru Shimada'?, Kyoko Shinzawa-Itoh!, Shimpei Aoe!, Atsuhiro Shimada!, Jumpei Baba!, Syuhei Takemura', Eiki Yamashita®, Tomitake
Tsukihara'->3, Shinya Yoshikawa! (\Grad. Sch. Life Sci., Univ. Hyogo, >CREST, JST, 3Inst. Protein Res., Osaka Univ.)

HBHBETHE L —RICEZRETHEOHLERAENR

Analysis of the Interaction between Nitric Oxide Reductase and Nitrite Reductase

Kimi Matsumoto', Erina Terasaka', Takehiko Tosha?, Yoshitsugu Shiro!? (\Grad. Sch. Sci., Univ. Hyogo, >RIKEN SPring-8 Center)
F/BEEEETOY b OL P450 153A13a D BRI FMERS

Electrochemically-driven CYP153A13a reaction at nanostructured electrode

Yasuhiro Mie'!, Naoya Fujita?, Toshio Cho?, Yasuo Komatsu' ('Bioproduction Res. Inst., AIST, >’KNC Laboratories Co., Ltd.)
—EBRFLVHERCHLTEVRNEEZTTIA/OE ORIE

Preparation of myoglobin mutants exhibiting preferential binding of oxygen over carbon monoxide

Ryu Nishimura!, Daichi Matsumoto!, Tomokazu Shibata!, Sachiko Yanagisawa?, Takashi Ogura?, Hulin Tai’, Takashi Matsuo®, Shun Hirota?,
Saburo Neya*, Akihiro Suzuki®, Yasuhiko Yamamoto' (\Dept. Chem., Univ. Tsukuba, *Grad. Sch. Life Sci., Univ. Hyogo, *Grad. Sch. Mater. Sci.,
NAIST, *Grad. Sch. Pharm. Sci., Chiba Univ., >Dept. Mater. Eng., Nagaoka Natl. Coll. Tech.)

AEJOEVORTFRET ODEFZFHRMAOHE :MD > Iab—2aVIlL2BHIRNVF—5E

Oxygen affinity differences of hemoglobin between the R, T, an unstable T structures: By free energy calculations based on MD simulations
Minoru Saito (Hirosaki University)

03. [EEBE / 03. Membrane proteins

Engineering of Channelrhodopsin with Specific Ion Selectivity

Monica Patti, Ricko Kamii, Toru Ishizuka, Hiromu Yawo (Tohoku University)

HRFAFEVINTEILES G 2 N7EORKIH

Optical control of G-protein activity by novel chimeric proteins

Kazuho Yoshida!, Keiichi Inoue!?, Takahiro Yamashita’, Rei Abe-Yoshizumi', Kengo Sasaki!, Yoshinori Shichida?, Hideki Kandori' (' Nagoya
Inst. Tech., 2JST PRESTO, 3Grad. Sch. Sci., Univ. Kyoto)

Conformation and topology of pharaonis phoborhodopsin in the lipid environment as studied by solid-state NMR

Izuru Kawamura', Satoshi Nakatani', Yoshiteru Makino!, Naoki Kamo?, Akira Naito' ('Grad. Sch. Eng., Yokohama Natl. Univ., >Hokkaido Univ.)
HRERETFN [F/5F427] EAVENOORT S Y OZEBHRUE /B OBENESR

Functional significance of homotrimer formation in the Nanodisc-embedded Halorhodopsin

Kenshiro Suzuki', Ayumi Yamamoto', Takashi Tsukamoto?, Yoshihiro Kobashigawa*, Takeshi Uchida'-}, Fuyuhiko Inagaki*, Makoto Demura?,
Koichiro Ishimori'? (\Grad. Sch. of Chem. Sci. and Eng. Hokkaido Univ., >Grad. Sch. of Life Sci. Hokkaido Univ., *Fac. of Sci. Hokkaido Univ.,
“Fac. of Adv. Life. Sci. Hookaido Univ)

R HERR FENBEHREORE

Fabrication of freeze fracture cryogenic atomic force microscope

Naoto Kuga, Toshiaki Gotoh, Tsutomu Kouyama (Graduate School of science, Nagoya University)

B&4 T 7#E Chlorobaculum tepidum @ Rieske/cyt b 18 S1REEE D &

Isolation of Rieske/cytochrome b complex from a green sulfur bacterium Chlorobaculum tepidum

Hirozo Oh-oka', Kazuya Yamamoto'-2, Risa Mutoh?, Chihiro Azai3, Genji Kurisu'-? (\Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ., *Inst. for Prot.
Res., Osaka Univ.,3Col. Life Sci., Ritsumeikan Univ.)

Significance of phospholipid composition in generating Min protein waves in vitro

Satya N. V. Arjunan!, Yusuke Morimoto?, Koichi Takahashi! (!Laboratory for Biochemical Simulation, RIKEN Quantitative Biology Center,
2Laboratory for Cell Signaling Dynamics, RIKEN Quantitative Biology Center)

BREBANECOITZLNEIALEZ= 2 T EEVERFBEMBESECM)IC L Z{EREE - EEH - E—HRLANNVTOEE
Real-time Monitoring of Membrane Receptor Internalization: Low-Invasive, Quantitative and Single-Cell Level Measurement by SECM
Yoshiharu Matsumae', Yasufumi Takahashi?, Kosuke Ino', Hitoshi Shiku!, Tomokazu Matsue'? (\Grad. Sch. Environ. Stud., Tohoku Univ., *WPI-
AIMR, Tohoku Univ.)

The improvement of 2D crystal quality by crystallization temperature correlated with fluidity of lipids mixture

Shintaro Maeda', Kyoko Shinzawa(Itoh)!, Atsuo Miyazawa!, Christoph Gerle!, Yoshinori Fujiyoshi?, Tomitake Tsukihara!, Shinya Yoshikawa'
('Grad. Sch. Sci., Univ. Hyogo, *CeSPIL.,Univ.Nagoya)
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3P107

3P108

3P109

3P110

3P111

3P112

3P113

3P114

3P115

3P116

3P117

3P118

3P119

3P120

3P121

3P122

Molecular dynamics simulations of B2AR: the comparison of different protein-lipid force field parameters

Md. Igbal Mahmood, Nozomu Kamiya, Hideaki Fujitani, Yamashita Takefumi (LSBM, RCAST, The University of Tokyo)

SEANOORT OV OBERNEHOT /1 FiES

Specific carotenoid binding of halorhodopsin trimer

Yasuyuki Miyazaki', Noritaka Kato!, Takashi Kikukawa?, Makoto Demura?, Takanori Sasaki' (!Sch. Sci. and Tech., Meiji Univ., *Fac. Adv. Life
Sci., Hokkaido Univ.)

FVAVEETICETZ=ZE4NO0QRT S - NI T VIR Y BEEHROBRREN

Thermal stability of trimer halorhodopsin-bacterioruberin complex in alkali condition

Kaede Suzuki', Takashi Kikukawa?, Makoto Demura?, Takanori Sasaki! (\Sch. Sci. and Tech., Meiji Univ., *Fac. Adv. Life Sci., Hokkaido Univ.)
Calculation of free energy changes due to charged residues mutation from alchemical free energy calculations:Improving toxins selectivity
Md. Harunur Rashid'?, Shigehiko Hayashi!, Serdar Kuyucak? ('Kyoto University, Japan, *University of Sydney, Australia)

TTF)o7 A2 ZBEOBRLTEREMEEE 37 I /BREROERNTA

Theoretical Prediction of Mutations Improving Thermal Stability of Adenosine A2a Receptor

Yuta Kajiwara', Satoshi Yasuda?, Yuki Takamuku?, Takeshi Murata’, Masahiro Kinoshita® (Graduate School of Energy Science, Kyoto
University, *Institute of Advanced Energy, Kyoto University, 3Graduate School of Science, Chiba University)

CEKIFCREBTIVEES 26 >/N\OO0F T VAL TO=ZEHOER

Trimer formation between halorhodopsins with different amino acid tags at C terminus

Tomokazu Wakatsuki, Takanori Sasaki (Sch. Sci. and Tech., Meiji Univ.)

b FRERES N BOEMBRERE BERELIEROMERELEFIR

The comprehensive analysis of human membrane protein expression and membrane insertion in vitro

Go Takizawa (Univ.Tokyo)

ERAFAFREERAVETRZBEDY I NEEHER

ATR-FTIR study of ligand binding in a bitter taste receptor

Tomoaki Ohashi', Kota Katayama', Masayo Iwaki!, Kei Tsutsui, Hiroo Imai?, Hideki Kandori' (' Nagoya Institute of Technology, *Primate
Reserch Institute, Kyoto University)

High stability of two-dimensional crystal of reconstituted bacteriorhodopsin in partially fluorinated phosphatidylcholine

Masaru Yoshino!, Hiroshi Takahashi!, Kohei Morita', Toshiyuki Takagi?, Hideki Amii', Toshiyuki Kanamori?, Masashi Sonoyama' (' Fac. Sci.
Tech., Gunma Univ., *R.C. Stem Cell Eng., AIST)

04. #EESEBE / 04. Nucleic acid binding proteins

Reverse gyrase likely biases thermal DNA strand passage toward overwinding

Taisaku Ogawa!, Katsunori Yogo?, Shou Furuike?®, Kazuo Sutoh!, Akihiko Kikuchi*, Kazuhiko Kinosita! ('Dept. Phys., Waseda Univ., *Grad. Sch.
Med. Sci., Kitazato Univ., 3Dept. Phys., Osaka Med. Coll., *Grad. Sch. Med., Nagoya Univ.)

Single-molecule study of how RecA displaces SSB from single-stranded DNA

Hung-Yi Wu, Hung-Wen Li (Dept. of Chem., Natl. Taiwan Univ.)

707 b/ —LOBERESI2L—2 3 HIBESIHEIXILAY—LBENI VNI MEDSFLFITR

Coarse-grained simulation of chromatosome: H1-mediated dynamic compaction of nucleosome structure

Nobu C. Shirai, Shoji Takada (Grad. Sch. Sci., Kyoto Univ.)

Characterization of the hemi-methylated CpG methylation process using fluorescent labeled SRA

Yubing Cui'?, Yong-Woon Han?, Mariko Ariyoshi®, Kyohei Arita®, Isao Suetake®, Shoji Tajima®, Yoshie Harada!? (!Grad. Sch. Biostudies, Univ.
Kyoto, %iCeMS Inst., Univ. Kyoto, >Grad. Sch. Tech., Univ. Kyoto, *Grad. Sch. Medical Life Sci., Univ. Yokohama City, *Protein Inst., Univ. Osaka)
HEFREX LAV -—LERAVWEIOYF U BREBEESKOEERN

Characterization of ATP-dependent chromatin remodeling complexes using fluorescently labeled nucleosome

Yong-Woon Han', Yasuo Tsunaka'2, Hiroaki Yokota®, Kazuhiro Yamada®, Mai Ohnishi'-, Sayaka Yamazaki'-’, Isao Suetake®, Shoji Tajima®,
Hisashi Tadakuma’, Yoshie Harada’ ('iCeMS, Kyoto University, 2PREST, *Bio Photonics, Grad. Sch. for the Creation of New Photonics Ind., *Max-
Planck-Inst. for Med. Res., *Faculty of Human Life and Sci., Doshisha Woman'’s College of Liberal of Arts, ®Inst. for Protein Res., Osaka Univ.,
"Grad. Sch. of Frontier Sci., Univ. of Tokyo)

O5A. #%B% : 83 - ¥1% / O5A. Nucleic acid: Structure & Property
BRIEEFVERVE Ars 1 Y AL — S — DA ZHBEOEE

Analysis of dynamic characteristics of Ars-insulator by coarse-grained models
Shuhei Isami', Sayuri Tatemoto!, Hiraku Nishimori', Naoaki Sakamoto', Akinori Awazu'? ('Dept. Math. and Life Sciences, Hiroshima Univ.,
2Research Center for the Mathematics on Chromatin Live Dynamics)

BRETHEIETRE L AT RNA OREHRIEDERE
Design Principle of Replicable RNA under Isothermal Condition
Kimihito Usui!, Norikazu Ichihashi'-2, Yasuaki Kazuta!, Tetsuya Yomo'?3 (\JST, ERATO, Yomo Project, *Grad. Sch. of Info. and Tech., Osaka
Univ., 3Grad. Sch. of Front. Biosci., Osaka Univ.)
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05B. ## : HHE{EA - 41 / 05B. Nucleic acid: Interaction & Complex formation

3P123 Protective Effect of Ascorbic Acid on Double-strand Breaks of Giant DNA induced by photo- and gamma-irradiation
Yue Ma', Yuko Yoshikawa?, Toshiaki Mori?, Tadayuki Imanaka?, Kenichi Yoshikawa' (\Doshisha University, *Ritsumeikan University, *Osaka
Prefecture University)

3P124 a-hemolysin V' T7 RNA polymerase Z L)/ DNA/RNA O Y v 75— FDER
Construction of DNA computing platform using a-hemolysin and DNA/RNA with the enzyme reaction
Masayuki Ohara', Masahiro Takinoue?, Ryuji Kawano! (\TUAT, 2Tokyo Tech)

3P125 DNA %EM 7 5 HMG-1/2 |ERESIFHRLICKRHE DNA 2 EH
DNA-bending protein HMG-1/2 sequence-independently folds a single giant duplex DNA chain
Hiroyuki Mayama', Naomi Tsumura', Norio Hazemoto?, Toshio Kanbe?, Hideaki Yamaguchi*, Koji Kubo’, Anatoly Zinchenko®, Shizuaki
Murata®, Kenichi Yoshikawa®, Tatsuo Akitaya! (!School of Medicine, Asahikawa Med. Univ., >Graduate School of Pharmaceutical Sciences,
Nagoya City Univ., 3School of Medicine, Nagoya Univ., *Faculty of Pharmacy, Meijo Univ., >Graduate School of Environmental Study, Nagoya
Univ., Faculty of Life and Medical Sciences, Doshisha Univ.)

3P126 BEHEI 2 /X7 E STPR I3 R# DNA ZIREESIEHRRNICITVET
Transcription modulator protein STPR induces the folding of a single giant DNA molecule in sequence-nonspecific manner
Tatsuo Akitaya!, Naoko Makita?, Naomi Tsumura!, Hiroyuki Mayama', Norio Hazemoto?, Toshio Kanbe*, Hideaki Yamaguchi®, Koji Kubo®,
Anatoly Zinchenko®, Shizuaki Murata®, Kenichi Yoshikawa’, Tomoyasu Aizawa®, Makoto Demura® ('School of Medicine, Asahikawa Med. Univ.,
2Faculty of Environmental and Information Sciences, Yokkaichi Univ., 3Graduate School of Pharmaceutical Sciences, Nagoya City Univ., *School of
Medicine, Nagoya Univ., >Faculty of Pharmacy, Meijo Univ., *Graduate School of Environmental Study, Nagoya Univ., "Faculty of Life and
Medical Sciences, Doshisha Univ., 8Graduate School of Life Science, Hokkaido Univ.)

3P127 Comparison of DNA double-strand breaks caused by ultrasound and Co60 gamma-ray with attention to the effect on its higher-order
structure
Rinko Kubota!, Naoki Ogawa!, Yukihiro Kagawa', Yuko Yoshikawa?, Yoshiaki Watanabe', Takahiro Kenmotsu'!, Toshiaki Mori’, Tadayuki
Imanaka?, Kenichi Yoshikawa' (Graduate School of Life and Medical Sciences, Doshisha University, >Department of Biotechnology, College of
Life Sciences, Ritsumeikan University, *Radiation Research Center, Osaka Prefecture University)

3P128 Metal Cations(2+) Cause the Folding Transition of DNA but Inhibit Spermidine(3+)-Induced Compaction
Chika Tongu', Yuko Yoshikawa?, Zinchenko Anatoly A3, Chen Ning?, Takahiro Kenmotsu', Kenichi Yoshikawa! (\Doshisha University,

2Ritsumeikan University, *Nagoya University)

07. 7k - 7k#n E#EE / 07. Water & Hydration & Electrolyte

3P129 BEEKABFOBDOLI KT v WINT X EHBKMEAF IV RICRIZFTHRE
Effects of LJ potential parameters between solute and water on the hydration dynamics
Takuya Takahashi, Tetsuro Nagai (Coll.Life.Sc., Ritsumeikan Univ)
3P130 KMKDBNGFOTINIVIIREE— NILEZ ZRE
Effect of Hydration water on terahertz vibrational modes of small molecules
Ohki Kambara', Norihisa Hiromoto?? ('RIE, Shizuoka Univ., >*GSE, Shizuoka Univ., 3GSST, Shizuoka Univ.)
3P131 EOHEBHEEEANOBEDREFAN TSI EOMB L Bk 7V TOERMAR
Difficulty in Observing of Solvent Effect on Protein-Protein Interaction: A Theoretical Study with a Simple Model
Takumi Yamashita, Shingo Fujihara, Ryo Akiyama (Sci., Univ. Kyushu)
3P132 FERNMIKEZERFHNEEEAVETLVHAINGA RETVAI) VEAFT LV OKMEAFIVZASLIVCIRNT -5
On the Hydration Dynamics and Energetics of Alkali halide and Phosphate Ions by Dielectric Relaxation Spectroscopy and Molecular
Dynamics
George Mogami', Kazuki Ishimori!, Nobuyuki Matubayasi?, Hideaki Takahashi®, Makoto Suzuki! ('Grad. Sch. Eng., Tohoku Univ., >Grad. Sch.
Eng. Sci., Osaka Univ., >Grad. Sch. Sci., Tohoku Univ.)
3P133 NaCl. Nal KBEBRIZE T B3N N—ENSAIVKOBRBERVFRE Ol
Estimation of Heat Capacity and Density of Hyper-Mobile Water in NaCl and Nal Solutions
Masayoshi Sato, George Mogami, Nobuyuki Morimoto, Makoto Suzuki (Grad. Sch. Eng., Tohoku Univ.)

09. 4 - 21k / 09. Development & Differentiation

3P134 BRAEBZRICLYSIZRI S EXFHRICE T ZI0EROUHE & Hi
Shrinkage of yolk sphere and bleeding on medaka embryo caused by low frequency ultrasound
Kento Yamada', Masato Ueda', Kenji Yoshida'?, Yasuhiro Tonoyama?, Nobuyoshi Shimizu?, Yoshiaki Watanabe' (!Doshisha Univ., *Chiba
Univ., *Keio Univ, Advanced Research Center for GSP.)

3P135 T7VHYXHIIVEBEFABEICEH T ZPFHRN ATP EE
ATP production in Xenopus laevis oocytes during maturation
Takashi W. Ijiri!, Jun-ichi Kishikawa!, Hiromi Imamura?, Maho Sakiie?, Shuichi Ueno?, Yasuhiro Iwao?, Ken Yokoyama!, Ken-ichi Sato' (! Fac.
Life Sci., Kyoto Sangyo Univ., *Hakubi Center, Kyoto Univ., 3Grad. Sch. Med., Yamaguchi Univ.)

-S103 -



3P136

3P137

3P138

3P139

3P140

3P141

3P142

3P143

3P144

3P145

3P146

3P147

3P148

3P149

3P150

3P151

JREBET TOBEREOREICES T IRIGHEHBBICS 3 TNERE/N2 - BEE
Reconstruction of feather bud patterning by a reaction-diffusion mechanism during bioengineered skin development in 3D culture
Kentaro Ishida, Toshiyuki Mitsui (Coll. of Sci. & Eng., Aoyama Gakuin Univ.)

10. $5@ / 10. Muscle
ER-BRAEEREZEL L OHMRET T

Model of Cardiac Muscle Cells with Reference to Electro-Mechanical Interaction

Hiroki Miyazako', Toshiki Murata?, Osamu Fukayama'-?, Kunihiko Mabuchi'-2, Takayuki Hoshino'? (\Grad. Sch. IST, Univ. of Tokyo, *Sch. Eng.,
Univ. of Tokyo)

BRHFEHOIBEHRICHT 2RABENIaL—-Yay

Simulation of force responses to fast ramp stretches in the skeletal muscle fibres

Youjiro Tamura!, Akira Ito?, Andrew Cresswell® (\SNCT, 2SNCT, 3UQ HMS)

ARV FUEBEBEFOLRD SEF SN SEBEH 2 /N7 EORNA

Analysis of proteins in striated muscles that transcribed from the upstream region of connectin gene

Akira Hanashima', Naruki Sato?, Sumiko Kimura®, Takashi Murayama' ('Dept. Pharmacol., Facl. Med., Juntendo Univ., ?Dept. Nanobiol., Grad.
Adv. Int. Sci., Chiba Univ., Dept. Biol., Grad. Sci., Chiba Univ.)

“Mg-Polymer” BZ

Revisiting “Mg-Polymer”

Mahito Kikumoto, Shuichi Takeda, Tomoharu Matsumoto, Yuichiro Maeda (Strct. Biol. Cntr, Nagoya-univ.)

b MOEERIRME SPOC OABHZFKIIHT 2

Response of SPOC in human cardiac myofibrils to mechanical stimuli

Toshiki Shimomura!, Hisashi Maejima!, Yuta Shimamoto?, Shin’ichi Ishiwata'? (! Dept. of Physics, Waseda Univ., >WABIOS, Waseda Univ.,
3National Institute of Genetics)

REZE{OE ~DE SPOC NDIER

Effects of temperature changes on SPOC in a human myocardium

Yoshihisa Yamamura!, Tatuya Kagemoto!, Shin’ichi Ishiwata'-? (\Department of Physics, Faculty of Science and Engineering, Waseda University,
2Waseda Bioscience Research Institute in Singapore (WABIOS))

FROLODARIF BRIV INVEO X1 U HBiE

Sequential analysis of connectin-like protein in acorn worm

Shunsuke Kubota!, Akira Hanashima?, Hiroki Sonobe?, Yuh Nanmoku', Yukihiro Seiji', Satoshi Nakayama', Mai Kanno!, Kunifumi Tagawa®*,
Sumiko Kimura! (!Dept. Biol., Grad. Sci., Chiba Univ., 2Dept. Pharmacol., Facl. Med., Juntendo Univ., *Dept. Nanobiol., Grad. Adv. Int. Sci.,
Chiba Univ., *Marine Biol. Lab. Grad. School Sci., Hiroshima Univ.)

11. 9FE—%— / 11. Molecular motor

ERERFEMRICL 3EHPOF 2 VEABOBEARBOBEERER

Direct observation of binding and unbinding motions of kinesin motor domain during processive motility

Hiroshi Isojima!, Ryota lino?, Hiroyuki Noji®, Michio Tomishige' ('Dept. Appl. Phys., Univ. Tokyo, >Okazaki Inst. Integ. Biosci., NINS, *Dept.
Appl. Chem., Univ. Tokyo)

Control of microtubule trajectory within an electric field by altering surface charge density

Naoto Isozaki!, Suguru Ando', Hirofumi Shintaku', Hidetoshi Kotera', Edgar Meyhofer?, Ryuji Yokokawa' (Kyoto University, *Michigan
University)

FRIEFAZVILED Tug-of-war FFROBBES L UVUBFF L1 ORENEEA

Tug-of-war molecular system between dynein- and Kinesin-coated regions and force measurement of multiple dyneins

Fumie Oda, Hirofumi Shintaku, Hidetoshi Kotera, Ryuji Yokokawa (Dept. Microengineering, Kyoto Univ.)
NAEE—Z—BROEOORBEIY TS LRE - FlBS AT LOBE

Development of the real-long-time observation and local stimulation system for flagellar motor analysis

Masaru Kojima, Takahiro Motoyoshi, Mitsuhiro Horade, Kazuto Kamiyama, Yasushi Mae, Tatsuo Arai (Grad. Sch. Eng. Sci., Osaka Univ.)
Visualization of functional components of the bacterial flagellar motor

Yoshiyuki Sowa!, Yong-Suk Che!? (\Dept. Frontier Biosci., Hosei Univ., 2IMRAM, Tohoku Univ.)

Molecular dynamics simulations of the B subunit in F,-ATPase: Relation between the large-scale structural change and common motifs
Yuko Ito, Mitsunori Ikeguchi (Grad. Sch. Med. Life Sci., Yokohama-City Univ.)

Slow axonemal dynein e facilitates the motility of faster dynein c

Youske Shimizu!, Hitoshi Sakakibara!, Hiroaki Kojima!, Kazuhiro Oiwa'-? (\NICT, 2CREST)

E¥RER % AL /= F-ATPase D—5 FEHRIIC & % #5810 Giant acceleration DEFRE 11

Giant Acceleration of diffusion in F;-ATPase II

Ryunosuke Hayashi!, Shuichi Nakamura!, Seishi Kudo!, Kazuo Sasaki', Hiroyuki Noji?, Kumiko Hayashi' (Dept. Appl. Phys., Sch. Eng., Tohoku
Univ., *Dept. Appl. Chem., Sch. Eng., Univ. Tokyo)
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TFBH 71y FOX VLA F FEEAD Pi DRZE

Nucleotide binding to TF, p subunit in relation to the effect of Pi

Riku Nagano, Kiyoshi Obara, Hiroshi Ueno, Eiro Muneyuki (Dept. of Physics. Chuo Univ.)

FXAT I /BEAYF-ATPase Z AL\ - 1 3 FEIGERS

Key factors of arginine finger of F,-ATPase clarified by an unnatural amino acid mutation

Ayako Yukawa!, Ryota lino?, Rikiya Watanabe', Shigehiko Hayashi?, Hiroyuki Noji' ('Grad. Sch. Eng., Univ. Tokyo., ?Okazaki Inst. Integ. Biosci.,
NINS, 3Grad. Sch. Sci., Univ. Kyoto.)

Rotor-Stator Interactions in V, and V, from Enterococcus hirae V-ATPase

Hiroshi Ueno', Yoshihiro Minagawa?, Mayu Hara?, Ichiro Yamato?, Hiroyuki Noji, Takeshi Murata®, Ryota Iino®, Eiro Muneyuki' (\Fac. Sci. &
Eng., Univ. Chuo, *Sch. Eng., The Univ. Tokyo, *Dept. Biol. Sci. & Tech., Tokyo Uni. Sci., *Grad. Sch. Sci., Univ. Chiba, *Okazaki Inst. for Integr.
Biosci., NINS)

FRARF XDV EgS OFBRSHERETZ # b7 0O v 73F &RV HIE

Photo-control of mitotic kinesin Eg5 using novel SH reactive photochromic molecules

Tamura Yuki', Mutoh Hiroyuki?, Tohyama Kanako!, Kondo Kazunori?, Maruta Shinsaku! (\Div. Bioinfo., Grad. sch. Eng., Univ. Soka, *Dep.
Bioinfo., Fac. Eng., Univ. Soka)

E MARB S 1= 07— bO—-7HE

Determination of Power Stroke Distance Driven by Human Cytoplasmic Dynein

Yoshimi Kinoshita', Taketoshi Kambara?, Satoshi Ikeda!, Motoshi Kaya!, Hideo Higuchi' (' Graduate School of Science, The University of Tokyo,
2RIKEN QBiC)

V-ATPase O /OEEMICE T3 MV 7 {REHE

The ingenious structure of central rotor apparatus in V,V,; torque transmission mechanism in the central rotor of V V,

Atsuko Nakanishi', Jun-ichi Kishikawa!, Masatada Tamakoshi?, Shou Furuike?®, Ken Yokoyama! (! Dept. Mol. Biosci., Kyoto Sangyo Univ., *Dept.
Mol. Biol., Tokyo University of Pharm. & Life Sci., *Dept. Physics, Osaka Medical College)
7#M70OIVvIFFILE>THEELAZFRI Y - ADP - 70 F OX ZVBEEKOBEX (L

Conformational change of kinesin-ADP-fluorometal ternary complexes induced by photochromic molecules

Akihisa Iwata!, Takeshi Itaba!, Mitsuo Ohmori?, Shinya Mitsuhashi?, Shinsa Maruta'? (' Div. Bioinfo., Grad. sch. Eng., Univ. Soka, *Dep. Bioinfo.,
Fac. Eng., Univ. Soka, *Div. Applied Bioscience, Grad. sch. Agri., Uni. Hokkaido)

BROF 2OV ICL 2 BAND—THEED X H = X LORA

Investigation of the mechanism of cooperative cargo transport by multiple kinesins

Naoto Sawairi!, Takayuki Ariga?, Mitsuhiro Iwaki>*, Michio Tomishige?, Kumiko Hayashi' (\Dept. Appl. Phys., Sch. Eng., Tohoku Univ., 2Dept.
Appl. Phys., Grad. Sch. Eng., Univ. Tokyo, >0BiC, RIKEN, *Grad. Sch. Frontier Biosci., Osaka Univ.)

MD ¥ R a2 b —2 3 »I2& B Enterococcus hirae. V,-ATPase O BIERE1E O #78A

Rotation mechanism of V;-ATPase studied by MD simulation

Yuta Isaka', Takeshi Murata®3, Mitsunori Ikeguchi! ('Grad. Schi. of Med. Life Sci., Yokohama City Univ., *Fac. of Sci., Chiba Univ., 3JST,
PRESTO)

JZTE—F—SNIEFFF—tEOEX—5TFRE

Single-Molecule Fluorescence Imaging of Linear Motor Protein Chitinase

Tomoyuki Tasaki!, Yusuke Shinafuji', Mayu Hara!, Hiroyuki Noji', Ryota Iino? (\Grad. Sch. Eng., Univ. Tokyo, *Okazaki Inst. Integ. Biosci.,
NINS)

ATP synthesis by elastically coupled molecular motors

Yasuhiro Imafuku', Nils Gustafsson?, Thomas Thomas? (! Department of Biology, Kyushu University, Japan, *School of Physics and Astronomy,
University of Birmingham, UK)

CYK-4 |2 & % Kkinesin-6 M43 5E:&E E) TS

The spiraling movement of kinesin-6 regulated by CYK-4

Yohei Maruyama', Akihiko Sato!, Tim Davis?, Tetsuhiko Teshima?, Shin Yamaguchi', Shoji Takeuchi?®, Masanori Mishima?, Junichiro Yajima!
('Dept. Life Sci., Grad. Sch. of Arts and Sci., Univ. of Tokyo, >)CMCB at Warwick Med. Sch., Univ. of Warwick, Inst. of Ind. Sci., Univ. of Tokyo)
Autoinhibition and cooperative activation mechanisms of cytoplasmic dynein

Takayuki Torisawa', Ken’ya Furuta', Muneyoshi Ichikawa?, Akane Furuta', Kei Saito?, Kazuhiro Oiwa!>, Hiroaki Kojima', Yoko Toyoshima?
(*Bio ICT lab, NICT, *Dept. Life Sciences, Graduate School of Arts and Sciences, the Univ. of Tokyo, 3CREST, JST)

IFUOMANEIRY ETIFUBYEHOOS E

Cooperative lever-arm swings of myosins and fluctuation of actin sliding

Yota Kondo, Kazuo Sasaki (Dept. Appl. Phys., Sch. Eng., Tohoku Univ.)

SRAWHEXBMBEICE T3 ZEER ERHAER —F -ATPase DEEXLIRHA DR —

Emitter modulation and polarization switching under TIRF illumination: Application for detection of conformational change in F,-ATPase
Nagisa Mikami', Tomoko Masaike?3, Takayuki Nishizaka! (\Dept. phys., Gakushuin Univ., 2PRESTO, JST, 3Dept. Appl. Biol. Sci., Tokyo Univ. of

Science)
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HEFRHEATP 7FOJ ZRAVES FEDOF X 2 E11 OREFRIEZR

Kinetic characterization of rice plant specific kinesin E11 using fluorescent ATP analogue

Hironobu Taniguchi', Kouichi Miyabe?, Nozomi Umezu-Furutani!, Shinsaku Maruta! (\Div.Bioinfo.,Grad.Sch.Eng., Univ.Soka, *Dep. Bioinfo.,
Fac. Eng., Univ.Soka)

&F/0v FERAWVWERRERA X -2 T2 2T LOBSK E F1-ATPase DEEXLIEHA DGR

Development of high-speed orientation imaging system for gold nanorod and application to detection of conformational change of F1-
ATPase

Sawako Enoki', Ryota Iino?, Yamato Niitani®, Yoshihiro Minagawa!, Michio Tomishige?, Hiroyuki Noji' (' Dept. Appl. Chem., Grad. Sch. Eng.,
Univ. Tokyo, >Okazaki Inst. Integ. BioSui., NINS, *Dept. Appl. Phys., Grad. Sch. Eng., Univ. Tokyo)

12. #RZEHIRRE / 12. Cell biology
SERRWEY 1L - Y 3 Y AFANBERHS : B—MBL 40V - OBENE

Multi-frequency modulation atomic force microscopy for the high-speed measurement of single cell rheology

Ryosuke Takahashi, Kaori Kuribayashi-Shigetomi, Agus Subagyo, Kazuhisa Sueoka, Takaharu Okajima (Grad. Sch. Info. Sci. & Tech., Hokkaido
Univ.)

T—Y MLEVOXSBEE RV EXKBEMRGEOEEMEHE

Quantitative measurement of the cellular response of Escherichia coli using photolysis of the caged chemoattractant

Takashi Sagawa!, Hiroto Tanaka!, Tadashi Matsukawa', Yoshiyuki Sowa?, Tkuro Kawagishi?, Hiroaki Kojima' (\Bio ICT Lab., NICT, *Dept.
Frontier Bioscience, Hosei Univ)

HEHEBEMRZEZRAVWAE—ERBROI/NVIINFIS FLET - ZBHEREETEHEOER

Quantification of glucocorticoid receptor homo-dimer and transcriptional activity in single cell by fluorescence correlation spectroscopy
Sho Oasa', Akira Sasaki?, Shintaro Mikuni?, Masataka Kinjo® (!Grad. Sch. Life Sci., Hokkaido Univ., 2AIST, 3Fac. Adv. Life. Sci., Hokkaido Univ.)
EREEWSRECLI LRERAFRERAEI R4 VT OESHER

A Quantitative Analysis of Epidermal Growth Factor Receptor Clustering Using Super-resolution Microscopy

Michio Hiroshima'2, Msahiro Ueda', Yasushi Sako? (‘\RIKEN QBiC, >RIKEN)

FRAP L& 3, BRA#DT I/ F L VT7 IV F U RAES /N EOEERER

FRAP experiments on actin and actin associate proteins in growth cones

Minami Tanaka'2, Takeshi Tougasaki®, Kaoru Katoh® (\Biomed. Res. Inst, AIST, *Grad. Sch. Life & Env. Sci., Univ. Tsukuba, 3FANCL Co.)

AR AR AR O 53 FRAR Y £ ot o R B e B2

Molecule-selective lateral-diffusion barrier in the neuronal axon membrane

Manami Miyahara', Chieko Nakada?, Ziya Kalay', Toshiki Matsui?, Hiroo Iwata?, Takahiro Fujiwara', Akihiro Kusumi'? (\Institute for Integrated
Cell-Material Sciences (WPI-iCeMS), Kyoto University, *Institute for Frontier Medical Sciences, Kyoto University, *Instruments Company, Nikon
Corporation)

kK AEF A FRBEGAOBTRRMESEE (Fy FXKY B) 1 13F1 X0 7108 31

Single-molecule detection of hotspots for dynamic concentration of the kappa opioid receptor

Yuki Shirai', Peng Zhou', Rinshi Kasai?, Wonhwa Cho?, Takahiro Fujiwara!, Akihiro Kusumi'? ('iCeMS, Kyoto University, *Institute for Frontier
Medical Sciences, Kyoto University, 3University of lllinois)

Noonan FEIREFIC & T B SOS % 7t L /= Ras positive feedback 5E O£ #la— 5 FREF

Dysregulations of SOS-mediated positive feedback on RAS activation in Noonan syndrome observed using single molecule imaging

Yuki Nakamura'2, Kayo Hibino?, Yasushi Sako'? (‘\RIKEN, 2Osaka Univ., *QBiC., RIKEN)

ZODMFEEEY AT LICE T B EEFAOLLER

Comparison of the delivery effects of two antibody carrier systems

Kana Kuwahara'!?2, Kazuki Harada'-2, Takenori Yamamoto'2, Yasuo Shinohara!? (\Inst. Genome Research., *Fac. Pharm. Sci., Univ. Tokushima)
Amoeba proteus HIRIE D 3 RTMFEICEHT SHA

Characterization of surface structures of Amoeba proteus in three dimensional spaces

Yukinori Nishigami!, Atsushi Taniguchi?, Seiji Sonobe?, Shigenori Nonaka?, Masatoshi Ichikawa' ('Grad. Sch. Sci., Kyoto Univ., >Grad. Sch. Sci.,
Univ. Hyogo, *NIBB)

BEFBEWHEEICEL 3 £ MEILEARO—REEDHERIT

Structural analysis of primary cilia in human follicle dermal papilla cells by electron microscopy

Misaki Tanaka', Kazuyuki Matsushima?, Kuniyoshi Kaseda?, Takuo Yasunaga' ('Kyushu Institute of Technology, *Saravio Cosmetics Ltd.)
Intranulear particles include RPS or RPL subunits

Saori L. Mimatsu'2, Maiko Kuramochi!?, Soyomi Uchibori!*?, Ayako Kojima', Emiko Kobayashi!, Michio Hiroshima®#, Yasushi Sako**, Kaoru
Katoh! ('Biomed. Res. Inst., AIST, *Grad. Sch. Life & Env. Sci., Univ. Tsukuba, >REKEN ASI, *“RIKEN QBiC)
TIFHMREREREDNENBEINEFEHHBMOSLICE R ZFE

Effects of Actin-Nucleus Connections on the Vascular Smooth Muscle Cell Differentiation

Kazuaki Nagayama', Makoto Iwata?, Takeo Matsumoto? (' Department of Intelligent Systems Engineering, Ibaraki University, Japan, *Department

of Mechanical Engineering, Nagoya Institute of Technology, Japan)
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3P196

3P197

BYUBLBEABICLE>TRBIBZAML AT ZPIN—DBEEEDXHZXLIZDONT

What is the molecular mechanism of stress fiber disassembly caused by mechanical cyclic stretch?

Wenjing Huang?, Tsubasa Matsui!, Masahiro Kuragano®, Masayuki Takahashi®, Tomohiro Kawahara?, Masaaki Sato*, Shinji Deguchi! (Nitech,
2Kyutech, 3Hokkaido Univ, *Tohoku Univ)

BRRXAZF—FTUVTFIVAIBR SN AREFHROX T+ 7 LOFARHKICHT 3 RIS

Responses of fibroblasts against fluid flow stimuli in a three-dimensional collagen gel culture system

Natsumi Saito', Hiroaki Adachi?, Hiroshi Tanaka?, Satoru Nakata?, Norifumi Kawada!, Katsutoshi Yoshizato! (!Dept. Hepatology, Grad. Sch.
Med., Osaka City Univ., >Nippon Menard Cosmetic Co., Ltd.)

R — MEMIZE T S HRKETREDRE

Measurements of cell nucleus deformation during stretching a cell sheet

Kota Onishi, Masahiro Tsuchiya, Takaharu Okajima (Grad. Sch. Inform. Sci. and Techno. Hokkaido Univ.)

Microfluidics analyses of coordinated dynamics of F-actin and cAMP signaling in Dictyostelium chemotaxis

Fumihito Fukujin'-2, Satoshi Sawai'3* (\Graduate School of Arts and Science, University of Tokyo, *Research Fellow of Japan Society for the
Promotion of Science, *Research Center for Complex Systems Biology, University of Tokyo, *PRESTO, Japan Science and Technology Agency)
HhEAONZHEDOEBBIIRBAKSEEFHIITIT S

Mechanical transition of the vertebrate meiotic spindle facilitates chromosome dynamics

Jun Takagi!, Takeshi Itabashi?, Shin’ichi Ishiwata>* (! Quantitative Mechanobiology Laboratory, NIG, *Fac. Sci. Engn., Waseda Univ., >WABIOS,
Waseda Univ.)

FVd=wq0&Q7/ @RI PAV NI TOEEREBICHENCEEERERT

Synergistic inhibitory effects of oligomycin and rotenone on the mitochondrial permeability transition

Kazumasa Kotake'?, Yuki Inotani'?, Yuya Yoshimura!?, Kazuki Harada'-, Takenori Yamamoto'?, Yasuo Shinohara'? (\/nst. Genome Research.,
Univ. Tokushima, *Fac. Pharm. Sci., Univ. Tokushima)

PAMRZERVEHICE TS5 E OB

Evaluation of the Impact of Stiffness on Adhesion and Migration of Cancer Cells

Takashi Yamazaki', Takahisa Matsuzaki', Yuko Shimokawa', Ken Sato!, Masami Suganuma'-?, Motomu Tanaka®, Seiichiro Nakabayashi',
Hiroshi Yoshikawa! (\Grad. Sch. Sci & Eng., Univ. Saitama, *Res. Inst. Clin. Onc., Saitama Cancer Center, *Inst. Phys. Chem., Univ. Heidelberg)
47088 - EICEEL FE—HROMRKOEBHE

Movement of nucleus in cells cultured on micro-patterned substrates

Xinfeng Zhu, Kaori Kuribayashi-Shigetomi, Pinggen Cai, Agus Subagyo, Kazuhisa Sueoka, Takaharu Okajima (Graduate school of Information
Science and Technology, Hokkaido University)

F-7I9FBROVTIN T4

Shear banding in an F-actin solution

Itsuki Kunita!, Katsuhiko Sato?, Yoshimi Tanaka?, Yoshinori Takikawa®*, Hiroshi Orihara*, Toshiyuki Nakagaki! ('RIES, Hokkaido Univ., >RIKEN
CDB, 3Grad. Sch. Env. & Info. Sci., Yokohama Natl. Univ., *Facul. Eng., Hokkaido Univ.)

HIEHICEIFIT7IF VA PLRA7PANEEREEHOBERS1FIIX

Spatio-temporal dynamics of actin stress fibers and focal adhesions during cell migration in Swiss 3T3 fibroblasts

Michiko Sugawara', Takuya Miura', Hiromi Miyoshi?, Ken-ichi Tsubota!, Hao Liu' ('Grad. Sch. Eng., Chiba Univ., >RIKEN Center for Advanced
Photonics)

BEALEAFATBICE T 3 HKES FIRIED in vive BT

In vivo analysis of hydrophobic molecular crowding environment in the Nuclear Pore Complex

Hide A. Konishi', Suguru Asai', Tomonobu M Watanabe?, Shige H. Yoshimura' ('Grad. Schl. Biostudies., Univ. Kyoto, >RIKEN, QBiC)
BEREFOMSP v+ —BEEROER

Identification of protein components involved in MSP machinery in the cell-free extract of Ascaris sperm

Tatsuya lida', Takao Kitagawa?, Saki Uemura', Aya Takamori®, Makoto Miyata®, Katsuya Shimabukuro! (!Ube Nat. Col. Tech., *Grad. Sch. Med.,
Yamaguchi Univ., >Grad, Sch, Sci., Osaka City Univ.)

Possible points of action for rectification in directional sensing model

Akihiko Nakajima'?, Shuji Ishihara®, Satoshi Sawai'>* (\Grad. Sch. Arts & Sci., Univ. Tokyo, *Research Center for Complex Systems Biology,
Univ. Tokyo, *Dept. Phys., Meiji Univ., *PRESTO, JST)

REITFNT T 52 —3F SLP-76 DEAKROHB EBER 1 1 BFBHIC L 38H

Formation and growth of the key immune signaling complex based on the adaptor protein SLP-76 revealed by single-molecule tracking
Kenta J. Yoshida', Koichiro M. Hirosawa!, Takahiro K. Fujiwara!, Akihiro Kusumi'-? (\/nstitute for Integrated Cell-Material Sciences (WPI-
iCeMS), Kyoto University, *Institute for Frontier Medical Sciences, Kyoto University)

HMREANFHECHT 533 FREAGVHRORE

Crowding effects on viscoelastic properties in cell model systems

Kenji Nishizawa', Kei Fujiwara?, Nobushige Nakajo', Miho Yanagisawa?, Daisuke Mizuno' ('Kyushu University, *Keio University, 3Tokyo Univ.
Agric. Technol.)

1THELANMCEFEINITITELEDXHZX L

Mechanism of phototaxis of bacteria at single cell level

Daisuke Nakane, Takayuki Nishizaka (Dept. Phys., Gakushuin Univ.)
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PIOFL7147 X7 MOBUBERKEES I NVBEICEL>TERT S

Modulation of monomer configurations of actin filaments by actin binding proteins

Kouhei Monma!, Kenji Kobayasi!, Ryoki Isikawa?, Hajime Honda! (\Nagaoka University of Technology, *Gunma Prefectural College of Health
Sciences)

Ion selectivity of the Leptospira flagellar motor

Md. Shafiqul Islam!, V. Morimoto Yusuke?, Seishi Kudo', Shuichi Nakamura! (! Tohoku University, 2QBiC, RIKEN)
Functional and structural analysis of the flagellar protein FIiL from Vibrio alginolyticus

Ananthanarayanan Kumar, Shiwei Zhu, Seiji Kojima, Michio Homma (Nagoya University)

Actin filament dynamics and organizations in liposome: A simulation study

Takahiro Nitta (4dpplied Physics Course, Gifu Univ.)

BEEETYAREDONAEMBEHET 3 Dnal 7 7 I U — 2 /X8 SNIA ODHEERARIT

Analysis of interaction of the DnaJ family protein SflA, that is involved in regulation of flagellation in Vibrio alginolyticus
Satoshi Inaba, Takehiko Nishigaki, Noriko Nishioka, Seiji Kojima, Michio Homma (Div. Biol. Sci.Grad. Sch. Sci., Nagoya Univ)

13A. EFfE - AR : #8& - ¥1% / 13A. Biological & Artificial membrane: Structure & Property

3P203
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3P214

3P215

IEMHEIRYE 2 BEROSHELERICT FAFRTI 707 /51 ZOFAK

Novel micro-device to form asymmetric lipid-bilayer membrane in a high throughput manner

Rikiya Watanabe'-2, Naoki Soga', Tomoko Yamanaka', Hiroyuki Noji' (' Department of Applied Chemistry, The University of Tokyo, 2PRESTO,
JST)

EBEX1-Ev  7HOEERL

Single Crystallization of an Inverse Bicontinuous Cubic Phase of a Lipid

Toshihiko Oka'?, Hiroki Hojo? (! Graduate School of Science, Shizuoka University, *Research Institute of Elctronics, Shizuoka University, *Faculty
of Science, Shizuoka University)

HEELV/—S—2AVEYRI-LORBE - HIBOEEMFE

Quantitative evaluation of GUV fusion and destruction with fluorescence activated cell sorter

Kunihiro Shimada', Takeshi Sunami'-2, Tetsuya Yomo'>? (\Grad. Sch. Sci., Univ. Osaka, 2JST, ERATO, *Grad. Sch. Sci., Univ. Osaka)
EFNVHRERICHT 3EENEOREICOVT

Influence of chemical compounds on model cell membranes

Kazunari Yoshida, Akito Takashima, Izumi Nishio (Coll. Sci. Eng., Aoyama Gakuin Univ.)

77771 ZARRBERFEENTF SOERFEKFNH L REEE

Preferential Perturbation of Positively Curved Membranes by Adenovirus-derived Amphiphilic Peptide

Tomo Murayama, Silvia Pujals, Shiroh Futaki (/nstitute for Chemical Research, Kyoto Univ.)

B d L UBEHRIERELEIC L B U VEBENY 7 VO BEEFTE

Structural evaluation of phospholipid vesicles by dynamic and static light scattering techniques

Nobutake Tamai', Takeshi Nobuoka', Masaki Goto'?, Hitoshi Matsuki' ('Inst. Technol. & Sci., Univ. of Tokushima, *Lab. for Neutron Scattering,
ETHZ & PSI)

DVEEE-EERORENS S CLEFEEEAEEL : MEHEOHEE

Pressure- and chemically induced interdigitation of phospholipid bilayers: difference in the formation mechanisms

Hitoshi Matsuki', Masaki Goto'?, Nobutake Tamai' ('Inst. of Technol. & Sci., The Univ. of Tokushima, *Lab. for Neutron Scattering, ETHZ & PSI)
REEEYR AL T 7Bl AL FEEABBENHUERR

Comparative cryo-ultrathin section study of human stratum corneum cells tape-stripped from different body regions

Keisuke Nakamura, Hiromitsu Nakazawa, Satoru Kato (Sch. Sci&Tech. Kwansei Gakuin Univ.)

REABETIVERICHT 3K0DBED FTIR-ATR 2 & 5 #Fif

FTIR-ATR analysis of water permeation into stratum corneum model membranes

Kohei Oka, Satoru Kato (Kwansei Gakuin University)

A ELA X RHEICELZ I ZMETNVIRY —LET IO FR—2 2N BEOREERICET 5HMA

Time-resolved wide-angle X-ray scattering study of interaction between raft-model liposome and amyloid-beta protein

Shoki Sato', Mitsuhiro Hirai', Noboru Ohta? (' Grad. Sch. Sci. Eng. Gunma Univ., 2JASRI)

13B. &1 jE - A& : 414+ 3 27 X / 13B. Biological & Artificial membrane: Dynamics

NEHEF/TFTOALATO-NVERY VEEERPOBRKAEK : 2 FBHHFEIaL—-2ay

Hydrophobic Pore Formation in Phospholipid/Cholesterol Bilayers under Mechanical Stretching: Molecular Dynamics Simulation
Taiki Shigematsu, Kenichiro Koshiyama, Shigeo Wada (Grad. Sch. Eng. Sci., Osaka Univ.)

HRESR) IC & T 3 MRAFEA pH OREE

Effect of cytoplasmic local pH on the cell migration

Yusuke V. Morimoto', Masahiro Ueda'?? ('\QBiC, RIKEN, *Grad. Sch. Sci., Osaka Univ.)
BBMECSACEICRE—RX7FNF/BEFOACER

Self-reproduction of lipid-peptide nanoparticles by synergistic self-assembly

Keisuke Ikeda, Minoru Nakano (Grad. Sch. Med. Pharm. Sci., Univ. Toyama)
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3P216 EBERAAVAVE VSV ZABWFEEAVAEITNVI Y P EREMBOBIES EEE{L
Membrane fluctuations of confluent epithelial cells quantified by scanning ion conductance microscopy
Zen Ishikura!, Yusuke Mizutani?, Myung-Hoon Choi?, Sang-Joon Cho?3, Takaharu Okajima! (!Graduate School of Information Science and
Technology, Hokkaido University, 2Park Systems Inc., 3Seoul National University)
3P217 HRERAXRTFRTHB RSV AR=E V10 DRI VIVANDEA EIREEDOR7HEEICHT 3ERADDHE
Effects of tension on entry of cell-penetrating peptide transportan 10 into a single vesicles and its pore formation in lipid membranes
Md. Zahidul Islam', Mohammad Abu Sayem Karal', Masahito Yamazaki'? (\Int. Biosci., Grad. Sch. Sci. Tech., Shizuoka Univ., *Res. Inst.
Electronics, Shizuoka Univ.)
3P218 RAVFET IEEREPORTHERICHT ZHREHEERAOHR
Effects of Electrostatic Interactions on the Rate Constant of Tension-Induced Pore Formation in Lipid Membranes
Mohammad Abu Sayem Karal', Taka-aki Tsuboi?, Victor Levadny?, Masahito Yamazaki'?>* (\Int. Biosci., Grad. Sch. Sci. Tech., Shizuoka Univ.,
2Dept. Phys., Grad. Sch. Sci., Shizuoka Uniyv., 3Theo. Pro. Center Phys.-Chem. Pharm., Rus. Acad. Sci., 4Res. Inst. Electronics, Shizuoka Univ.)
3P219 BROBRICELVEEILENBZIRBERTFF - A1V 20K7HR
Stretch-Activated Pore of the Antimicrobial peptide, Magainin 2
Md. Jahangir Alam', Mohammad Abu Sayem Karal?, Tomoki Takahashi?, Victor Levadny*, Masahito Yamazaki'->? ('Res. Inst. Electronics,
Shizuoka Univ., 2Int. Biosci., Grad. Sch. Sci. Tech., Shizuoka Univ., 3Dept. Phys., Grad. Sch. Sci., Shizuoka Univ., 4Theo. Pro. Center Phys.-Chem.
Pharm., Rus. Acad. Sci.)
3P220 RAVFET IEERERPOFRTHERICHT ZHEHEERAOMHROER
Theory on the electrostatic effects on tension-induced pore formation in lipid membranes
Victor Levadny'?, Mohammad Abu Sayem Karal?, Taka-aki Tsuboi’, Marina Belaya!, Masahito Yamazaki?>* (' Center Theo. Prob. Phys.-Chem.l
Pharm., Rus. Acad. Sci., *Int. Biosci., Grad. Sch. Sci. Tech., Shizuoka Univ, 3Dept. Phys., Grad. Sch. Sci., Shizuoka Univ., *Res. Inst. Electronics,
Shizuoka Univ.)

13C. &g - AR : B%E - 7 v X JL / 13C. Biological & Artificial membrane: Excitation & Channels

3P221 Recording Ion-Channel Activities Based on Microfabricated Silicon Chips
Yutaka Ishinari!, Ayumi Hirano-Iwata!, Yasuo Kimura?, Michio Niwano® ('Grad. Sch. Biomed. Eng., Univ. Tohoku, 2Sch. Comp. Sci., Univ. Tech.
Tokyo, *RIEC., Univ. Tohoku)
3pP222 1AV F v RIVOBRORE
Modifications of ion channel function
Minako Hirano!, Daichi Okuno?, Yukiko Onishi?, Hiroaki Yokota!, Toru Ide? (\GPI, 2Qbic, Riken, *Okayama Univ.)
3P223 Fr 2 VADKOKFHEHENT 570 b EBOERNE
Rectified proton permeation through the hydrogen-bonded water-chain in a channel peptide
Yuka Matsuki', Masayuki Iwamoto', Shigeki Matsunaga?, Shigetoshi Oiki' ('Dept. Mol. Physiol. Biophys., Univ. Fukui Fac. Med. Sci., *Lab.
Aqua. Nat. Products Chem., Grad. Sch. Agri. Life Sci., Univ. Tokyo)
3P224 ROS JERFH G HRARI baY N 7O—BERSEICDOWT
ROS-independent transient depolarization of mitochondria in cells
Kanji Umiuchi, Yoshihiro Ohta (Grad Sch. Engin., Tokyo Univ. Agric. & Technol.)

14. {E%2A / 14. Chemoreception

3P225 AEEECELET4-ORRILE T2 REEBIAOIEREL 7 AEFERFECLZ770-F
A quick-freezing replica electron microscopic analysis for the localization of chemoreceptors on bacterial inner membranes
Kazunori Kawasaki', Takehiko Inaba?, Emiko Kobayashi!, So-ichiro Nishiyama?, Tkuro Kawagishi® ('4IST, 2RIKEN, *Dept. Frontier Biosci, Hosei
Univ.)
3P226 ZESHIEREOZ b~ 7 ZRAVEHEANAEOEIERS EH#E
Control of the bacterial flagellar motor by cross regulation between non-cognate two-component regulatory systems
Tohru Umemura?, Mayumi Kobayashi?, Chiho Hara?, Yoshiyuki Sowa'?, Ikuro Kawagishi'*? (' Micro-Nano Tec. Cen., Univ. Hosei, >Dept.
Frontier Bio., Univ. Hosei)
3P227 ZRBZE LY — Tar DRERBMEBEHOKER
In search of thermosensing regions of the multimodal sensor Tar

So-ichire Nishiyama'?, Masaaki Jinguji', Ikuro Kawagishi'-? (' Fac. Front. Biosci., Hosei Univ., >Res. Cen. Micro-nano Tech., Hosei Univ.)

15. ###& - BE / 15. Neuroscience & Sensory systems

3P228 WRBOE—MEMARICE TS Ca'BERIIFI VX BIBETIVE Z OB
Spatial-temporal Ca?* dynamics in a whole single neuron of C. elegans: Mathematical modeling and analysis
Yuishi Iwasaki'?, Sayuri Kuge??, Takayuki Teramoto®3, Takeshi Ishihara>?® (\Fac. Eng., Ibaraki Univ., >Grad. Sci., Kyushu Univ., 3JST, CREST)
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3P229 BB - Xe METIC& T3 DEPC VK —LHEZTLEHEHROS v L AE
Raman spectra change at the phase transition of DEPC liposome and cell membrane of neuron under low temperature and xenon pressure
Tsutomu Uchida', Masafumi Nagayama?, Kazutoshi Gohara', Amadeu K. Sum? (\Fac. Eng., Hokkaido Univ., *Hokkaido Univ. Edu., Asahikawa,
3Colorado Sch. Mines, USA)

3P230 BRB/NIVZEICE Z2HEHBRODIN Y ) LREOEE
Ca2+-burst in rat hippocampal neurons induced by microscopic heat pulses
Yuki Kawamura', Kotaro Oyama', Hideki Itoh!-2, Madoka Suzuki®*, Shin’ichi Ishiwata'** (\Sch. Adv. Sci. Eng., Waseda Univ., Tokyo, Japan,
2Inst. Med. Biol., A*STAR, Singapore, *Org. Univ. Res. Initiatives, Waseda Univ., Tokyo, Japan., *WABIOS, Singapore)

16. M#ZEIE - OIELHRNIE / 16. Neuronal circuit & Information processing

3P231 EhiPSHERBR-1-OYE7X POV S FPRERICLIEREEFZMHER
Electrophysiological activity of a human induced pluripotent stem cell derived neuron and astrocyte co-culture
Aoi Odawara'?, Ikuro Suzuki? (' Department of Bionics, Tokyo University of Technology, *Department of Electronics and Intelligent Systems,
Tohoku Institute of Technology, *Japan Society for the Promotion of Science)
3P232 EEUSRAFER7 P A N—BEOREIHAE & FHBANOER
Application of conductive polymer-coated fiber electrodes to neural recording and stimulation in vivo
Satoshi Watanabe, Hideyuki Takahashi, Keiichi Torimitsu (Dept. Bioeng. Robotics, Grad. Sch. Eng., Tohoku Univ.)

17. 1T&) / 17. Behavior

3P233 EEMES T /1N T ) 7 Pseudanabaena sp. ILC 545 O [EERKI1O=—] OB F1FIV X
Dynamics of comet-like colony formation in the filamentous cyanobacterium, Pseudanabaena sp. ILC 545
Yu Shoji!, Hiroki Yamamoto', Yuki Fukasawa!, Hideo Iwasaki'? (\Waseda University, *metaPhorest)
3P234 Analysis on colony formation in a filamentous cyanobacterium with an extended self-driven particle model with a cellular automaton
method
Masato Ishii!, Yuki Fukasawa', Masaya Takiguchi', Kain Yanagi', Hideo Iwasaki'? (' Waseda University, *metaPhorest)

18A. JtE4 : BE - A / 18A. Photobiology: Vision & Photoreception

3P235 FBEES b Uy LKL T O pH KEFEHE
The extracellular pH dependency of transport activity by light-driven sodium ion pump
Rei Abe-Yoshizumi!, Yoshitaka Kato!, Keiichi Inoue'-?, Hideki Kandori! (\Nagoya Inst. Tech.,>JST PRESTO)
3P236 Z7 MY T 0L 4 DRRBHFEICHBRENEZ 58
In vitro redox cycle of Chicken Cryptochrome4 under various ambient condition
Hiromasa Mitsui, Toshinori Maeda, Chiaki Yamaguchi, Yusuke Tsuji, Kazuki Sakai, Keiko Okano, Toshiyuki Okano (Dept. Eng. and Biosci.,
Grad. Sch. Adv. Sci. and Eng., Waseda Univ.)
3P237 HELENDRGL Dt T 57 1 v 1 HRAEEEORMAIIC &1 5 HERT
Functional analysis of zebrafish orthologs of mammalian NDRG1 protein in photoreceptors
Shimpei Takita', Yasutaka Wada', Satoru Kawamura'? ('Dept. of Biol. Sci. Grad. Sch. of Sci., Osaka Univ., >Grad. Sch. of Frontier Biosci.,
Osaka Univ.)
3P238 1I0-70571 2 OBWKREEEHEICET 5 FTIR X
FTIR study on the strong hydrogen bonding formation in photoactive yellow protein
Tatsuya Iwata, Hideki Kandori (Dept. Frontier Mat., NITech)
3P239 EGORBILLSEVWORTL OB VELRGEE
Stage-independent dephosphorylation of rhodopsin during its regeneration cycle
Hiromi Yamaoka, Shuji Tachibanaki, Satoru Kawamura (Grad. Sch. Frontier Biosci., Osaka Univ.)
3P240 NIFVAORT o -NO0RT V-3 XSEABORRIEY 1 7V
Photoreaction cycle of a bacteriorhodopsin-halorhodopsin chimeric protein
Shinji Uyama!, Tomomi Kitajima', Midori Murakami', Tsutomu Kouyama' (' Graduate School of Science, Nagoya University, *Center of the gene
research, Nagoya University)
3P241 B REX FTIRFBICEZNIFUFART L ORY 1 7 WVRISHEIR
Time-resolved polarized FTIR spectroscopy on the photocyclic reaction of bacteriorhodopsin
Kuniyo Fujiwara!, Yuji Furutani'?3 (\IMS, 2SOKENDAI, 3JST PRESTO)
3P242 KBBROF XN 71 ) VRIRANRY MIVOIBREVAE
Theoretical Analysis of Absorption Spectra of Oxyluciferin in Aqueous Solutions
Miyabi Hiyama', Hidefumi Akiyama', Nobuaki Koga? (\ISSP, 2Nagoya Univ.)
3P243 Analysis of the photoresponse mechanism of the LOV-HTH system using accelerated molecular dynamics simulation
Tetsuo Kokubu, Tadaomi Furuta, Minoru Sakurai (Center for Biol. Res. & Inform., Tokyo Tech)
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3P244

3P245

3P246

3P247

3P248

3P249

3P250

3P251

3P252

3P253

3P254

3P255

3P256

3P257

3P258

3P259

3P260

3P261

3P262

2RO PYP ICH T3 RFBRBEX(LDENZ 5 L BLOMBENR

Analysis for different property of light induced structural changes between two PYPs

Yoichi Yamazaki, Yoshiaki Mathumoto, Hironari Kamikubo, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)

1 I0-707 1 Y REREPREEORTEH ORI

Thermal equilibria between the photocycle intermediates of photoactive yellow protein

Yasushi Imamoto, Yoshinori Shichida (Grad. Sch. Sci., Kyoto Univ.)

PYP O B4-5 loop 7S & K EHIRIE & ORFZEDEZA

The elucidation of the relationship between B4-5 loop region and the chromophore environment in PYPs

Atsuhiro Kawamura, Yoichi Yamazaki, Hironari Kamikubo, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)

BLUF % /X7 & PapB O FTIR ;EIC & 3 lBiEMEIR

Characterization of light-induced structural changes of the BLUF protein PapB

Hiroaki Akutsu!, Shinji Masuda?? (\Grad. Sch. Biosci. & Biotech., Tokyo Inst. Tech., *Cent. Biol. Res. & Inforn., Tokyo Inst. Tech., *ELSI, Tokyo
Inst. Tech.)

NTQ EF— 7 & HOHMRWEPRONT L L OERS F  EORE

Ion species transported by the novel microbial rhodopsin containing NTQ motif

Naho Toyama!, Takashi Kikukawa', Masakatsu Kamiya', Tomoyasu Aizawa', Kwang-Hwan Jung?, Naoki Kamo', Makoto Demura' (!Grad. Sch.
Life Sci., Hokkaido Univ, *Dept. Life Sci. & Inst. Biol. Interfaces, Sogang Univ)

Photoactive Yellow Protein IC & T 2 E§55&£ 70 b 58

Acid induced proton transfer in Photoactive Yellow Protein

Masayoshi Noji, Mai Arakawa, Hironari Kamikubo, Yoichi Yamazaki, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)
REEHF FUVILRTOA A VEGAHKICET 35 EMR

Spectroscopic study on the ion uptake mechanism of the light-driven sodium ion pump

Yoshitaka Kato!, Keiichi Inoue'-2, Hkaru Ono!, Rei Abe-Yoshizumi', Hideki Kandori! (\Nagoya Ist. Tech., >2JST, PRESTO)
BENFEFECHLEFEEL Y —BEBAECPhHDERKEF1FIVR

Photoreaction dynamics of the Cyanobacterial phytochrome 1 (Cphl) studied by the transient grating method
Kimitoshi Takeda, Masahide Terazima (Graduate School of Science, Kyoto University)

NdR2 ® D116 BEDO#EEM & & U3 FHR S 02

Role of D116 for the Na* pump activity and molecular property of NdR2

Shinya Sugita', Keiichi Inoue'?, Rei Abe-Yoshizumi!, Yoshitaka Kato!, Hideki Kandori' ('Grad. Sch .Eng., Nagoya Inst. Tech., >JST PRESTO)
New crystal forms of squid rhodopsin

Midori Murakami, Tsutomu Kouyama (Nagoya University)

18B. Jt&#) : Y& / 18B. Photobiology: Photosynthesis

AYE21—-42232b—-2a VIl 3RERBBRNEFIEENIENRLFHEE (NPQ) OFBILE TIREVEFEROMTE
Computer simulation of photosynthetic electron transport - Prediction of contribution of the linier and the cyclic electron flow -
Ryoichi Sato!, Hiroyuki Ohta?, Shinji Masuda? (Grad. Sch. Biosci. Biotechnol., Tokyo Inst. Technol., *Center for Biological Resources and
Informatics, Tokyo Inst. Technol.)

RFEERAORBEL RV F—BEHICHT 39 FARSET— FORIIDOER

Analyses of intra-molecular vibrational modes affecting excitation energy transfer in light harvesting systems

Yuta Fujihashi, Akihito Ishizaki (/MS)

BEREFENBERBICLZFIL YV IART STREORE

Observation of grana membranes from spinach by high-speed atomic force microscopy

Ami Komata, Daisuke Yamamoto (Dept. Appl. Phys., Grad. Sch. Sci., Fukuoka Univ.)

RERBOBEERT /HFICLIKFEREAIRERT / T/ 1 AOR%

Development of an artificial light-driven water splitting nano-device using photosynthetic proteins and metal nanoparticles

Kazuki Tahara', Kousuke Kawahara!, Keisuke Namie?, Natsuko Inoue?, Ryo Nagao', Yuki Kato!, Tatsuya Tomo®, Yutaka Shibata?, Hiroshi
Fukumura?, Yasuhiro Kashino?, Takumi Noguchi' ('Div. of Mater. Sci., Grad. Sch. Sci., Nagoya Univ., ?Dept. of Chem., Grad. Sch. Sci., Tohoku
Univ., 3Grad. Sch. Life Sci., Univ. of Hyogo, *Dept. of Biol., Faculty of Sci., Tokyo Univ. of Sci)

Detection of Transient Y, Radical Signals during S-State Transition in Photosystem IT

Wataru Koinuma, Hiroyuki Mino (Grad. Sch. Sci., Nagoya Univ.)

QM/MM S RICE BRMAFERIICE T 3KFBE MndCa 75 22— DT I/ BEMFOEFEIREAZIRT

Vibrational Analysis of the Amino Acid Ligands to the Water Oxidizing Mn4Ca cluster in Photosystem II using QM/MM Calculations
Shin Nakamura, Takumi Noguchi (Grad. Sch. Sci., Nagoya Univ.)

Site-directed mutagenesis study of amino acid resides relevant to photosynthetic water oxidation in photosystem II

Ryo Nagao, Hanayo Ueoka-Nakanishi, Takumi Noguchi (Grad. Sch. Sci.,Univ. Nagoya)

Quantitative refinement of the theory of the improved variational master equation

Yuta Fujihashi!, Akihiro Kimura? ('IMS, 2Nagoya Univ.)

BEBEMREAVEREL MY EOICEREOXAHR S /37 BRIBADZER S5 ORE

Cryogenic microscope observations of photosynthetic proteins under assembly process in greening etiolated Zea mays leaves
Tomofumi Chiba, Hiroshi Fukumura, Yutaka Shibata (Grad. Sch. Sci., Univ. Tohoku)
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3P263 REREMEDNZ M 71 XERREROE 2 RIIOIZNF—BHRELD
Two Disconnected Antenna Chlorophyll Pools in Type-1 Photosynthetic Reaction Center of Green Sulfur Bacteria
Chihiro Azai', Toru Kondo?, Shigeru Itoh?, Hirozo Oh-oka* (!Col. Life Sci., Ritsumeikan Univ., >Grad. Schl. Sci. & Eng., Tokyo Inst. Tech.,Cent.
Gene Res., Nagoya Univ., *Grad. Schl. Sci., Osaka Univ.)

20. E£&DiEiE - ¥k / 20. Origin of life & Evolution

3P264 ERLAEERI LAY FZU VEBEXF - EOBR
Characterization of resurrected ancestral nucleoside diphosphate kinases
Takahiro Sasamoto, Satoshi Akanuma, Akihiko Yamagishi (Dept. of Appl. Life Sci., Tokyo Univ. of Pharm. Life Sci.)
3P265 NITIUTREF v o N=D5ONI TV T7REICAG WA
Toward reproduction of a bacterium from hybrid chamber cells
Kazuhito Tabata, Yoshiki Moriizumi, Rikiya Watanabe, Hiroyuki Noji (Department of Applied Chemistry, The University of Tokyo)
3P266 NIFIYVFPTORTSAMETLAIOBF + N —OREREOSBERE
High-sensitive detection method of bacterial protoplast fusion into a micron-sized lipid membrane chamber
Yoshiki Moriizumi', Kazuhito V. Tabata'-3, Rikiya Watanabe'-, Hiroyuki Noji'? (\Dept. Appl. Chem., Grad. Sch. Eng., Univ. Tokyo., *CREST,
JST, 3PRESTO, JST)

22A. EmIEHmEIE  #EiE4S / I 7 X / 22A. Bioinformatics: Structural genomics

3P267 Structural characteristics of phosphorylation sites on disordered binding regions
Hafumi Nishi, Akinori Kidera (Grad. Sch. Medical Life Sci., Yokohama City Univ.)
3P268 De Novo protein structure modeling by rewiring old folds
Shunsuke Nishiyama, Tatsuo Mukai, George Chikenji (Grad. Sch. of Engineering, Nagoya Univ)
3P269 Template based modeling utilizing an order-made template libarary
Kodai Takagi, Tatsuro Mukai, George Chikenji (Grad. Sch. Eng., Nagoya Univ.)
3P270 Homologous protein pairs that share the same core packing but have different topology
Takahiro Kanemitsu', Shintaro Minami?, George Chikenji' ('Grad. Sch. of Eng., Nagoya Univ., *Grad.Sch. of Inf.Sci., Nagoya Univ.)
3pP271 BUNEAGBEICE T IN-TRERBEOLDOTNTY XL
An algorithm for identifying loop crossing in protein structures
Tatsuo Mukai, George Chikenji (Grad. Sch. of Eng., Dept. of Comput. Sci. and Eng., Nagoya Univ.)

24. BIBEMS / 24. Mathematical biology

3P272 Observing the rotational diffusion of nanodiamonds with arbitrary nitrogen vacancy center configurations
Ziya Kalay, Yohsuke Yoshinari, Yoshie Harada (WPI-iCeMS, Kyoto University)
3P273 SVINVEENT Y AFIHEEERAICE . B2 NN BERHV-VOSE
Production and degradation balancing mechanism of each protein controls the whole protein balance
Masayo Inoue, Katsuhisa Horimoto (molprof, AIST)
3P274 N T V) T O Twitching EZ# I T 2 BEDHBBERA O
Effect of the extending and retracting rule of the bacterial pili in twitching motility
Ryota Morikawa, Masatada Tamakoshi, Takeshi Miyakawa, Masako Takasu (Sch. of Life Sci., Tokyo Univ. of Pham. and Life Sci.)
3P275 MROBES - BEELETV T
Modeling of crowded environment under micro-confinement: Detachment of a large object from the surface
Soutaro Oda!, Chwen-Yang Shew?, Kenichi Yoshikawa! ('Faculty of Life and Medical Sciences, Doshisha University, *City University of New
York)
3P276 Multicanonical Go EF IV FHAEICL B 2V /N BEOHHAI RV ¥ — OEEIERIT
Comprehensive analysis of protein folding energy landscape by multicanonical Go-model molecular dynamics simulation
Mashiho Ito, Shoji Takada (Dept. Biophysics, Sch. Sci., Kyoto Univ.)
3P277 SERSHERNICL 3 HHEEMT/NE - OBRFEABITT
Toward analysis of multicell-turnover patterns by using multivariable polynomials
Hirosi Yosida (Faculty of Math. Kyushu Univ.)
3P278 Role of intronic delay in oscillatory gene expression
Bhaswati Bhattacharyya, Ziya Kalay (/nstitute for Integrated Cell-Material Sciences, Kyoto University)
3P279 THERETICE T 3 BEHEEOBEN
Analysis of population dynamics in heterogeneous environment

Kenta Yashima!, Sayaki Suzuki?, Akira Sasaki' (' The Graduate University for Advanced Studies, *National Agricultural Research Center)
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3P280

3P281

3P282

3P283

3P284

3P285

3P286

3P287

3P288

3P289

3P290

3P291

3P292

3P293

3P294

3P295

25. JEFH# - &K' XL / 25. Nonequilibrium state & Biological rhythm
PR EBEHNE T 5EMERE:) HRCHT BHE

Chemotactic behavior of a liquid droplet:(1) Smelling and running

Hiroki Sakuta!, Nobuyuki Magome?, Yoshihito Mori®, Akihisa Shioi*, Kenichi Yoshikawa' (Facul. Lif. Med. Sci., Doshisha Univ., >*Chem.,
Dokkyo Med. Univ., 3Facul. Sci., Ochanomizu Univ., *Facul. Sci. Eng., Doshisha Univ.)

FHREEZEEH N E T HEMERE: 2) RIEKFREDREEREG

Chemotactic behavior of a liquid droplet: (2) Hydrocarbon residue effects and boundary conditions

Lui Mihara!, Aya Fujii!, Kyoka Shiraki!, Miku Shimada', Yoshihito Mori!, Kenichi Yoshikawa? ('Ochanomizu Univ. Sci, 2Doshisha Univ. Life &
Med. Sci.)

FHNRGEESHHE T H5ENMERE : ) BCHMERISICL S pHEEBENH

Chemotactic behavior of a liquid droplet: (3) pH change by autocatalytic reaction and liquid droplet motion

Nobuyuki Magome', Tatsuya Okuda', Noriko Umezawa!, Yoshihito Mori?, Kenichi Yoshikawa® (' Premedical Sci., Dokkyo Med. Univ., >Grad.
Sch. Sci., Ochanomizu Univ., 3Grad. Sch. Life and Med. Sci, Doshisha Univ.)

Interplay between the ATPase activity and the structural change of KaiC protein studied by stochastic simulation

Kenju Narita, Masaki Sasai, Tomoki P. Terada (Grad. Sch. Eng., Nagoya Univ.)

Epigenetic Dynamics of Cell Reprogramming

Ashwin S.S., Masaki Sasai (Department of Computational Sciences and Engineering, Nagoya University, Nagoya Japan.)

26. £t / 26. Measurements

Fh)y MVEBHEEE DS/ EVERAVEERE 1 FTFOEERE

Rapid Detection of Single-Molecule Enzyme using Attoliter Well Array, Nanocell

Takao Ono'?, Takanori Ichki3, Hiroyuki Noji? (\Dept. Appl. Chem., Sch. Eng., Univ. Tokyo, 2JST-CREST, *Dept. Bioeng., Sch. Eng., Univ. Tokyo)
EFREF /VHFERAVEEFAUBRERA 7S AT/ HBN1A Y-

Near infrared localized surface plasmon resonance biosensing based on cap-shaped gold nanoparticles

Hiroyuki Takei'?, Takumi Miyashita®, Noriyuki Bessho?, Takayuki Okamoto* (' Faculty of Life Sciences, Toyo University, 2Bio Nano Research
Centre, Toyo University, 3Grad. School of Life Sciences, Toyo University, *Riken Wako)

ZILMYy b ROYTLY MPLLERAWETINAY 7+ X7 7 2—E1 FFEROHRERUEEA

Detection and activity measurement of single molecule alkaline phosphatase with femtoliter droplet array

Yusuke Obayashi!, Ryota lino?, Hiroyuki Noji' (!Grad. Sch. Eng., Univ. Tokyo, >Okazaki Inst. Integ. Biosci, NINS.)
EEMEHROMBMXFHEOH L FMEHE

A new quantitative method to evaluate the activity of axonal transport of cultured neurons

Takashi Katakura, Risa Isonaka, Tadashi Kawakami (Dept. Physiol., Kitasato Univ. Sch. Med.)

FIEMAIICH T 3 Amyloidp42 F IR in vitro ETFILDIEFE

Development of neurotoxicity of amyloid f(1-42) proteins propagation in vitro model

Takuma Maruyama', Lui Yoshida?, Kiyoshi Kotani®, Seiichi Suzuki!, Yasuhiko Jimbo?® (\Grad. Sch. Sci and Tech, SEIKEI Univ., >Grad. Sch.
Frontier Sci, Univ of Tokyo, 3Grad. Sch. Engineering, Univ of Tokyo)

Automation engineering for single molecule imaging using total internal reflection fluorescence microscopy

Jun Kozuka, Michio Hiroshima, Yasushi Sako, Masahiro Ueda (RIKEN)

F/RFREAOTO-TAVIXILAF FOBHEBEEN DNANSI T E1E-2 a VHERICERIHE

The contribution of the density of immobilized probe oligonucleotide on nanoparticle surface for DNA hybridization efficiency

Atsushi Kira, Atsushi Suda (Product Development Center, Japan Aviation Electronics Industry, Ltd.)

SERBRFENBHEBET Y/ K51 N\OIRFEEREE

‘Wideband operation of high-voltage amplifier for high-speed atomic force microscopy

Hiroyuki Handa, Daisuke Yamamoto (Dept. Appl. Phys., Grad. Sch. Sci., Fukuoka Univ.)

AHHPD IC& 347 3 UHBRSBEOLETIE 1 5FRdH

Low-background wide-field sub-millisecond single-molecule fluorescence detection by a cooled hybrid photo-detector (HPD)

Atsuhito Fukasawa'2, Minako Hirano?, Toru Ide?, Hiroaki Yokota? (! Hamamatsu Photonics K.K., >GPI, 3Grad. Sch. Nat. Sci. Technol., Okayama
Univ.)

27. N F A A= 27 / 27. Bioimaging

B FRINEDSELD /-6 D GPGPU % F L 5L LI DK & ¥l

Implementation and evaluation of parallel processing by GPGPU for accelerating single particle analysis

Ayaka Iwasaki, Takuo Yasunaga (Kyushu Institute of Technology)

EHMBERIICEH T3 RHEEBMRRNA O—FFI X -2V TEORARE

A method to visualize endogenous long non-coding RNA with single molecule sensitivity

Toshimichi Yamada, Hideaki Yoshimura, Mituru Hattori, Hiroki Segawa, Takeaki Ozawa (Grad. Sch. Sci., Univ. Tokyo)
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BEROXBEEY - NV EDHRAEDOEDARELCERERBRELE Y — DR

Genetically-encoded chemiluminescent voltage indicator applicable in conjunction with multiple optogenetic tools

Shigenori Inagaki', Tomoki Matsuda', Yoshiyuki Arai', Yuka Jinno?, hidekazu Tsutsui®?, Yasushi Okamura?, Takeharu Nagai! (\ISIR., Univ.
Osaka, *Grad. Sch. Med., Univ. Osaka, 3Sch. Mat. Sci., JAIST)

EFEWRERLIEY 27 L Eos AD Web 75 7% & PIONE O#&ICE S, I-HFEUTF 1 DEE

Development of a user-friendly system for image processing of electron microscopy by integrating web browser and PIONE with Eos
Takafumi Tsukamoto, Takuo Yasunaga (KIT, Creative Informatics)

Ae—-LY PXBREHA X -V JICETIREEFEEROZEERINEHM L 158 & 5FHl

Classification and assessment of reconstructed electron density maps in coherent X-ray diffraction imaging using multivariate statistics
Yuki Sekiguchi', Tomotaka Oroguchi'?, Masayoshi Nakasako'? (\Grad. Sci. Tech., Keio Univ., >RIKEN SPring-8 Center)

Ae—LY P XBEHFA X =20 71827 - Tt RES E L ABRATUERIEZOREE S Iy 3y MER
T — S ERAOEH

Dark-field phase-retrieval method under the constraint of Friedel’s symmetry for structure analyses in coherent X-ray diffraction imaging
Amane Kobayashi'-2, Yuki Sekiguchi'?, Yuki Takayama?, Tomotaka Oroguchi'-?, Masayoshi Nakasako'? ('Grad. Sci. Tech., Keio Univ., >RIKEN
SPring-8 Center)

Trafficking of membrane protein PAR-1 carried by endocytotic vesicles in cancer cells

Seohyun Lee!, Motoshi Kaya!, Hideo Higuchi! (!School of Science, the University of Tokyo, 2School of Medicine, Tohoku University)

A method to integrate 4D images of C. elegans embryos expressing different fluorescent markers

Yusuke Azuma, Shuichi Onami (RIKEN QBiC)

wE BERRX BRLIVONVBICLZMBRAY TFIVEEDEREGAIX—J T

Imaging intracelluer signal transduction using a newly developed “non-fluorescent” fluorescent protein for FLIM-FRET

Akihiro Shibata!, Yoshihisa Nakahata!, Junichi Nabekura!, Hideji Hurakoshi!? (\NIPS, Okazaki, 2JST PREST)

SH#BIAICE TS microRNA D ENREERA

Observation of microRNA dynamics in living cells

Toshinari Ishikawa', Kohki Okabe'2, Takashi Funatsu' (' Graduate School of Pharmaceutical Sciences, The University of Tokyo, 2JST-PRESTO)
£HBEA mRNA O F / R — Vv —53 F &k

Nanoscale Single mRNA Tracking in Living Cells

Ko Sugawara', Kohki Okabe'2, Takashi Funatsu' ('Grad. Sch. Pharm., Univ. Tokyo, 2JST, PRESTO)

Preparation of Green-Emitting Pt Nanoclusters for Biomedical Imaging by Pre-equilibrated Pt/PAMAM (G4-OH) and Mild Reduction
Shin-ichi Tanaka'2, Takashi Jin?, Yasushi Inouye® ('Kure National College of Technology, >RIKEN, 3Osaka University)

=R AFM IC & 211K 1gG OEMERE

Dynamic observation of single antibody IgG using High-Speed Atomic Force Microscopy

Norito Kotani, Tomohiro Hirano, Takao Okada (RIBM)

13FA A=V JRAICE ZEMRRE THRZBRAEOTI /07529 -ANE T 3HEXL

T cell receptor on the surface of living cells changes in the dynamics inside microclusters revealed by single-molecule imaging analysis
Yuma Ito'?, Kumiko Sakata-Sogawa'?, Makio Tokunaga'-? ('Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech., *IMS, RIKEN)

I oY FUTHREBEDIRE

New approach to isolation of less damaged mitochondria

Takahiro Shibata!, Rie Yamane?, Kaoru Katoh?, Yoshihiro Ohta! (\Grad. Sch, Life Sci, TUAT, 2Sch, Life Sci, TUAT, 3AIST)

3D Palm Imaging at 50 Micrometers Depth in the Sample

Audrius Jasaitis', Gregory Clouvel!, Ignacio Izeddin?, James Sillibourne?, Mohamed El-Beheiry?, Xavier Levecq!, Maxime Dahan?, Michel
Bornens?, Xavier Darzacq? (Imagine Optic, France, *ENS Paris, France, *Institut Curie, France)

Signal enhancement and Patterson-search phasing for high-spatial-resolution coherent X-ray diffraction imaging of biological objects
Yuki Takayama', Saori Maki-Yonekura', Tomotaka Oroguchi'?, Masayoshi Nakasako'?, Koji Yonekura' (\RIKEN RSC, ?Fac. Sci. Tech., Keio
Univ.)

Investigation of intracellular temperature during stress granule formation

Beini Shi!, Kohki Okabe'2, Takashi Funatsu! (!Grad. Sch. Pha. Sci., Univ. Tokyo, 2JST-PRESTO)

HEMR - BEL Y -—2RAVWEEHRAICETIRBDI X-D T

Imaging of thermogenesis in living cells using fluorescent polymeric thermometer

Kohki Okabe!?, Takashi Funatsu! (' Grad Sch Pharm Sci, Univ Tokyo, 2JST, PRESTO)

28. NAM AT > =T >% /28. Bioengineering

74V ORBHBEMICE T3 EEHNEETRE

Optimal microwave energy and optimal temperature on microwave irradiated microbial cultivation

Ryota Nakama', Wataru Nagayoshi!, Takeo Yoshimura?, Makoto Kodama?, Shokichi Ohuchi! (!Dept. Biosci. & Bioinform., Kyushu Inst. Tech.,
2Dept. Appl. Bio. Sci. Tokyo Univ. Sci., *Vessel inc.)

meggnFRy hEAVEEMEDSI 4 —-T7 -2

Intelligence for Robot-Human Communication

Jun Miyake, Amalia Istiglali Adiba, Nobuyuki Tanaka (Graduate School of Engineering Science, Osaka University)
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YA OFRGBTNAREAVAEZERTETNVICEF 3T VA —vHRERESMLEE T Y+ — v HBROFHAMELE

Comparing of invasion form between glioma stem cells and the differentiated cells in a microfluidic 3D culture system

Sotaro Taki, Shingo Fujioka, Ryo Sudo (Sci and Tech., Univ. Keio)

SEARBBEEZETIRAUTI7O5 VT 741N —OER & HlH

Control synthesis of anisotropic hydrogel microfiber with helical structure

Shoya Yasuda', Masayuki Hayakawa!, Masahiro Takinoue!? (\nterdisciplinary Grad. Sch. Sci. and Eng., Tokyo Tech., Japan, >PRESTO, JST,
Japan)

Self-assembly of complex-shaped microgels

Satoshi Umeyama, Masayuki Hayakawa, Masahiro Takinoue (/nterdisciplinary Graduate School of Science and Engineering, Tokyo Institute of
Technology)

BERSESVERAVEEBRHICEZ FOY T LY b/ =T 1 VTETBTOBAR L 2O

Development of fluorescence-activated droplet sorting system using thermoreversible gelation polymer and its application

Haruka Okada', Ryo lizuka!, Ayaka Iguchi?, Dong H. Yoon?, Tetsushi Sekiguchi®, Shuichi Shoji?, Takashi Funatsu' ('Grad. Sch. Pharm. Sci.,
Univ. Tokyo, *Major in Nanosci. and Nanoeng., Waseda Univ., 3Nanotech. Research Center, Waseda Univ.)

Selection of RNA aptamers to develop a sensor using rhodamine as a fluorogenic probe

Tara Bahadur KC'2, Hiroshi Abe?, Yoshihiro Ito'?, Uzawa Takanori! (' Emergent Bioengineering Materials Research Team, RIKEN, *Tokyo
Metropolitan University, 3Faculty of Pharmaceutical Sciences, Hokkaido University)

Control of a DNA computer-based gene-regulatory module confined in a giant unilamellar vesicle by external molecular signal

Toru Nishikata!?, Takamasa Hasegawa!*?, Yutetsu Kuruma®, Koichiro Shoda'?, Akira Suyama'-? (\Dept.Life Sci., Univ.of Tokyo, *Suyama Lab,
3Earth Life., Tokyo inst of tech)

EFFIRICATAEBRERAIVZ -V I AT LORE  BREAHRRVEEHAENR A

Development of enzyme screening system for directed evolution based on enzymic activity

Yi Zhang, Hiroto Kizoe, Ryota lino, Kazuhito Tabata, Hiroyuki Noji (Department of Applied Chemistry, School of Engineering, The University of
Tokyo)

SPUANAAIRFTIE—2 3V EITIMTAINTF FOBEE

The design of novel artificial peptide revealing a silica biomineralization activity

Yoshinao Murakami, Yuki Kimura, Ippei Fujiyama, Yusuke Matsuda (Grad. Sch. Sci., Kwansei Gakuin Univ.)

24V OKIAS PCR RIGED DNA KU X 5 —E0%H

Denaturation of DNA Polymerase on Microwave Assisted PCR

Shokichi Ohuchi', Takeo Yoshimura?, Hiroya Osoekawa! ('Biosci. & Bioinform., Kyushu Inst. Tech., *Dept. Appl. Biol. Sci., Tokyo Univ. Sci.)
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